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Table 3B Nearest Neighbor (BlastX vs. Non-Redimdant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


1789 


4337102 


gi|4337 102|gb|AAD18078.1|AAD18078 (AF129756) 
G6f [Homo sapiens] 


2E-24 


1792 


1723494 


gi|1723494|sp|Q10413|YD88_SCHPO VERY 
HYPOTHETICAL 13.3 KD PROTEIN C1F3.08C IN 
CHROMOSOME I pir|lT38079 very hypothetical 
protein SPAClF3.08c - fission yeast 
(Schizosaccharomyces pombe) emb|CAA94626.1| 
(Z70690) very hypothetical protein 
[Schizosaccharomyces pombe] 


72 


1793 


4589921 


gi|4589921|dbj|BAA76927.1| (AB0I7192) 
molybdopterin biosynthesis protein [Clostridium 

perfringens] 


42 


1799 


7494302 


gi|74943021pir|lE7161 1 hypothetical protein PFB0580w • 
malaria parasite (Plasmodium &lciparum) 
gb|AAC7 1905.11 (AE001404) hypothetical pxctaa 
[Plasmodium felciparum] 


3.3 


1800 


14318508 


gi|14318508|refINP_l 16641.11 leslp [SaccharwiQrces 
cerevisiae] sp|P435791YFB3_YEAST 
HYPOTHETICAL 78.8 KD PROTEIN IN HSP12- 
HXTIO INTERGENIC REGION pir||S48316 probable 
membrane protein YFL013c - yeast (Saccharomyces 
cerevisiae) emb|CAA86347.1| (Z46255) oi^ len: 692, 
CAI: 0.14 [Saccharomyces cerevisiae] dbj|BAA09225.I| 
(D50617) YFL013C [Saccharomyces cerevisiae] 


6.6 


1802 


14325595 


gi|14325595|dbjlBAB60498.1| (AP000996) hypothetical 
protein [Thermoplasntavolcanium] 


2 


1809 


7520399 


gi|7520399|pir||Tll689 NADH dehydrogenase 
(ubiquinone) (EC 1.6.5.3) cham 5 - Gnq)hium saipedon 
mitochondrion (fingment) dbj|BAA28187.1| 
(ABO 13 147) NADH ddiydrogenase subunit 5 
[Graphium sarpeAjn] 


4.9 


1816 


423981 


gil423981|pir||A46193 88K E-26-specific domain 
protein Pok - fruit fly (Drosophila melanogaster) 
dbj|BAA01080.1| (D10228) Ets domain protein 
[Drosophila melanogaster] 




1818 


7463036 


gil7463036|pirl|C70177 beta-glucosidase homolpg - 
Lyme disease spirodiete gb|AAC66976.1| (AE001163) 
beta-glucosidase, putative [Bonelia burgdorferi] 


8.4 


1819 


3851471 


gi|3851471|gb|AAC72292.1| (AF037295) sulfonylurea 
receptor-1 [Mus musculus] 


3.4 
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Table 3B Nearest Neighbor (BlasiX vs. Non-Redundant Proteins) 


bbQ ID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 




9845030 


gi|9845030|dbj|BAB11914.11 (AB034726) 5- 
oxoprolinase precursor [Alcaligoies &ecalis] . 


5.8 


lo21 


6599044 


gil65990441emblCAB63584.1| (AJ251826) BMP2/4 
protein [Asterias rubens] 


6.7 


1822 


7715984 


gi|7715984|gblAAF68235. 11AF206244_1 (AF206244) 
seroreactive antigen BMNl-2 [Babesia microti] 


0.067 


1823 


7293329 


gi|7293329Igb|AAF48709.1| (AE003504) CG5 162 gene 
product [Drosophila melanogaster] 


2.8 


1824 


2136095 


gi|2136095|pir||I58381 receptor tyrosine kinase isoform 
FLT4 long - human (fiagment) gblAAB28539.1| 
(S66407) receptor tyrosine kinase isoform FLT4 long, 
FLT41 {C-teminal} jhuman, Pqitide Partial, 71 aa] 
[Homo sapiens] 


0.0007 


1826 


7522093 


gi|7522093|pir||T30809 plasminogen related growth 
fector receptor 3 - Fugu rubripes emb|CAA09086.1| 
(AJ010317) plasminogen related growdi &ctor receptor 
3 [Takilugu rubripes] 


4.7 


1832 


13622999 


gi|13622999|g|btAAK34670.1| (AE006621) hypothetical 
protein [Str^Ttococcus pyogenes Ml GAS] 


3.7 




6319504 


gi|6319504|ref]NP_009586.11 Ybr030wp 
[Saccharomyces cerevisiae] sp|P38222|YBO0_YEAST 
HYPOTHETICAL 62.6 KD PROTEIN IN CDSl- 
RPUA INTERGENIC REGION pirlIS45886 
hypothetical protein Y6R030w - yeast (Saccharomyces 
cerevisiae) emb|CAA53686.1| 0(76078) YBR03 14 
[Saccharomyces cerevisiae] emb|CAA84972.1| 
(Z35899) ORF YBR030w [Saccharomyces cerevisiae] 
prf]|2206497K ORF YBR0314 [SacdiaionQ^ 
cerevisiae] 


0.65 ^ 


1835 


7290986 


gi|7290986|gb|AAF46425.1| (AE003445) CG3898 gene 
product [Drosophila melanogaster] 


3.1 


1840 


14725330 


gill472S330|re^_002254.2| mitochondiial 
translational initiation &ctor 2 precursor (Hcono 
sapiois] 


4.2 
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rable 3B Nearest Neighbor (BlastX vs. Non-Redundant Protons) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


PVALUE 


1842 


7509362 


gi|7509362|pir||T31492 hypothetical proteiii . 
Yl 16A8C.20 - Caenoiliabditis elegans 
emb|CAB55 126.11 (ALl 17204) predicted using 
Genefinder-contains similarity to P£un domain: 
PF00642 (Zinc finger C-x8-C-x5-C-x3-Hlype (and 
Similar).), Score=71.0, E-value=3.1e-19, N=2'-cDlNA 
EST yk247a8.5 comes from this gene [Caenorhabditis 
elegans] 


ft A 


1846 


6093793 


gi|60937931sp|Q641811PROP_CAVPO PROPERDIN 
PRECURSOR gb|AAB35918.1| (S8 11 16) properdin 
[guinea pigs, spleen. Peptide, 470 aa] [Cavia] 


4.1 


1848 


7300538 


gi|7300538|gb|AAF55691.1| (AE003727) CG7411 gene 
product [Drosophilamelanogaster] 


2.7 


1849 


1730077 


gill730077|splP18160|KYKLDlCDI NON- 
RECEPTOR TYROSINE KINASE SPORE LYSIS A 
(TYROSINE-PROTEIN KINASE 1) pir||T18276 non- 
receptor tyrosine kinase - slime mold (Dictyostelium 
discoideum) gblAAB41125.1| (U32174) non-receptor 
tyrosine kinase [Dictyostelium discoideum] 


R A 
0.*r 


1851 


5326919 


gi|5326919|emb|CAB46239.1| (AJ133488) SCO- 
spondin [Bos taurus] 


2.7 


1853 


13811938 


gi|13811938|emb|CAC03433.2| (AL118505) 
dJ1056H1.2.1 (novel protein similar to mitogen 
inducible protein MIG-2 (isoform 1)) [Homo sapiens] 


2E-21 


1859 


8954377 


gi|8954377|refINP_059365.1| haem lyase 
[Cyanidioschyzon merolae] pir||A58932 cytochrome C- 
type biogenesis protein CCMF - Cyanidioschyzon 
merolae mitochondnondbj|BAA36527.1| (D89861) 
cytochrome C-type biogenesis protein CCMF 
rr^vaniHirKsrlivj^n merolael 


• 

2.3 


1860 


13376638 


gi|13376638|ref|NP_079359.1| hypothetical protein 
FLJ21128 [Homo sapiens] dbj|BAB15001.1| 
(AK024781) unnamed protein product [Homo sapiens] 


2E-47 


1862 


14602664 


gi|146026641gblAAH09855.1|AAH09855 (BC009855) 
Similar to nucleolin [Homo sq3iens] 


4E-45 
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rable 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


obQ ID 
NO 


N 


DESCRIPTION 


P VALUE 


1864 


7512078 


gi|7512078|pir||T30879 dynein heavy chain isotype 5A - 
sea urchin (Tripneustes gradlla) (fiagm^) 
gb|AAA6359Ll| (U03977) dynein heavy chain isotype 
5 A [Tripneustes gratiUa] 


1.7 


1865 


7688347 


gij7688347iemb|CAB89836.1| (AJ242516) AmpE 
protein [Salmonella typhimurium] 


2.8 


1867 


4758568 


gi|4758568|reflNP_004497.1| heat shock transcription 
&ctor 2 [Homo sapiens] Tef|XPJ)04466.2| heat shodc 
transcription factor 2 [Homo sapiens] ref|XP_p51573,l| 
heat shock transcription &ctor 2 [Homo sapiens] 
sp|Q039331HSF2_HUMAN HEAT SHOCK FACTOR 
PROTEIN 2 (HSF 2) (HEAT SHOCK 
TRANSCRIPTION FACTOR 2) (HSTF 2) pir||A41138 
heat shock transcription &ctor HSF2 - human 
gb|AAA36017.1| (M65217) HSF2 [Homo sapiens] 


0.33 


1869 


13358509 


gi|133585p9|reflNP_078688.1| orfl07 Pymphocystis 
disease virus 1] 


8.1 


1870 


6580323 


gi|6580323|emb|CAB63392.1| (AL132864) cDNA EST 
EMBL:T00048 comes fiom this gene-cDNA EST 
EMBL:T00047 comes from this gene-<:DNA EST 
yk390e6.3 comes from this gene-cDNA EST yk512a3.3 
comes from this gene-cDNA EST 34cS12a3.S comes 
from this gcne-cDNA EST yk532a2.3 comes from this 
ge> 


0.012 


1871 


11359776 


gi| 1 1 359776|pir|(T45059 hypothetical protein 
Y39B6B.gg [imported) - Caenoihabditis degans 
emb|CAB60938.1| (AL132896) predicted using 
Genefinder; preliminary prediction [Caenorhabditis 
elegans] 


3.6 


1876 


5453171 


gi|5453 17 llgb|AAD43464. 1 1 (AF 1 139I5).pre-mRNA 
splicing factor [Heterodera glycines] v 


2.1 


1877 


5453171 


gi|54531711gblAAD43464.1! (AF113915) pre-mRNA 
splicing factor [Heterodera glycines] 


2.1 


ioov 




gi|14752353|ref|XP_0505i9J| annexin A2 [Homo 
sapiens] 


0.27 


1881 


7494821 


gil74948211piri|T3 1996 hypothetical protemB0281.5 - 
Caenorhabditis elegans gb|AAB66084.1| {AF016666) 
similar to hxmian tumor necrosis fector-alpha-induced 
protein B12 (NID:gl79304) [CaenoAabditis elegans] 


3.8 
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Table 3B Nearest Neighbor (BlastX vs. Non-Rediindaiit Protdns) 


SEQIP 


ACCESS 
N 


DESCRIPTION 


P VALUE 


1883 


480482 


gi|480482|pirl|S36953 cytochrame-c oxidase (EC 
1 .9.3. 1) chain III - Herpetomonas samuelpessoai 
mitochondrion gb|AAD09166.1| (L10852) (ytochrome 
oxidase subunit m (Herpetomonas pessoai] 


0.78 


1655 


5174493 


gi|51744931reflNP_006050.1| laniinin, ganrnia 3 
precursor [Homo sapiens] 

gb|AAD36991.1|AF041835J (AF041835) laminin 
gamma 3 chain precursor [Homo sapiens] 


3E-12 


1886 


8922792 


gi|8922792|ref|NP_060753. 1| hypothetical protein 
FLJ10956 [Homo sapiens] reflXP_007214.21 
hypothetical protein F1J10956 [Homo sapiens] 
dbj|BAA91925.1| (AK001818) lumamed protein product 
(Homo sapiens] 


5E-39 


1889 


7479561 


gi|7479561|pir|lT35135 hypothetical protein SC4H8.04c 
SC4H8.04c - Streptomyces coelicolor 
emb|CAA15871.1| (AL020958) hypothetical protein 
SC4H8.04C [Streptomyces coelicolor A3(2)] 


0.5 


1890 


7461128 


gi|7461 128|pir||T03057 hypothetical protein 032R - 
Chilo iridescent virus gb|AAB94431.11 (AF003534) 
hypothetical protein 032R [Chilo iridescent virus] 


0.33 


1891 


8778367 


gil8778367|gblAAF79375.11AC007887J4(AC007887) 
F1504.28 [Arabidopsisthaliana] 


6.6 


1894 


13475247 


gi|13475247|refINP_106811.1| unknown protein 
[Mesorhizobiumloti] dbj|BAB52597.1| (AP003008) 
unknovm protein [Mesoiliizobimn loti] 


2.3 


1895 


2285958 


gi|2285958|emb|CAA70903.1| (Y09763) GABRE 
[Homo sapiens] 


2.7 


1896 


14729939 


gi|14729939|reflXP_038475.1| DKFZP564J102 protein 

[Homo sapiens] 


0.007 


1898 


7504499 


gil7504499|ph-||T32750 hypothetical protein F57B10.1 - 
Caenorhabditis elegans gb|AAB96719.11 (AF039713) 
Hypothetical protein F57B10.1 [Caenorhab^tis elegans] 


4.2 




10581310 


gi|10S81310|gb|AAG20067.1| (A£00508o) metbionyl 
aminqjepddase; Map (Halobacteriimi sp. NRC-1] 


8.9 


1902 


111814 


gijl 11814|pirl|S21347 hypothetical protein 3 - rat 
emb|CAA37646.1| (X53581) 0RF3 [Rattus norvegicus] 


0.3 


1903 


7290766 


gi|7290766|gb|AAF46211.1| (AE003439) CG4SS7 sa» 
product [Drosophiia mdanogaster] 


0.38 
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rable 3B Nearest Neighbor (BlastX vs. Non-Redvmdant Proteins) 


SEQip 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


1904 




gi|5 13952 l|emb|CAB45562.1| (AJ238798) CTRP 
protein [Plasmodium berghei] dbj|BAA82322.1| 
(AB027129) adhesive protein-like molecule 
[Plasmodium bergheij gD|AAF73158,l|AF149771_l 
(AF 149771) ookinete protein [Plasmodium berghei] 


■ 

8 






gi|74899001pirllT18287 protein-tyrosiiie kinase (EC 
2.7. 1.112)- slime mold (Dictyostelium discoideum) 
gb|AAB04999. 1| (U64830) protem tyrosine kinase 
[Dictyostelium discoideum] 


5.3 


LyKJo 


Ovuz / / o 


gi|6002776|gblAAF00134.1|AF149806_l (AF149806) 
hypothetical protein [Oiyza sativa] 


0.15 


1913 


14773348 


gi|147733481refpCP_038450.1| 20849 [Homo sapiens] 


2E-S0 


1916 


7301187 


gil73011871gb|AAF56319.1| (AE003748) CG5794 gae 

product [Drosophila melanogaster] 


8 


1918 


3378685 


gi|3378685|emb|CAA76071.1| (Y16I04) repUcase 

protein [Physalis mottle tymovirus] 


0.13 


1919 


4501915 


gil4501915|ref|NP_003807.1| a disintegrin and 
metalloproteinase domain 9 preproprotein; meltrin 
gamma [Homo sapiens] gb| AAC50403.il (U41766) 
metalloprotease/disintegrin/cysteine-rich protein 
precursor [Homo sapiens] 


0.002 




IH^O IK) f\J 


gi| 14587070|gb|AAK70463 . 1|AF387344 j4 (AF387344) 

spore gennination protein GerLC [Bacillus cereus] 


8.4 




7901 1^1 


gi|7291161|gb|AAF46595.1I (AE003450) CG2892gene 
product [Drosophila melanogaster] 


6 


1925 


7446016 


gi|7446016|pir||£7089S hypothetical glycine-rich protein 
Rvl087 - Mycobacterium tuberculosis (strain H37RV) 
emb|CAA17203.1| (AL021897) PE_PGRS 
{Mycobacterium tuberculosis] 


3.6 


1926 


11595522 


gill 15955221emb|CAC18316.1| (AM51022) 
hypothetical protein [Neurospora aassa] 


5.9 


1930 


14043326 


gi|14043326IgblAAH07658.1|AAH07658 (BC007658) 

Unknown (protein for MGC:747) piomo sapiens] 


8E-76 


1931 


13810543 


gi|13810543|dbj|BAB43950.1| (AB051633) ookinete 
sur&ce protein Pos28-2 [Plasmodium ovale] 


3.1 


1933 


7206826 


gi|7206826|gb|AAF39985.1| (AC006696) contains 
similarity to other proline-ricih proteins [Caenorhabditis 
elegans] 


6.6 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Prrteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


PVALUE 


1934 


14749721 


gi|147497211refpa>_027893.1| siimlar to ALU 
oDrJrAMJLY sbl aJi(^LI£NCE CONTAMINATION 
WARNING ENTRY (H. sapiais) [Homo sapiens] 


2.1 


1935 


12324211 


gi|12324211|gb)AAG52077.1|AC012679_15 
(ACO 12679) putative proline-rich protein precursor; 
93710-91881 [Arabidopsisthaliana] 


2.1 


1940 




gi|42043051gb|AAD10686.1| (AC003027) Hypothetical 
protein [Arabidopsis tfaaliana] 


5.4 


1955 


1 AHQI 110 

14/o31io 


gi|147831 18|ref|XP_043478 J| hypothetical protein 
Ar_043475 [riomo sapiens] 


4.7 


1959 


13375860 


gi|133758601refpsfP_078907.1| hypothetical protdn 
FLJ23342 [Homo sapiens] dbj|BAB15618.1| 
(AK026995) unnamed protem product [Homo sapiens] 


0.2 


1962 


'7304316 


gi|7304316|gblAAF59348.1| (AE003844) CG2052 gene 
product [Drosophila melanogaster] 


8.2 


1963 


7513579 


gi|7513579|pirUT09064 l-acyIglycerol-3-.phosphate 0- 
acyltransferase (EC 2.3.1.51) - mouse gblAAB82009.1| 
(AF030001) lysophatidic acid acyl transferase-alpha 
[Mus musculus] 


1.1 


1964 


7512671 


gi|7512671|pir||T12545 hypothetical protein 
DKFZp434N074.1 - human (fragments) 
emb|CAB46377.1| (AL096732) hypothetical protein 
[Homo sapiens] 


3.1 


1972 


13249541 


gi|13249541|gb|AAK15414.11(AY015597) 
dissimilatory sulfite reductase subunit B [uncultured 

sulfate-reducing bacterium] 


2 


1976 


8134766 


gi|8134766|sp|Q9ZES2|TRPE_BUCTC 
ANTHRANILATE SYNTHASE COMPONENT I 
emb|CAA09993.1j (AJ012333) anthranilate synthase 
large subunit [Buchnera aphidicola] 


5.6 


1977 


7518768 


V 

gi|75 lo7o6|pir||A71 111 nypotnetical protem rH0o5o - 
Pyrococcus horikoshii dbj|BAA29747.1| (AP000003) 
107aa long hypothetical protein [Pyrococcus horikoshii] 


9.3 


1982 


14749721 


giI14749721MXP„027893.1| similar to ALU 
SUBFAMILY SBl SEQUENCE CONTAMINATION 
WARNING ENTRY (H. sapiens) [Homo sapiens] 


\.9 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRffTION 


P VALUE 


1983 


2498123 


gi|24981231sp|O02833|ALS_PAPHA INSUUN-LIKE 
GROWTH FACTOR BINDING PROTEIN 
COMPLEX ACID LABILE CHAIN PRECURSOR 
(ALS) pirl|JC5239 insulin-like growth fector add-labile 
chain - baboon 


4.4 


1990 


2911545 


gi|2911545|emb|CAA75449.1| (Y15173) E6 protein 

Human papillomavirus type 75] 


4.2 


1992 


1090764 


gi|1090764|prf||2019432A cyclin-dq)endent kinase 5 
activator [Bostaurus] 


2.1 


1993 


7446170 


gi|7446170|pir||T02529 myb-related protein F13M22.13 
. Arabidopsisthalianagb|AAC23633.1| (AC004684) 
putative MVB femily transcriptirai fiictor [Arabidopsis 
thaliana]gb|AAD53101.1|AF175996_l (AF175996) 
putative transcription factor [Arabidopsis thaliana] 


5.9 


1994 


4501915 


gi|4501915|reflNP_003807.11 a disintegrin and 
metalloproteinase domain 9 preprc^rotein; mdtrin 
gamma [Homo sapiens] gb|AAC50403.11 (U41766) 
metalloprotease/disintegrin/cysteine-rich protein 
precursor [Homo sapiens] 


0.002 


1997 


12853260 


gi|12853260|dbj|BAB29697.1| (AK015063) putative 
[Mus musculus] 


6.1 


2000 


6492289 


gi|6492289|gb|AAF14258. 1|AF137068_1 (AF137068) 
cubilin [Canis femiliaris] 


4.6 


2001 


2828501 


gi|2828501|sp|P40899|ISP3_SCHPO SEXUAL 
DIFFERENTUTION PROCESS PROTEIN ISP3 
pir||T381 12 sexual differentiation process protein isp3 - 
fission yeast (Sdiizosaccharomyces pombe) 
anb|CAB03599.11 (Z81312) sescual differentiation 
process protein isp3; meiotic expression upr^ulated 
[Schizosaccharomyces pombe] 


7.9 


2022 


4206157 


gi|4206157|gb|AADl 1433.1| (AF109404) transposase 
[Streptomyces scabieQ 


3.4 


2026 


11466224 


gi|l 1466224|reflNP_062847.1| ORFl, ctmtains 4 trans 
membrane r^ons, putative [Physarum polycephalum] 
dbj|BAB08081.1| (AB027295) ORFl, contains 4 trans 
membrane regions, putative [Physarum polycephalum] 


1.2 
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Table 3B Nearest Neighbor (BlastX vs, Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


PVALUE 


2027 


7507536 


gil7507536|pirI|T24739 hypothetical protein T09E11.4 - 
Caenorhabditis elegans emb|CAB03533.1| (Z81147) 
contains similarity to Pfam domain: PF01757 (Domain 
of unknown function), Score=594.0, E-value=3e-175, 
N=l [Caenorhabditis elegans] 


4.3 




/CI 09740 

oiuz /ny 


gi|6102749|emb|CAB59307.1| (AJ236287) NADH 
dehydrogenase subunit F [Carphalea glaucescens] 


1.9 


2031 


7486224 


gi|74862241pir||T08553 hypothetical protem 
F27B13. 160 - Arabidopsis thahana emb|CAB43667.1| 
(AL050352) putative protein [Arabidopsis thaliana] 
emb|CAB79750.1| (AL161575) putative protein 
[Arabidopsis thaliana] 


2.7 




7462619 


gil7462619|pir||F72210 hypothetical protem TM1801 - 
Thermotoga maritima (strain MSB8) 
gb|AAD36864.1|AE001817_ll (AE001817) 
hypothetical protem [Thennotoga maritima] 


6.2 


2035 


7296128 


gi|7296128|gb|AAF5 1422.11 (AE003587) CG4629gene 
product [Drosophila melanogaster] 


3.4 




14760974 


gi|14760974|refpa>_034809 J| similar to putative gag- 
pro-pol polyprotein (H. sapiens) [Homo sapiens] 


lE-13 


2041 


14601134 


gi|14601 1341ref|NP_147662.1| hypothetical protein 
[Aeropyrum pemix] pir|IH72698 hypothetical protem 
APE1008 - Aeropyrum pemix (strain Kl) 
dbj|BAA79992.1| (AP000060) 123aa long hypothetical 
protein [Aeropyrum pemix] 


2.6 


2043 


4507537 


gi|4507537|ref|NP_003260.1| nuclear receptor subfamily 
2, group E, member 1; tailless (Drosophila) homolog; 
tailless homolog (Drosophila) [Homo sapiens] 
ref|XP_004530.1| 54551 [Homo sapiens] 
refpaP_038737. 1| nuclear receptor sub&mily 2, groi^ 
]3, member 1 [Homo sapiens] 
sp|Q9Y466|NR21 JIUMAN ORPHAN NUCLEAR 
RECEPTOR NR2E1 (NUCLEAR RECEPTOR TLX) 
(TAILLESS HOMOLOG) (TLL) (HTLL) 
emb|CAA73725.1| (Y13276) Tailless protein [Homo 
sapiens] embICAB75626.1| (AL078596) dJ429G5.1 
(nuclear receptor subfamily 2, group E, member 1) 
[Homo sapiens] gb|AAG31945.1|AF220532J 
[AF220532) orphan nuclear receptor [Homo sapiens] 


9E-10 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


PVALUE 


2044 


7300319 


gi|7300319|gb|AAF55480.1| (AE003719) CG7305 gene 
product [Drosophila melanogaster] , 


3.3 


2046 


7498832 


gi|7498832Ipir|iT34212 hypothetical protein F10E7.4 - 
Caenorhabditis elegans gb|AAA82427.1| (U41264) 
coded for by C. elegans cDNA yk99afe.5; coded for by 
C. elegans cDNA yk72g6.5; coded for by C. elegans 
cDNA yk99a6.3; coded for by C. elegans cDNA 
yk72g6.3; coded for by C. elegans d>NA ykl27a2,5; 
coded for by C. degans cDNA ykl27a2.3; Similar 


9.7 


2050 


13643847 


gi!13643847jrefIXP_01 1044.21 8-oxoguaniae DNA 
glycosylase [Homo sapiens] ref|XPJ)16414.1| 8- 
oxoguanine DNA glycosylase [Homo sapiens] 

[Homo sapiens] reflXP_031967.1| 8-oxoguanine DNA 
glycosylase [Homo sapiens] reflXP_031959.1| 8- 
oxoguanine DNA glycosylase, isoform 2d [Homo 
sapiens] refpCP_031961.1| 8-oxoguanine DNA 
glycosylase, isoform la [Homo sapiens] 
refpCP_052277.1| similar to 8-oxoguanine DNA 
glycosylase (H. sapiens) [Homo sapiens] 


1.2 


2051 


7474551 


gi|747455I|pirl|E69792 conserved hypothetical protein 
yeeA - Bacillus subtilis emb|CAB12496.1| (Z99107) 
similar to hypothetical proteins [Bacillus subtilis] 


7 


2060 


3913201 


gi|3913201|sp|Q585 1 1|CCAJ^TJA TRNA 
NUCLEOTIDYLTRANSFERASE (TRNA 
ADENYLYLTRANSFERASE) (TRNA CCA- 
PYROPHOSPHORYLASE) (CCA-ADDING 

ENZYME) gblAAB991 14.11 (U67554) tRNA 
nucleotidyltransferase (cca) [Methanococcus jannaschii] 


5.9 


2072 


13186342 


gill3186342|gblAAK15384.1| (AF211134) valyl-tRNA 
synthetase [Carsonella ruddii] 


2.8 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


PVALUE 


2075 


6225820 


gi|62258201sp|O04226|P5CS_ORYSA DELTA 1- 
PYRROLINE-5-CARBOXYLATE SYNTHETASE 
(P5CS) [INCLUDES: GLUTAMATE 5-KINASE 
(GAMMA-GLUTAMYL BONASE) (GK); GAMMA- 
GLUTAMYL PHOSPHATE REDUCTASE (GPR) 
(GLUTAMATE-5-SEMIALDEHYDE 
DEHYDROGENASE) (GLUTAMYL-GAMMA- 
SEMIALDEHYDE DEHYDROGENASE)] pirl|T03695 
delta 1 pyrroline-S-carboxylate synthetase - rice 
dbjIBAA19916.1| (D49714) dehal-pyrroIine-5- 
carboxylate synthetase [Oryza sativa] 


9.4 


2077 


4028153 


gil4028153|gb|AAC96117.1| (AF083221) putative 
neurotransmitter receptor [Takifugu nibripes] 


2 


2080 


4902680 


gi|4902680|emb|CAB43550.1| (AL031673) dJ694B14.3 
(novel baloacid dehalogenase-like hydrolase femily 
protein similar to (archaea) bacterial proteins) [Homo 
sapiens] 


2.9 


2084 


6322760 


gi|63227601ref|NP_012833.1| Ykl090wp 
[Saccharomyces cerevisiae] splP36075IYKJ0_YEAST 
HYPOTHETICAL 50.9 KD PROTEIN IN BUD2- 
MIF2 INTERGENIC REGION pirllS37915 
hypothetical protein YKL090w - yeast (Saccharon^^ces 
cerevisiae) emb|CAA81928.1| (Z28090) ORF 
YKL090w [Saccharomyces cerevisiae] 


2.8 


2085 


6635084 


gi|66350841emb|CAB64573.1| (AL135930) hypothetical 
protem L4738.02 [Leishmama major] 




2086 


7487726 


gi|7487726|pir||T05814 hypothetical protein T5K18.90 - 
Arabidopsis thaliana emblCAA18618.1| (AL022580) 
hypothetical protein [Arabidopsis thaliana] 
emb|CAB78933.1| (AL161550) hypothetical protem 
[Arabidopsis thaliana] 


5.9 


2089 


13385468 


giI133854681ref|NP_080247,l| RIKEN cDNA 
zyuuuuiAiz gene [ivius muscuiusj qdj|i>/\j>xoo / 1 
(AK012645) putative (Mus musculus] dbj|BAB28865.1 
(AKO 13457) putative [Mus musculus] 


4E.11 


2090 


14742770 


gi|147427701ref|XP_039393.1| KIAA1550 protein 
[Homo sapiens] 


3.2 


2092 


2982251 


gi|29822511gblAAC321 13.1| (AF051208) putative RNA 
binding protein [Picea mariana] 


7.6 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQU) 
NO 


ACCESS 
• N 


DESCRIPTION 


PVALUE 


2095 


12718478 


lypothetical protein [Netuospora crassa] 


3.1 


2096 




gi|5532964|gb|AAD44957.1| (AF156655) MHC dass I 

lipa\/\; /*li2iin TAmfivctrtrnJi TtiPvipamimi 

XlvdVy ^iidUl |_/^llUydLL7iliCl lllv/LlUCUiUlilJ 


93 


2097 


1711658 


gi|1711658|sp|P547971T10_MOUSE SER/IHR-RICH 

rKU J JillN 1 1 U UN JJVJV/K KcVJlVJiN pixip^ /*too gcuc 

TIO protein - mouse emb|CAA52612.1| (X74504) TIO 

[Mus musculus] 


4.3 


2098 


14193393 


gi|14193393|gb|AAK55953,llAF268062_2(AF268062) 
RNA polymerase beta-prime subunit [Candidatus 
Carsonella ruddii] 


2.1 


2099 


7243081 


gi|7243081|dbjIBAA92588.1| (AB037771) KIAA1350 
protein [Homo sapiens] 


7E-97 




11357181 


gi|l 13571811pirllT49996 AtAGP4 - Arabidopsis 
thaliana gb|AAC77826.1| (AF082301) arabinogalactan- 
protein [Arabidopsis thaliana] 
gb|AAD38870.1lAF060874J (AF060874) AtAGP4 
[Arabidopsis thaliana] emb|CAB89400.1| (AL353995) 
AtAGP4 [Arabidopsis thaliana] . 
gb|AAK49601.11AF372885_l (AF372885) 
AT5gl0430/F12B17_220 [Arabidopsis thaliana] 

gD|AAivOo734.1| (AyU427y4j AtAVJr4 [AraDiaOpSlS 

thaliana] 


1.2 




7497369 


gi|7497369[pir|lT32512 hypothetical protein C44B12.4 - 
Caenorhabditis elegans gb|AAB88327.1| (AF036692) 
tiypotiieticai procein i^44JDiZ.4 [i^^enornapoius 
elegans] 


6.7 


2109 




gi|144852271gblAAK62977.1|AF384372_3(AF384372) 
suriace antigen [riepauas o vinisj 


5 7 


9111 
1 1 J. 


9711862 


gi|971 1862|dbj|BAB07956. 1| .(AP002524) putative 
extensin-like protein [Oryza sativa] dbj|BAB33013.1| 
(ArUU^i ioy puiauve extensin-uKe proiein [i/iyza 
sativa] 


10 


2114 


9759203 


gi|9759203|dbj|BAB09740J| (AB015476) heat shock 
transcription &ctor HSF30-like protein [Arabidopsis 
thalianal 


8.4 


2115 


204070 


gi|2040701gb|AAA41 130.11 (M22030) electron transfer 
flavoprotein alpha-subunit [Rattus norvegicus] 


0.75 


2117 


3638957 


gi|3638957|gb|AAC36301.11 (AC004877) sco-spondin- 
mucin-like; similar to P98 167 (PID:gl7 11548); details 
of intron/exon structure uncertain [Homo sapiens] 


8.1 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 




tl X/ AT TT¥5 

r VALUE 


2121 


14250436 


gi|14250436IgblAAH08653. 1|AAH08653 (BC008653) 
Similar to LRP16 protein [Mus musculusj 


9.3 


2126 


14760^97 


gi|14760522|refpa»_038798.1|7371 |Homos^«ais] 

gu|>\/\JVUi*f'tj.j( (Ar:3j43ojJ jNiK3 [lioino sapieDSj 


5E-39 


2134 


3024944 


gil3024944|splQ58366IY956„METJA 
HYPOTHETICAL PROTEIN MJ0956 pirlID64419 
hypothetical protein MJ09S6 - Medianococcus 
jaimaschii gblAAB98969.1| (U67539) M. jannaschii 
predicted coding region MJ0956 [Methanococcus 
jannaschii] 


8.4 


2135 


6606266 


gi|66062661gb|AAF19148.1|AF158634J(AF158634) 
Vigal [Aegilops ventricosa] 


7.1 


2137 


1729878 


gi|1729878)sp|P544I0|TCPH_TETTH T-COMPLEX 
PROTEIN 1, ETA SUBUNTT (TCP-l-ETA) (CCT- 
ETA) pir||S71338 t-complex protein 1 theta chain - 
Tetrahymena thermophila (fragment) gb|AAC47007.1| 
(U46028) CCTeta [Tetrahymena thermophila] 
prf||2209286B chaperonin CCT-eta [Tetrahymena 
thermophila] 


4.4 


2141 


3688193 


gipDdoiy3jemD|LAA08yy5.I| (AJ010091) MAP3K 
alpha 1 protein kinase [Brassica napus] 


6.9 


2142 


7491910 


gil7491910|pir||T41367 hypothetical protein 
SPCC4G3.09C - fission yeast (Schizosaccharomyces 
pombe) embICAB09776.1| (Z97052) hypothetical 
protein [Schizosaccharomyces pombe] 


3.3 


2144 


6513832 


gii6513832|gb|AAF14807.1|AF197815J(AF197815) 
maturase [Alisma plantago-aquatica] 


1.5 


2148 


6323084 


gi|6323084|refINP_013156.1| transcription factor, 
probable member of histone acelyltransferase SAGA 
complex; SptSp [Saccharomyces cerevisiae] 
sp|P38915|SPT8_YEAST TRANSCRIPTION 
FACTOR SPT8 pir||S47898 transcription fector SPT8 - 
yeast (Saccharomyces cerevisiae) gb|AAA53585.1| 
(M94955) transcription factor [Saccharomyces 
cerevisiae] emb|CAA64302.1| (X94607) transcription 
factor [Saccharomyces cerevisiae] emb|CAA97585.1| 
(Z73227) ORF YLR055c [Saccharomyces cerevisiae] 


5.8 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQED 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2151 


1074219 


gi|10742I9|pirllS49239 hypothetical protein 2 
[capsuIatioD locus) - Haemq)hilus influenzae (strain 
RM107) 


4 


2153 


10946710 


gi|10946710|reflNP_067350.1| Rhesus blood group- 
associated B glycoprotein; Rh type B glycoprotein [Mus 
musculus] gb|AAF19371.1| (AF193808) RhtypeB 
glycoprotein [Mus musculus] 


3.5 


2159 


9625644 


gi|9625644|refp^_039895.1| BDLF2 late reading frame 
Human herpesvirus 4] sp|P03225|BDL2_EBV 
PROTEIN BDLF2 pir||QQBE44 BDLF2 protan -, 
human herpesvirus 4 (strain B95-8) emb|CAA24836.1| 
(V01555) BDLF2 late reading frame [Human 
herpesvirus 4] 


3.7 


2160 


220578 


gi|2205781dbj|BAA00447.1| (D00570) open reading 
irame (251 AA) [Mus musculus] 


4.7 


2165 


9633076 


gi|96330761reflNP_050182.1| B4 [Human herpesvirus 
6B] pir||T44148 hypothetical protein B4 [kapatts^ - 
himian herpesvirus 6 (strain Z29) 
gb|AAD49620.1|AF157706_7 (AF157706) B4 [Human 
herpesvirus 6B] 


0.057 


2168 


135838 


gi|135838|sp|P01267riHYG_BOVIN 
THYROGLOBULIN PRECURSOR pirl|UIBO 
thyroglobulin precursor- bovine emb|CAA26584.1| • 
(X02815) thyroglobulin precursor [Bos taurus] 
prflll 109240A thyroglobulin [Bos taurus] 


2 


2173 


11360154 


gi|l 136Q1541pirl|T46337 hypothetical protem 
DKFZp43402413.1 - human (fragment) 
emb|CAB70664.1| (AL137265) lQT)othetical protan 
[Homo sapiens] 


3.7 


2177 


181400 


gill81400|gblAAA35748.1| (M34225) cytokeratin 8 
[Homo sapiens] 


7E-53 


2181 


11347010 


gi|11347010|pir|p81303 probable membrane protein 
Cj 1013c [imported] - Campylobacter jejuni (strain 
NCTC 11168) emb|CAB73269.1| (AL139077) putative 
membrane protdn [Campylobacter jejuni] 


0.1 


2182 


8745261 


gi|8745261|gb|AAF78857.11AF134516_l(AF134516) 
■VP4 [Banna virus] 


6 
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SEQE) 
NO 


ACCESS 
N 


DESCRIPTION 


PVALUE 


2183 


Zo jZ ij 


gi|285275|pir||A43963 envelope glycoprotein G(envelppe 
glycoprotein Gl, envelope glycoprotein G2) - 
Hantavirus sp =Puumala virus gb|AAB22506.1| 
envelope glycoprotein G(envelope glycoprotein Gl, 
envelope glycoprotein G2) [Hantavirus sp.=Puumala 
Virus, riaimas strain, reptiae, ii4o aa.j 


A £ 
U.O 


2186 


7506378 


gi|7506378|pir||T23989 hypothetical protem R07A4.3 - 
Caenorhabditis elegans emb|CAA91763.1| (Z67756) 
cDNA EST yk63elO,5 comes from this gene--cDNA 
EST yk63el0.3 comes from this gene [Caenorhabditis 
elegans] 


8.9 


2187 


4511976 


gi|4511976|gb|AAD21536.1|(AF088896) unknown 
[Zymomonas mobilis] 


0.65 ■ 


2188 


i4/olo**/ 


gi|14761847|refpaP_017198,2| hypothetical protein 
rU iZvoj [Jtiomo sapiens] 




2192 


5835478 


gi|5835478|reflNP_008404. 1|CYTB_13475 cytochrome 
b [Balanoglossus camosus] pir||T11138 ubiquinol— 
cytochrome-c reductase (EC 1.10.2.2) cytodurome b - 
acorn worm mitochondrion gb|AAD11951.1| 
(AF051097) cytochrome b [Balanoglossus camosus] 


0.95 




14906463 


gi|1490o4o3|gD|AAJv72ov0.1| (AYU39d4o; transcnption 
factor Rel 1 [Crassostrea gigas] 


9.3 




6680964 


gi|6680964|ref|NP_03 1758.11 procollagen, type XVII, 
alpha 1 [Mus musculus] pir||A46053 bullous 
pemphigoid antigen, BPAG2, type XVn collagen alpha 
1 -chain - mouse gD|AAA3 7443^1 1 (L08407) collagen 
type XVn [Mus musculus] 


6.8 


2197 




gi|720663 lIgblAAF39790. 1| (AC00663 1) Hypothetical 
protem rz /oJ.z [Laenornabditis eiegansj 


4.3 


2201 


2564679 


gi|25646791gblAAB81836.1| (AF023484) putative KP78 
protein kinase [Drosophila melanogaster] 


0.83 


2204 


9558143 


JO iHJ|dnu|v^/\\^uuzv;7. i| ^/VL^iuvj 11.) possiuiv 

fl 6d3 . 1 protein [Leishmania major] 


5.3 


2205 


13813146 


gi|13813146|gb|AAK40384.1| (AE006643) ATP- 
dependent helicase [Sulfolobus solfataricus] 


4.3 


2206 


7662168 


gi|7662168|refINP^055497,l| KIAA0535 gene product 
[Homo sapiens] dbjlBAA25461.1| (AB011107) 
KIAA0535 protein [Homo sapiens] 


0.0003 



514 



BNSDOCID: <W0 ^0214500A2J^> 



wo 02/14500 



PCT/USOl/25840 





Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Protdns) 


SEQm 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2214 


9229890 


[Ciona intestinalis] 


4.4 


2217 


3435174 


gi|34351741gblAAC32342.1| (AF061251) 0 antigen 
flippase Wzx [Esdierichia coli] 
gb|AAG57097.1|AE005429_8 (AE005429) 0 antigen 
flippase Wzx [Escherichia coli 0157H7 EDL933] 


2.5 


2225 


5725923 


gi|57259231gb|AAI>48242. 1IAF089987_1 (AF089987) 
four-loop conotoxin ABVIF [Conus abbreviatus] 
gblAAD48243.1|AF089988_l (AF089988) four-loop 
conotoxin ABVIF [Conus abbreviatus] 
gblAAD48244.1|AF089989_l (AF089989) fbur-loop 
conotoxin ABVIF [Conus abbreviatus] 
gblAAD48245.11AF089990_l (AF089990) four-loop 
conotoxin ABVIF [Conus abbreviatus] 


3.i8 




1705523 


gill7055231splP526501C24A_PIG CYTOCHROME B- 
245 LIGHT CHAIN 0?22 PHAGOCYTE B- 
CYTOCHROME) (NEUTROPHIL CYTOCHROME 
B, 22 KD POLYPEPTIDE) (P22-PHOX) 
(CYTOCHROME B(558) ALPHA CHAIN) 
(SUPEROXIDE-GENERATING NADPH OXTOASE 

LlOHl CnALN sUoUlNllj gD|AAA0'J0J3.1| (\J\}/,*ti /) 
NADPH oxidase light chain subunit [Sus scrofe] 


0.48 


2240 


730885 


gi|730885|sp|P07989ITlM_SALPO TYPE I 
RESTRICTION ENZYME STYSPI M PROTHN 
(M.STYSPI) gbIAAA27143.1| (L02507) restriction- 
modification enzyme type I M subunit [Salmonella 
enterica] 


4.9 


2241 


6753572 


gil6753572|ref|NP_034126.1| cytochrome P450, 24 ' 
[Mus musculus] sp|Q64441|CP24_MOUSE 
CYTOCHROME P450-CC24, MITOCHONDRIAL 
PRECURSOR (P450-CC24) (VITAMIN D(3) 24- 

D(3) 24-HYDROXYLASE) (24-OHASE) pir|lS60033 
25-hydroxyvitamin D3 24-hydroxylase precursor - 
mouse dbj|BAA08416.1| (D49438) 25-hydroxyvitamin 
D3 24-hydroxylase precursor [Mus musculus] 
dbj|BAA21843.1| (D89669) vitamin D-24-hydroxylase 
[Mus musculus] 


9.7 
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SEQP 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2243 


14578299 


gi| 14578299|gb|AAF99465. 1 1 (AY003872) 
PV1H14095_P [Plasmodium vivax] 


3.7 


2245 


1916617 


gi|l916617|gb|AAB51194.1| (U66003) ADAM 13 
pCenopus laevis] 


0.45 


2249 


5739073 


gi|5739073|gb|AAD50327.11 (AF063693) type Xffl 
collagoi [Mus musculus] 


2.5 


2254 


3135611 


gi(313561 l|gb|AAC29067.1| (AF062485) ceDutose 
synthase [Arabidopsis thaliana] 


3.1 


2256 


281689 


gi|281689|pir|lS27657 hypothetical protein 1 - 
Rhizobium meliloti gbIAAA26255.1| (M94085) not 
homologous to known sequences as of 2/92; ORFl; 
putative [Sinorhizobium meliloti] 


6 


2257 


10434352 


gi|10434352|dbj|BAB14232.1| (AK022759) unnamed 

protein product [Homo sapiens] 


2E-23 


2258 


1504022 


gill5040221dbj|BAA13210.11 (D86974) KIAA0220 
[Homo sapiens] 


4E-21 


2266 


1871176 


gi|1871176|gb|AAB63536.1| (U90439) unknovm protein 

[Arabidopsis thaliana] 


7.5 


2270 


12846015 


gi|12846015|dbj(BAB26996.1( (AK010513) putative 
[Mus musculus] 


8 


2273 


12860337 


gi|128603371dbj|BAB31923.11 (AK019929) putative 
[Mus musculus] 


5 


2276 


994736 


gi|994736|gb|AAA75561.1| (M18327) LacOPZ-alpha 

peptide fiom pUC9; putative [unidentified cloning 
vector] gb|AAA75563.1| (M18328) LacOPZ-alpha 
peptide from pUC9; putative [Cloning vector pBGS9+] 
gb|AAA75565.1| (M18329) LacOPZ-alpha peptide frcan 
pUC9; putative [Cloning vector pBGS9-] 


0.00002 . 


2280 


11352313 


gi|l 13523 13 Ipir||G83376 probable trehalose synthase 
PAZ 152 [imported] - Pseudomonas aeruginosa (strain 
PAOl) gb|AAG05540.1|AE004642_7 (AE004642) 
probable trehalose syndiase [Pseud(xnonas aeruginosa] 


2 


2285 


7486992 


gi|7486992|pirl|T00831 hypothetical protein T13L16.5 - 
Arabidopsis thaliana gb|AAD20114.2| (AC006201) 

hypothetical protein [Arabidopsis thaliana] 


1.4 


2286 


10173203 


gi|10173203|dbj|BAB04308.1|(AP001509) 
BH0589~imkno\vn conserved protein in others [Bacillus 
halodurans] 


7.3 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQK) 
NO 


ACCESS 
N 


DESCRIPTION 


PVALUE 


2289 


7497857 


gi|7497857|pirHT20180 hypothetical protein C53B4.4a - 
Caenorhabditis elegans emb|CAA92457.1| (Z68215) 
contains similarity to Pfam domain: PF00130 (Phorbol 

esters/diacylglycerol binding domain (CI domain)), 
Score=12.8, E-value=0.00I5, N=l; PF00595 (PDZ 
domain (Also known as DHR or GLGF).), Score=34.8, 
E-value=6.4e-07, N=l~cDNA EST CEMSC66F come> 


9.6 


2291 


6424831 


gi!6424831|gb!AAF08166.1|(AF130210)NADH , 
dehydrogenase subimit F [Impatiens biflora] 


6.1 


2292 


7489002 


gil7489002ipir||T07021 extensin-Iike protein DiflO 
precursor - tomato (fragment) emb|CAA67813.1| 
(X9945 1) extensin-like protein DiflO ^ycopersicon 
esculentum] 


5,6 


2294 


1684828 


gi|1684828|gb|AAB36537.Ii (U77681) tyrosine kinase 
receptor pCenopus laevis] 


2 


2297 


12859724 


gill28597241dbjlBAB31753.1| (AK019486) putative 
[Mus musculus] 


0.0003 


2301 


11498284 


gitI1498284|reflNP_069510.1i adenylate kinase (adk) 
[Archaeoglobus fulgidus] sp|029581|KAD_ARCFU 
ADENYLATE KINASE (ATP-AMP 
TRANSPHOSPHORYLASE) pir|lD69334 adenylate 
kinase (EC 2.7,4.3) - Archaeoglobus fulgidus 
gb|AAB90565.11 (AE001058) adenylate kinase (adk) 
[Archaeoglobus fulgidus] 


3E-13 


2309 


14725330 


gi|I4725330|refpa>_002254.21 mitochondrial 
translational initiation &ctor 2 precursor [Homo 
sapiens] 


- 4.5 


2313 


79651 


gil796511pir||A30189 iron stress-induced hypothetical 
protein precursor - Synechococcus sp 


2.0 - 


2314 


7500007 


gi|7500007|pirl|T16186 hypothetical protein F27D9.4 - 
Caenorhabditis elegans gb|AAA93383.11 (U49829) 
Hypothetical protein F27D9.4 [Caenorhabditis elegans] 


7.1 


2317 


13517833 


gill3517833|gblAAK29011.1| (AF344620) long- 
^vavelength rhodopsin [Ceratina calcarata] 


3.4 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2318 


7478661 


gi|7478661|pir||F70662 probable plcC protein - 
Mycobacterium tuberculosis (strain H37RV) 
emb|CAB06 146.11 (Z83860) plcC [Mycobacterium 
tuberculosis] gb|AAK46707.1| (AE007081) 
phospholipase C [Mycobacterium tuberculosis 
CDC1551] 


4.4 


2323 


14768227 


gi|14768227|refpa>_012121.3| purinergic receptor P2X, 
ligand-gated ion dbannel, 7 [Hcano sapiens] 


4.3 


2328 


283032 


gi|283032^ir||S22456 hydroxyproline-rich glycoprotein - 
perennial teosinte emb|CAA45514.1| (X64173) 
hydroxyproline-rich glycoprotein [Zea diploperainis] 


5.4 • 


2329 


10241645 


gi|10241645|emb|CAC09484.1| (AL442113) putative 

protein [Oryza sativa] 


9.1 


2330 


14733085 


gi|14733085|refpaP_003575.3| soluble liver antigai/liver 
pancreas antigen [Homo sapiens] 


IE-i7 


2335 


12188796 


gi|12188796|emb|CAC21494.1| (AJ278866) MdiF 
protein [Escherichia colQ 


4.7 


2340 


2492604 


gi|2492604|sp|P78595|CDR2_CANAL MULTIDRUG 
RESISTANCE PROTEIN CDR2 gb|AAB96797.1| 
(U63812) drug resistance protein 2 [Candida albicans] 


6.4 


2345 


13365569 


gi|13365569|dbj|BAB391 14.11 (AP002897) hypothetical 
protem~similar to Oiyza sativa chromosome 1, 
P0665DI0.16 


1.8 


2346 


1334612 


gi| 13346 12|erab|CAA4 1034.11 (X57968)nadl [Iriticum 
aestivum] 


4.8 


2351 


1334612 


gi|1334612|emb|GAA41034.1| (X57968)nadl [Triticum 

aestivum] 


4.8 


2352 


1334612 


gi|1334612|emb|CAA41034.1| (X57968)nadl [Iiiticum 
aestiviun] 


4.6 


2353 


1334612 


gi|1334612|emb|CAA41034.1| (X57968)nadl [Triticum 
aestivum] * 


4.8 


2356 


1334612 


gi|1334612|emb|CAA41034.1| (X57968) nadl [Triticum 
aestivum] 


4.4 


2357 


14250644 


gi|142506441gb|AAH08786. 1|AAH08786 (BC008786) 
integrin, alpha 5 (fibronectm receptor, alpha 
polypeptide) [Homo sapiens] 


2 


2367 


7293054 


gi|7293054|gb|AAF48440.1| (AE003498) Topi gene 

product [Drosophila melanogaster] 


1.2 


2369 


13959344 


gi|13959344|sp|P82957|DM43_DIDMA VENOM 
METALLOPROTEINASE INHIBITOR DM43 


8.2 
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SEQE) 
NO 


ACCESS 
N 


DESCRIPTION 


PVALUE 


2371 


9082017 


gil9082017|gblAAF82689.11AF227196J(AF227196) 
ORFla polypiotein [gill-associated virus] 


7.8 


2374 


7498863 


gi|7498863|pir||T20730 hypothetical protein F10G8.8 - 
Caenorhabditis elegans emb|CAB02286.2| (Z80216) 
Weak similarity with intermediate filament protein 
(TREMBL id G633240), contains similarity to P6m 
domain: PF00169 (PH domain), Score=79.3, E- « 
value^2.7e-21, N=2'^DNA EST EMBL:T01262 comes 
firom this gene-cDNA EST yk23d5.3 comes from this 
gene^> emblCAA19441.2| (AL023823) Weak similarity 
with intermediate filament protein (TREMBL id 
G633240), contains similarity to Pfam domain: 
PF00169 (PH domain), Score=79.3, E-value=2.7e-2I, 
N=2-cDNA EST EMBL:T01262 comes fi^om tbis 
gene-cDNA EST yk23d5.3 comes fi-om this gen> 


2.5 


2375 


321514, 


gi|321514|pirl|S27931 Env/v-mpl fiision protein - 
myeloproliferative leukemia virus gb|AAA776S4.1| 
(M60350) env:v-mpl fusion protein [Myeloproliferative 
leukemia virus] 


2.& 


2376 


11348760 


gi|l 1348760|pir||C83635 hypothetical protein PA0086 
[imported] - Pseudomonas aeruginosa (strain PAOI) 
gbIAAG03476.1|AE004447_9 (AE004447) hypothetical 
protein [Pseudomonas aeruginosa] 


4.6 


2377 


742234 


gil7422341prflI2009317A adhA upstream ORF 
[Acetobacter (subgen. Acetobacter) aceti] 


8.2 


2379 


11466189 


gi|l 1466189|ref|NP_0665 12. 1| apocytochrome b 
[Naegleriagniberi] gb|AAG17790,llAF288092J5 
(AF288092) apocytochrome b [Naegleria gruberi] 


7.2 


2380 


8250181 


gil82501811emb|CAB93524.1| (AJ271740) D-Titin 
[Drosophila melanogaster] 


4.2 


2383 


5870848 


gi|58708481gb|AAB03857.21 (U31864) steatyl-CoA 
desaturase [Cyprinus caipio] 


7.7 


2387 


4063751 


gil40637511gb|AAC98459.1| (AC005851) putative ABC 
transporter [Arabidopsis thaliana] 


7.6 


2389 


7504822 


gi|75048221pirl|T33371 hypothetical protemH02F09.1 - 
Caenorhabditis elegans gb|AAC64621.1| (AF077538) 
unknown [Caenorhabditis elegans] 


3.6 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2390 


15011889 


gi|I501 18891refINP_077251.1| oxysterol binding protein 
2 [Mus musculus] anb|CAC16404.2| (AJ278263) 
oxystyrol-bindiqg protein homologue 1 [Mus musculus 
domesticus] 


1.9 


2393 


450730 


gi|4507301emb|CAA50838.1| (X71982) ORF jl8L; 
potential membrane spanning r^on; potoitial 
gicosylation site [Amcan swme fever virus] 


2.5 


2398 


7445990 


gi|7445990|pir||G72290 branched chain amino acid ABC 
transporter, ATP-binding protein - TTiermotpga 
maritima (strain MSB8) gb|AAD36215.1|AE00177L8 
(AE001771) branched chain amino acid ABC 
transporter, ATP-binding protein [Thermotoga 
maritima] 


7.4 


2401 


11990448 


gi|11990448|dbj|BAB19782.1| (AB052747) vascular 
cell adhesion molecule-1 6D variant lacking D7 [Bos 
taurus] 


4.6 


2402 


12841678 


gi|12841678|dbj|BAB25308.1| (AK007856) putative 
[Mus musculus] 


lE-39 


2403 


5052967 


gi|5052967|gb|AAD38786.1|AF151533J(AF151533) 
polyketide synthase [Nodulisporium sp. ATCC74245] 


6.3 


2407 


8099350 


gi|8099350|gbIAAF72105. 1|AF154847 J (AF154847) 
33 kDa Vamp-associated protein [Homo sapiens] 


5.2 


2410 


267344 


gi|267344|sp|P29791|VGLF_BRSVA FUSION 
GLYCOPROTEIN PRECURSOR [CONTAINS: 
FUSION GLYCOPROTEIN F2; FUSION 
GLYCOPROTEIN Fl] pir|IVGNZBA cell fusion 
glycoprotein precursor - bovine respiratory syncytial 
virus (strain A51908) gb|AAA42804.1| (M82816) 
fusion protein F [Bovine respiratory syncytial virus] 


1.4 ^ 


2417 


12856615 


gi|12856615|dbj|BAB30727.1| (AK017396) putative . 
Mus musculus] 


SE-49 


2425 


11347010 


gi|11347010|pir||B81303 probable membrane protein 
CjlOiJc [miporteaj - Campylobacter jejum (stram 
NCTC 1 1 168) emb|CAB73269.1| (AL139077) putative 
membrane protein [Campylobacter jejuni] 


0.89 


2426 


7499991 


gi|74999911pir||T29526 hypothetical protein F27C1.7 - 
Caenorhabditis elegans gb|AAB37654.1| (U80441) 
Hypothetical protein F27C1.7 [Caenorhabditis elegans] 


3.1 
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SEQID 
NO 
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N 


DESCRIPTION 


PVALUE 


2427 


2498043 


gi|24980431splQ57568|Y104_MEnA 
HYPOTHETICAL ATP-BINDING PROTEIN MJ0104 
pir||H64312 probable DNA helicase MJ0104 - 
Methanococcus iannaschii eblAAB98084 11 ftJ67467) 
DNA-binding protein, probably DNA helicase 
[Methanococcus jannasdiii] 


1.5 


2430 


7494263 


gi|7494263|pir||T18488 hypothetical protein C0825c - 
malaria parasite (Plasmodium felciparum) 
emb|CAB11127.1| (Z98551) putative deavage and 
polyadenylation specificity &ctor protein [Plasmodium 
falcioaruml 


2.3 


2434 


493224 


gi|493224|dbj|BAA03434.1| (D14581) fetty-acid 
desaturase TAnabaena variabilis! 


9.1 


2438 


6755468 


fyif/%7^^^Aftlr«»frNrP ^'^/^^10 1i cAntin nV/Tiic miicrnliicl 
gl|0 /^^HDO|r6I|i^jr^l/J>QUX7. i| SypUU V l^iYIUo lUUdwIUUSJ 

sp|Q9Z 1 S5|SEP3340USE NEURONAL-SPECfflC 
SEPTIN 3 gb|AAD02884.11 (AF10441I) neuronal- 

specific septin 3 (Mus musculus] 


0.59 


2440 


9967295 


gi|9967295|dbj|BAB12347.1| (AB047936) hypothetical 
protein [Macaca fascicutaris] - 


^ 0.063 


2447 


12847975 


gi|12847975|dbjlBAB27780.1| (AK011690) putative 
rMus musciilusl 


7E-65 


2451 


1730946 


gi|1730946|spIP50833|yPPE_BACSU 
HYPOTHETICAL 14.5 KDA PROTEIN IN PONA- 
COTD INTERGENIC REGION pirl|B69940 
hypothetical protein yppE - Bacillus subtilis 
gbiAAB38463.II (L47838) putative (Bacillus subtihs] 
emblCAB14144.1l (Z99115) vddE fBacillus subtilisl 


9.3 


2452 


401192 


ri!401192lsnlP30975ITLR2 DROME TACHYKININ- 
LIKE PEPTIDES RECEPTOR 99D (DTKR) 
pir||S 17783 tachykinin receptor homolog DTKR - fiuit 
fly (Drosophila melanogaster) emb|CAA44595.1| 
(X6271 1) receptor for tachykinin-like peptides 
[Drosophila melanogaster] 


4.8 


2453 


14768202 


gi|14768202|reflXP_018137.2| LI ceU adhesion 
molecule precursor [Homo sapiens] 


0.11 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQE) 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2457 


141028 


2i|141028lsDlP04540INU5M TRYBBNADH- 
UBIQUINONE OXIDOREDUCTASE CHAIN 5 
pirllQQUTCS NADH dehydrogenase (ubiquinoae) (EC 
1 .6.5.3) chain 5 - Trypanosoma brucei mitochondrion 
gb|AAB59225.1| (M14820) NADH dehydrogenase 
subunit 5 [Trypanosoma brucei] emb|CAB57807.1| 
(X01094) unidentified reading fi-ame 10 [Trypanosoma 
brucei] 


3.6 ■ 


2461 


7499039 


gi|7499039Ipir||T20867 hypothetical protein F13H10.5 • 
Caenorhabditis elegans emb|CAA92956.1| (Z68748) 

\AJll\4Xlll9 diiliilalllY A XCUIi UWlllCUU. X a \J X\I\JmJ V J^x^^ ^ 

phosphodiesterase / nucleotide pyrophosphatase), 
Score=512.3, E-value=l.le-150,N=l [Caenorhabditis 
elegans] emb|CAA15977.1| (AL021176) contains 
similarity to Pfam domain: PF01663 (Type I 
phosphodiesterase / nucleotide pyrophosphataseX 
Score=512,3,E-vaIue=l.le-I50,N=l [Caenorhabditis 
elegans] 


• 

9.7 


2462 


3023956 


gi|3023956|sp|Q00808|HETl_PODAN 
VEGETATIBLE INCOMPATIBILnY PROTEIN 
HET-E-1 pir||T18521 beta transducin-like protein - 
Podospora anserina gb|AAA85775. 1| (L28125) beta 
transducin4ike protein [Podospora anserina] 


8.7 


2463 


14972564 


gi|149725641gblAAK7520Ll| (AE007410) glutamine 
amidotransferase, class I [Strqjtococcas pneumoniae] 


0.4 


2470 


13928966 


gi|13928966|ref|NP_l I3882.1| heat shock fector 2 
[Rattus norvegicus) gblAAD51329.1|AF172640_l 
{AF172640) heat shock fector 2 [Rattus norvegicus] 


6E-14 


2473 


4521320 


gi|4521320|dbj|BAA11580.1| (D82816) product is 
unknown [Qallus gallus] 


0.29 


2475 


7507534 


gi|7507534|pir||T24738 hypothetical protein T09E11.2 - 
Caenorhabditis elegans emb|CAB03532.11 (Z81147) 
Similarity to zinc finger proteins, contains similarity to 
Pfam domain: PF00104 (Ligand-binding domain of 
nuclear hormone receptor), Score=14.1, E- 
value=0.00047, N=l; PF00105 (Zinc finger, C4 type 
(two domains)), Score=42.6, E-va]ue=5.5e-12, N> 


6.7 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2478 


927030 


gi|927030|gb|AAA73871.1| (L13287) kcrB4 gene 
product [Escherichia coli] 


3.5 


2481 


6724309 


gi|6724309|gb|AAF26929.1| (AF079967) NADH 
ddiydrogenase subunit 4 [Phytomonas serpens] 


7.9 


2482 


6319700 


gi|6319700|r^NP_009783.1| Ybr224wp 
[Saccharomyces cerevisiae] sp|P38320(yB74_YEAST 
HYPOTHETICAL 19.3 KDA PROTEIN IN FAT2. 
MCXIINTERGENIC REGION PRECURSOR . 
pir|(S46I00 probable membrane protein YBR224w - 
yeast (Saccharomyces cerevisiae) anb|CAA85187.1| 
(Z36092) ORF YBR224w [Saccharconyces cerevisiae] 


2.4 


2496 


7503173 


gi|7503173|pir||T31884 hypothetical protein F41E6.14 - 
Caenorhabditis elegans gblAAB65962.11 (AF016448) 
weak similarity to several acyltransferases 
[Caenorhabditis el^ans] 


9.7 


2498 


11352621 


crill 1 '^57/^7 1 tniTirPiC^ 1 X7 tptrnhvdrndinicnltnate 
^L\lljjjL\j^xiuunnoJioi 1*^1 1 Till Y* "* " "I'r* "iiini^ 

succinylase PA3666 [imported] - Pseudomonas 
aeruginosa (strain PAOl) dbjIBAA7591 Lit 
(AB024601) tetrahydrodipicolinate N- 
succinyletransferase [Pseudomonas aeruginosa] 
gb|AAG07054.1|AE004786_6 (AE004786) 
tetrahydrodipicolinate succinylase [Pseudomcmas 
aeruginosa] 


3.3 


2500 


7662214 


git76622141refINP J55604.ll KIAA0628 gene product 
[Homo sapiens] reflXP J)05044.3| KIAA0628 gene 
product [Homo sapiens] dbj[BAA31603.1| (AB014528) 
KIAA0628 protein [Homo sapiens] 


3 


2506 


7508531 


gi|7508531|pir||T25325 hypothetical protein T26H2.7 - 
Caenorhabditis elegans emb|CAB04848.1| (Z82055) 
contains similarity to P&m domain: PF01757 (Domain 
of miknowa fimction), Score=543.S, B-valu6=4.6e-160, 
N=:l [Caenoifaabditis d^gans] 


9.2 


2507 


14730527 


gi|14730527|reflXP_051896:l| phospholipase A2, group, 
IVA (cytosolic, calcium-dependent) [Homo sapiens] 
reflXP_05 1897.11 phospholipase A2, group IVA 
(cytosolic, calcium-dependent) [Homo sapiens] 


5E-26 
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SEQE) 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2510 


138394 


gi|138394|sp|P27330|VHEL_LSV PROBABLE 
HELICASE (ORF 2) emb|CAA33398.1| (X15343) 
25kD protein [LSy symptomless vims] 


10 


2519 


13938116 


gi|139381 16|gb|AAH07173.1|AAH07173 (BC007173) 
Unknown protein for IMAGE:3493127) [Mus 
mosculus] 


8E-22 


2520 


7486371 


gi|7486371|pir||T00661 hypothetical protein F3I6.24 - 
Arabidopsis thaliana gb|AAC00591.1| (AC002396) 
Unknown protein [Arabidopsis thaliana] 


0.16 


2523 


11358141 


giji 1358141|piii|T48198 hypothetical protein 
T20L15.40 - Arabidopsis thaliana emb|CAB82747. 1| 
(ALl 62351) putative protein [Arabidopsis thaliana] 


9.1 


2526 


14485227 


gi|14485227|gb|AAK62977.11AF384372_3(AF384372) 

surface antigen [Hepatitis B virus] 


2.6 


2527 


6594617 


gi|6594617|gb|AAF18559.1|U42380_l(U42380) 
aminopeptidase [Aplysia califomica] 


5.3 


2529 


14193306 


gi|14193306|gb|AAK55890.1|AF267211_2 (AF26721 1) 
ATP synthase ganuna subunit [Candidatus Carsondla 
ruddii] 


3.5 


2531 


3319680 


gi|3319680|emb|CAA76809.1| (yi7614)N8 protem 
[Medicago truncatula] 


1.5 


2536 


13811987 


gi|1381I987|refINP_113116.1| DNA repair helicase 
component of transcription factor b [Guillardia Iheta] 
gb|AAK39689.1lAF083031_46 (AF083031) DNA 
repair helicase component of transcription fector b 
[Guillardia tiieta] 


4.8 


2537 


3122601 


gi|3122601|splP93107|PF20_CHLRE FLAGELLAR 
WD-REPEAT PROTEIN PF20 pir||T08180 PF20 
protein, microtubule-associated - Chlamydomonas 
reinhardtii gb|AAB41727.1| (U78547) PF20 
[Chlamydomonas reinhardtii] 


1.1 


2540 


7460001 


gi|7460001Ipir||G71079 hypothetical protein PH0903 - 
Pyrococcus horikoshii dbj|BAA29997.1| (AP000004) 
141aa long hypothetical protein [Pyrococcus horikoshii] 


6.3 


2541 


12330702 


gi| 12330702|gb|AAG52889. 1|AF333769_1 (AF333769) 
cell recognition molecule CASPR3 [Homo sapiens] 


2E-28 



524 



BNSDOCID: <W0 0214500A2„L> 



wo 02/14500 



PCTAJSOl/25840 





Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQH) 
NO 


ACCESS 
N 


DESCRIPTION 


PVALUE 


2547 




domain protein 4 [Mus musculus] gb|AAC68878.1| 
\/\r\)t4.^ny) nieuiyi-wpvj Dinaing proiein jvlolj*! [JiAuS 
musculus] gblAAD56595.1|AF120996_l (AF120996) 
methyl-CpG binding ptptein 4 [Mus muscuhis 


7.1 


2548 




gi|12655370|emb|CAB57344.3| (AJ243708) priddepk 

ISUlUIin I^JL/iQSOpmia lUClanOgabLvrj 


7 7 


2551 




gill28536311dbj|BAB29800.1| (AK015333) putative 
[iVAus muscuiusj 


0 61 


2554 


i J f DDZ i V 


giI114662161reflNP_066539.11 haemlyase [Naegleiia 
gruberi] gb|AAG17817.1|AF288092_42 (AF288092) 


1 5 


2557 


7321597 


gi|7321597|gb|AAA32099.2| (L28677) unknown 

[Tetrahymena pyriformis) 


3 


2560 


7304202 


product [Drosophila melanogaster] 


1.6 


2564 


336831 


git336831igb|AAB02281.1| (M57910)NADH 
dehydrogenase subunit 2 [Drosophila melanogaster] 


5.5 


2566 


7515231 


gi|7515231(pir||T13518 hypothetical protein 29 - 
£>aciiius pnage pni-iuz> qdjIoa/woo^d.xi \iU9viozozj * 
ORF29 [bacteriophage phi-105] 


7.7 


2568 


IZOH'/ZO^ 


gi|12847263|dbjlBAB27500.1| (AK011258) putative 

l^iViuS muSCUiUSJ 


66 


2569 


9964395 


gi|9964395|refiNPJ64863.1|AMV081 [Amsacta 
moorei entomopoxviras] gb|AAG02787.1|AF250284_81 
(AF250284) AMV081 [Amsacta moorei 
entomopoxvirus] 


2.4 


2573 




gi|120608491gblAAG48266.1|AF308299J(AF308299) 
serologically defined breast cancer antigen NY-6R-8S 
l^numi/ sapiciisj 


00006 ~ 


2575 


9633381 


gi|9633381|refi>JP_,050485.1| D5L protein [variola 
minor virus] pir||H72173 DSL protein - variola minor 
virus (strain Garcia-1966) gblAAA69395.1| (U18339) 
D4L rVariola vims! emblCAA50Q66 11 rX72086) 
0RF15L; B16L in citation [3] [Variola virus] 
emblCAB54786.11 (Y16780) DSL protein [variola 
minor virus] 


7.5 


2576 


7407131 


gi|7407131igb|AAF61923.1| (AF228524) SanE 
[Streptomyces ansochromogenes] 


0.53 


2577 


14760789 


gill47607891reflXPJ44332.1| piwi (DrosophiIa)-like 1 
[Homo sapiens] 


9B-42 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


bhyi ID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


25 o4 


2764800 


gi|2764800|emb|CAA54153.1| (X76738) 12s globulin 
[Avena sativa] 


1.4 


2585 


12860337 


gi|12860337jdbj|BAB31923.1| (AK019929) putative 
[Mus musculus] 


5.3 


2586 


7768484 


gi|7768484|emb|CAB90775.1| (AL355632) putative 
mitochondrial carrier protein [Schizosaccharomyces 
pombe] 


2.8 


2587 


12620098 


gi|12620098|gb|AAG60558.1| (AF250768) BioA-like 
protein [uncultured bacterium pCosFSl] 


8.4 


2591 


2281181 


gi|2281181|gb|AAB6627S.l| (U58S87) matuiase 
[Lagoecia cuminoides] 


3.8 


2595 


6573736 


gi|6573736|gb|AAF17656.1|AC009398_5(AC009398) 
F20B24.10 [Arabidopsis thaliana] 


6.7 


2596 


31155 


gi|3 1 155|emb|CAA24999.1| (X00176) preproaikephalin 
part 1 (Homo sapiens] 


9.5 


2600 


11278033 


gi|l 1278033|pir||C81832 transferin-binding proton A 
NMA2024 [imported] - Neisseria meningitidis (group A 
strain Z2491) gb|AAC13726.1| (AF058689) transferrin 
binding protein A precursor [Neisseria meningitidis] 
emb|CAB85243.11 (AL162757) transferrin-binding 
protein A [Neisseria meningitidis Z2491] 


5 


2613 


7493138 


gi|7493138|pir||T37964 probable ubiquitin ligase - 
fission yeast (SchizosaccharonQ'ces pombe) 
emb|CAB16714. 1| (Z9953 1) putative ubiquitin ligase 
[Schizosaccharomyces pombe] 


0.21 


2615 


14625275 


gi|14625275|gb|AAA80360.2| (U39644) Hypoflietical 
protein T10E10.4 [Caenorhabditis elegans] 


5.3 


2617 


7515479 


gi|7515479|pir|lS72298 hypothetical protdm 91 - 
Plasmodium fkldparum plastid eRib|CAA64S88. 1| 

PC95276) 0RF91 [Plasmodium felciparum] 


0.66 


2619 


14091855 


gi|14091855|gb|AAK53858.1|AC016781_12 
(ACQ 16781) Hypothetical protein [Oryza sativa] 


0.69 


2621 


8393165 


gi|8393165|ref|NP_035661.2| transiently-e:q)ressed 

axonal glycoprotein [Mus musculus] 


0.11 


2624 


6754242 


gi|6754242|refINP_034603.1| histidine rich calcium 
binding protein [Mus musculus] 
gb|AAD55250.1|AF158597_l (AF158597) histidine- 
rich Ca2+ binding protein [Mus musculus] 


8.1 


2625 


7959261 


gi|7959261|dbj|BAA96024.1| (AB040933) KIAA1500 
protein [Homo sapiens] 


lE-36 
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1 


fable 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQm 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2626 


5508828 


gi|5508828|gblAAD43995.1| (U59485) AttU 
[Agrobacterium tumefaclens] ' 


0.27 


2627 • 


3643603 


gi|3643603|gblAAC42250.11 (AC005395) unknown 
protein [Arabidopsis Ifaaliana] 


4.7 


2630 


5453906 


gi|5453906|re^_0063 10.11 CDP-diacylglycerol- 
inositol 3-phospliati^ltransferase (phospbatidylinositol 
synthase) (Homo sapiens] refpa»_008065.1( CDP- 
diacylglycerol-inositol 3-phospbatidyltransferase 
(phospbatidylinositol synthase) (Homo sapiens] 
refpCP_043951.1| CDP-diacylglycerol-inositol 3- 
phosphatidyltransferase (phospbatidylinositol synthase) 
[Homo sapiens] sp|014735|PIS_HUMAN GDP- 
DIACYLGLYCEROL-INOSITOL 3- 
PHOSPHATDDYLTRANSFERASE 
(PHOSPHATTOYLINOSITOL SYNTHASE) (PTDINS 

CVTVTTW A CITk /PT CVMTTJACI?^ al>\AATiOA5lM 11 
3 X JN IrlAotSJ (rl a XiN LitAoC} gP\nJ\DytoQV.l\ 

(AF014807) phosphatidylinositol synthase [Homo 
sapiens] gblAAH01444.11AAH01444 (BC001444) CDF 
diacylglycerol-inositol 3-phosphatidyltransferase 
(phosphatidylinositol synthase) [Homo sapiens] 


V 

7 


2631 


7515479 


gi|75154791pirl|S72298 hypothetical protein 91 - 
Plasmodium falciparum plastid emb|CAA64588.1| 
nCQ^716\ ORFQl rPlasmodium ^ciDaruml 


0.71 


2636 


11467075 


gi|l l4o707j|rei|INJr_U42D3 nDosomai proiem ld 
[Acanthamoeba castellanii] sp|P46764|RM05_ACACA 

pir|!S53852 ribosomal protein L5 - Acanthamoeba 
raotpllann mitnchondrion ffblAAD11844 11 fU12386^ 
ribosomal protein L5 [Acanthamdeba castellanii] 


2.3 


2639 


1352549 


gi|1352549isp(P48906|NU2M_HANWI NADH- ^ 
TIBTOUTNONE OXIDOREDUCTASE CHAIN 2 


4.1 


2642 


13111580 


gi|131 1 15801gblAAK12385.1|AF296091_l (AF296091) 
polvprotein [Porcine teschovirus] 


2.4 


2646 


1314734 


gill3147341gb)AAA99804.1| (U54641) 220 kDa silk 
protein [Chironomus thununi] 


1.9 


2651 


7001374 


gi|7001374|gb|AAF34871.1lAF112184_l(AF112184) 
serine/threonine kinase NKIATRE alpha plattus 
norvegicus] 


2.9 


2653 


2687582 


gi|2687582|gb|AAB88853.1| (AF032875) protein kinase 
[Mus musculus] 


7.2 



527 



BNSDOCID: <W0 0214500A2_L> 



wo 02/14500 



PCTAJSOl/25840 





Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2654 


10636263 


gi|10636263|emb|CAC10528.1| (AJ293919) putative 
inositol 1,4,5-trisphosphate receptor [Caenorhabditis 
briggsae] 


5 


2663 


5902891 


gi|5902891|dbj|BAA84474.1| (AB032367) type I 
polyketide synthase AVES 1 (StreptonQroes avermitilis] 


0.087 


2664 


4567214 


gil4567214|gb|AAD23629.1|AC007113_2(AC007113) 
putative villin [Arabidopsis thaliana] 


6.4 


2665 


2326816 


gi|2326816|emb|CAA99382:i| (Z75081) ORF 
YOR172w [Saccharomyces ceievisiae] 


0.46 


2667 


14285987 


gi|14285987|sp|083933|Y967_TREPA 
HYPOTHETICAL PROTEIN TP0967 pir|lB71260 
hypothetical protem TP0967 - syphilis spirodiete 
gb|AAC65925.1| (AE001264) T. pallidum predicted 
coding region TP0967 [Treponenia pallidum] 


6.9 


2669 


6678247 


gi|6678247|reflNP_033358. 1| transcription fector 7-li]» 
1 [Musmusculus] emb|CAA11070,l|(AJ223069)TCF- 
3 protein [Mus musculus] 


3.4 


2671 


7491697 


gil7491697|pir||T40527 hypothetical protein 
SPBC530.11C - fission yeast (Schizosaccharomyces 
pombe) emb|CAA19177.1| (AL023634) putative 
transcriptional regulator [Schizosaccharomyces pombe] 


4.9 


2673 


5459308 


gil5459308|emblCAB50693.1| (AJ238951) CE9 protein 
[Canis familiaris] 


8.8 


2675 


7959261 


gi|7959261|dbj|BAA96024.1| (AB040933) KIAA1500 
protein [Homo sapiois] 


lE-36 


zooU 


14520279 


gi|14520279IreflNP_125754.1| hypothetical protein 
[Pyrococcus abyssi] pir||B75 192 hypothetical protein 
PAB2304 - Pyrococcus abyssi (strain Orsay) 
emb|CAB48985. It (AJ248283) faypoOetical protein 
[Pyrococcus abyssi] 


6.7 


2681 


12654531 


gill2654531|gb|AAH01098.1|AAH01098(BC001098) 
Unknown protein for IMAGE:3508O43) [Homo 
sapiens] 


2.8 


2682 


12657687 


gi|12657687igb|AAK01000.1| (AF178873) NADH 
dehydrogenase subunit 1 [Archiearis parthenias] 


0.68 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


PVALUE 


2686 


6319517 


gil6319517|ref|NP_009599.1|Ybr043cp 
Saocharomyces cerevisiae] sp|P38227|YBP3_YEAST 
HYPOTHETICAL 77.3 KDA PROTEIN IN FATl- 
TCM62 INTERGENIC REGION pirl|S45901 probable 
membrane protein YBR043c - yeast (Saccharomyces 
cerevisiae) emb|CAA84985,l| (Z35912) ORF YBR043c 
[Saccharomyces cerevisiae] 


7.2 


2691 


7019565 


gi|7019565|refp^P_037528.1| ubiquitin specific protease 
25; ubiquitin specific protease USP25 [Homo sapiens] 
reflXP_047738.1| ubiquitin specific protease 25 [Homo 
sapiens] gblAAF24998.1lAF134213 J (AF134213) 
ubiquitin-specific protease [Homo sapiens] 


2E-20 


2693 


2130214 


gil21302141pir||S67381 tubulin-folding cofactor D 
homolog - fission yeast (Schizosacdiaromyces pombe) 
pir||T39319 tubulin-folding cofactor D homolog - fission 
yeast (Schizosaccharomyces pombe) emblCAA20686.1j 
(AL03 1528) tubulin-folding cofactor d. 
[Schizosaccharomyces pombe] 


3.9 


2696 


2120601 


gi|21206011pirl|JC6030 3-oxo-5alpha-steroid 4- 
dehydrogenase (EC 1.3.99.5) - Comamonas testost^oni 
gb|AAB08517.1| (L23428) delta 4, 5-aIpha steroid 
dehydrogenase [Comamonas testosteroni] 


4.6 


2697 


4263524 


gi|4263524Igb|AAD15350.1| (AC004044) hypothetical 
protein [Arabidopsis thaliana] emb|CAB77761.1| 
(AL161495) hypothetical protein [Arabidopsis thaliana] 


. 5.8 


2698 


5453072 


gi|5453072|gblAAD43426.1| (AF073977) olfactoiy 
receptor [Mus musculus domesticus] 


1.1 


2701 


7298915 


gil72989151gblAAF54120.1| (AE003675) CG10267 
gene product [Drosophila melanogaster] 


0.86 




158148 


giI158148|gb|AAA28827.1| (M19537) RNA^lymerase 
n largest subumt (, EC 2.7.7.6) [Drosopbila 

melanogaster] 


0.95 


2706 


7492334 


gi|7492334|pirl|T37965 probable 40s ribosomal protein - 
fission yeast (Schizosaccharomyces pombe) 
emblCAB16715.1| (Z99531) putative component of U3 
snoRNP, required for pre-18S rRNA processing 
[Schizosaccharomyces pombe] 


6.8 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQK) 
NO 


ACCESS 
N 


DESCRIPTION 


PVALUE 


2709 


9366627 


gi!9366627|emblCAB953S9.11 (AL359782) conserved 
hypothetical protein, CHR1.84 [Tiypanosoma brucei] 


9.2 


2713 


7436828 


gi|74368281pir|IT00129 hypoHietical protein 7 - 
Leptospira interrogans (fragment) dbj|BAA24376.1| 
(ABO 10203) 0RF7; putative (Leptospira interrogans] 


7.2 


2715 


3805770 


gil3805770lgblAAC69148.1| (U78721) auxin response 
transcription factor 3 (ETTIN/ARFS) [Arabidopsis 
thaliana] gb|AAG53998.1lAF336917J (AF336917) 
ARF3 [Arabidopsis thaliana] 
gblAAK26023.1lAF360313J (AF360313) ARF3 
[Arabidopsis thaliana] 




2716 


5454158 


gi|5454158|ref|NP_006286.1| valyl-tRNA synthetase 2 
[Homo sapiens] spIP266401SYV2 JIUMAN VALYL- 
TRNA SYNTHETASE 2 (VALINE-TRNA LIGASE 
2) (VALRS 2) gb|AAD21819.1| (AF134726) G7A 
[Homo sapiens] 


i.D 


2721 


7019565 


gi|7019565|ref|NP_037528.1| ubiquitin specific protease 
25; ubiquitin specific protease USP25 [Homo sapiens] 
refIXP_047738,l| ubiquitin specific protease 25 \Hamo 
sapiens] gblAAF24998.1!AF134213 J (AF134213) 
ubiquitin-specific protease [Homo sapiens] 




nil 


13186335 


gi|13 1 86335|gb|AAK15378. 1| (AF21 1 133) tryptophanyl 
tRN A synthetase [Carsonella ruddii] 


8.9 


2126 


7514607 


gi|7514607|pir|lA71301 conserved hypothetical protrin 
TP0636 - syphilis spirochete gb|AAC65610.1| 
(AE001238) conserved hypothetical protein [Treponema 
pallidum] 


9.4 


2727 


13129046 


gi|13129046|refiNP_076972.1| hypothetical protein 
MvjrC271o [rlomo sapiensj reijAr^ui / 
hypothetical protein MGC2718 [Homo sapiens] 
refIXP_043040.1| hypothetical protein MGC2718 
[Homo sapiens] gb|AAH01076.1|AAH01076 
(BC001076) Unknown (protein for MGC:2718) [Homo 
sapiens] gblAAH05121.1|AAH05121 (BC005121) 
hypothetical protein MGC2718 [Homo sapiens] 


3.2 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2730 


11466216 


gi|l I466216tref]NP_066539. 1| haem lyase (Na^eria 
gruberi] gb|AAG17817.1|AF288092j42 (AF288092) 
haem lyase [Naegleria gruberi] 


1.4 


2734 


14701844 


gi|14701844|gblAAK72251.1| (AF378136) MB2 
{Plasmodium fiilciparum] 


3.3 


2739 


7486489 


gi|7486489lpirl|T00671 hypothetical protein F6E13.4 - 
Arabidopsis thaliana gblAAC23400.1| (AC004005) 
putative methyl chloride transferase [Arabidopsis 
thaliana] gbIAAK73255. 1| (AY0443 14) putative methyl 
chloride transferase [Arabidopsis thaliana] 


8.1 


2747 


7S0994f> 


gil7509946Ipii1|T26972 hypothetical proteia Y47H9C.4 - 
Caenorhabditis elegans emb|CAA21739.1| (AL032657) 
contains smulanty to Fiam aomam: FrUUUUo (iiur-like 
domain), Score=76.2, E-value=2,2e-19, N^H'-cDNA 
EST yk20a5.3 comes from this gene-cDNA EST 
yk20a5.5 comes from this gene-cDNA EST yk299al2.3 

CUmCS llUm UUo )^VlSSr*\^Uir\t\ X yjv*tU /^O.ii? vV/iliCa ^ 

gb|AAG60061.1|AF332568_l (AF332568) CED-1 

I^V^CivllVl XtCLUUlUO wlb^CUIaJ 


1.6 


2749 


\ 

8569100 


gi|8569100|gb|AAF76445.1|AC015445J2(AC015445) 
Contains Ribosomal S17 PF|00366 and DLH PF101738 
domains. [Arabidopsis thaliana] 


9.5 


2750 


7293625 


gi|7293625|gb|AAF48997.1| (AE003512) CG14223 
gene product Prosophila melanpgaster] 


2.9 


2751 


5454050 


gi|5454050|refiNP_006369.1| sema domain, 
immunoglobulin domain (Ig), transmembrane domain 
(TM) and short cytoplasmic domain, (semaphorin) 4D; 
sema domain, immunoglobulin domain C^), 
transmembrane domain (TM) and short cytoplasmic 
domain, 4D [Homo sapiens] 

PRECURSOR (LEUKOCYTE ACTIVATION 
ANTIGEN CDIOO) (BB18) (A8) (GR3) 
gb|AAC50810.1| (U60800) semaphorin [Homo sapiens] 


9 


2761 


9964076 


gil9964076|gb|AAG09812.1|AF275943_l(AF275943) 
avermectin polyketide synthase [StreptonQ'oes 
avermitilis] 


2.9 


2762 


4234794 


gi|42347941gb|AAD12962.1| (AF078135) unknovm 
[Leptospira boigpeterseoii] 


1.3 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Protons) 


SEQDD 
NO 


ACCESS 

IN 




"D VAT IJV 
r VAJLUJti 


2* /v/*r 


11131078 


gi|11131078|splO15072|ATS3_HUMAN ADAM-TS 3 
PRECURSOR (A DISINTEGRIN AND 
METALLOPROTEINASE WITH 
THROMBOSPONDIN MOTIFS 3) (ADAMTS-3) 
(ALIAM-1IS3; aDj|i>AAzUozl.l| (AdUU23d4) 
KIAA0366 [Homo sapiens] 


4E.17 




6449069 


gi|D4490o9)gb|AAr 08806. l|AF192745_i (AF 192748) 
synapsin lb [Lampetra fluviatilis] 


0.008 


97A0 


7300358 


gi|7300358|gblAAF55517.1| (AE003721) CG8045 gene 
product [alt 2] [Drosophila melanogaster] 
gb|AAB34837.2| (S78747) RK2 [Drosophila spj 


3 


2772 


14731064 


gi|l473l064|reipcp_03ol65.1| 40679 piomo sapiens] 


0C-2U 


Z/ /*r 


4927134 


gi|49271341gblAAD33018.1|AF131999_l (AF131999) 
putative eiythrocyte binding protein EBL-1 
[Plasmodium fidciparum] 


8.6 


J,t 


11994465 


gi|11994465|dbj|BAB02467.1j (AB025624) contams 
similarity to late embryogenesis abundant 
protein--gene_id:MLD14.16 [Arabidopsis thaliana] 


7.5 


2//0 


12852706 


gi|12852706|dbj|BAB29508.1| (AK014697) putative 
[Mus musculus] 


1 


Z / / / 


9972373 


giI9972373 |gb|AAGl 0623 . 1 |AC02252 1_1 (AC02252 1 ) 
Unknown protein [Arabidopsis thaliana] 


3.2 


2779 


12838759 


gill2838769|dbj|BAB24323.1| (AK005931) putative 
[Mus musculus] 


7.0 


2780 


14743085 


gi|14743085|refpaP_050026.I| similar to 
immimoglobulin superfamily containing leucine-rich 
repeat (H. sapiens) [Homo s^iens] 


3.4 


2781 


4581140 


gi|4581140|gb|AAD24624.1|AC006919_4 (AC006919) 
unknown protein [Arabidopsis thaliana] 


2.8 


2792 


7661684 


gi|7661684|reflNP^056277.1| DKFZP586L0724 protein 
[Homo sapiens] ref|XP_038194.1| DKFZP586L0724 
protein [Homo sapiens] refpCP_038195.1| 19734 [Homo 
sapiens] pirI|T14789 hypothetical protein 
DKFZp586L0724.1 - human emb|CAB53709.1| 
(ALl 10271) hypothetical protem [Homo sapiens] 
gb|AAH01726.1|AAH01726 (BC001726) Similar to 
DKFZP586L0724 protein [Homo sapiens] 


7 


2793 


13624635 


gi!13624635|emblCAA10856.2| (AJ222584) maturase- 
like protein [Euglena viridis] 


1.3 
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'able SB Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQro 

NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2800 


9622888 


gi|9622888|gb|AAF89968.11AF200532_l(AF200532) 
cellulose synlliase-S [Zea mays] 


3.8 


2803 


7499161 


gil7499161|pirl|T25690 hypothetical protein F15A8.6 - 
Caenorhabditis elegans gb|AAB52848.11 (U97549) 
strong similarity to tiie type-B caibo>Qrlesteras6/lipase 
family [Caenorhabditis elegans] 


3.1 


2806 


14746401 


gi|147464011refpCP_03 1955.11 ring finger protein 27 
[Homo sapiens] 


0.3 


2809 


14731173 


gill4731173|reP3>_017730.2| IQ motif containing 

GTPase activating protein 2 [Homo sapiens] 


2E-11 


2813 


4567214 


gi|45672 14|gb|AAD23629. 1IAC007 1 13_2 (AC007113) 
putative villin [Arabidq>sis thaliana] 


3.5 


2817 


2500866 


gi|25008661splQ2041 1|SA1 1_CAEEL SRA-1 1 
PROTEIN pirHT22192 hypoAetical protein F44F4.13 - 
Caenorhabditis elegans emb|CAA85461.1| (Z37092) 
contains similarity to Pfem domain: PF021 17 (C.elegans 
Sra family integral membrane protein), Score=675.6, E- 
value=8.3e-200, N=l [Caenorhabditis cleans] 


3.1 


2818 


15011503 


gi|150115031gb|AAK77598.1|AF396436_38 
(AF396436)ymf71 [Tetrahymaiathennophila] 


5.9 


2823 


11278033 


gi|l 1278033|pir||C8 1832 transferrin-binding protein A 
NMA2024 [imported] - Neisseria meningitidis (gnnq> A 
strain Z2491) gb|AAC13726.11 (AF058689) transferrin 
binding protein A precursor [Neisseria meningitidis] 
emb|CAB85243.1| (AL162757) transferrin-binding 
protein A [Neisseria nseningitidis Z2491] 


5 


2825 


3913143 


gil3913143|sp|023913|AXlB_ARATH 
ALTERNATIVE OXIDASE IB PRECURSOR 
dbj|BAA22624.1| (D89875) alternative oxidase 
[Arabidopsis thaliana] dbj|BAB01774.1| (AB022215) 
alternative oxidase lb precursor [Arabidopsis thaliana] 


V 


2827 


12842679 


gill2842679|dbj|BAB25689.1| (AK008476) putative 
[Mus musculus] 


7.8 


2835 


12848636 


gi|128486361dbj|BAB28031.1| (AK012100) putative 
[Mus musculus] 


0.083 


2839 


7292152 


gil7292152|gb|AAF47564.1| (AE003472) Dhc62B gene 
product IProsophilamelanogaster] 


4.6 
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SEQID 
NO 


ACCESS 
N 
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PVALUE 


2846 


9628099 


gil96280991reflNP_042686.1| ahemative tat protein 
[Jembrana disease vims] gb|AAA64395.1| (U21603) 
alternative tat protein [Jembrana disease virus] 
prfll21 16345E tat goie [Jembrana disease vinisj 


3.3 


' 2855 


4165313 


gi|4165313|dbjlBAA37146.1| (AB022083) SOX30 
protein [Homo sapiens] 


9.2 


2859 


14388365 


gill4388365|dbj|BAB60739.1| (AB062957) hypothetical 
protein [Macaca fasciculaiis] 


0.55 


2864 


14739019 


gi|14739019|refpa'_005626.3| deleted in bladder cancer 
chromosome region candidate 1 [Homo sapiens] 


6.3 


2867 


6319950 


gi|6319950|reflNP_010031.1| Transcription regulator, 
YcT 106 WD rSaccharomvcfis cfiriBvisiacl 
sp|P2561 1|YCZ6^YEAST PUTATIVE 95.7 KD 
TRANSCRIPTIONAL REGULATORY PROTEIN IN 
PAU3-AAD3 INTERGENIC REGION pir||S19418 
probable membrane protein YCRl 06w - yeast 
(Saccharomyces cerevisiae) emb|CAA42238J| 
(X59720) hypothetical protein [Saccharomyces 
cerevisiae] 


9.1 


2870 


14724850 


gi|14724850|ref|XP_050192.1| 29140 [Homo sapiens] 


2.2 


2871 


4587097 


gil4587097|dbj|BAA76616.1| (AB019045) 
OMPdecarboxylase [Rhizbmucorpusillus] 


9.7 


2873 


7522108 


gi|7522108|pir||T29097 pro-poI-dUTPase polyprotein - 
murine endogenous retrovirus ERV-L (fragment) 
emb|CAA7325Ll| (Y12713)protease; reverse 
transcriptase; RNaseH; integrase; dUTPase; Pro-Pol- 
dUTPase polyprotein [Mus musculus] 


0.003 


2875 


7482073 


gi|7482073|pir||B69010 conserved hypothetical protein 
MTH1078 - Methanobacteriumthermoautotrophicum 
(strain Delta H) gbIAAB85567.1i (AE000879) 
conserved protein [Metbanothermobacter 

thermautotrophicus] 


4.6 


2876 


11360401 


gi|l 1 36040 llpirl|T42759 MunclS-S protein - rat 


0.000000005 


2879 


5091521 


gi|50915211dbj|BAA78756.1| (AB023482) Hypothetical^ 
protein [Oryza sativa] 


2.1 


2881 


13810543 


gi|13810543ldbj|BAB43950.1I (AB051633) ookinete 
surfece protein Pos28-2 [Plasmodium ovale] 


3 


2882 


5091521 


gi|5091521|dbj|BAA78756.1| (AB023482) Hypothetical 
protein [Oryza sativa] 


2.1 
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SEQID 
NO 


ACCESS 

N . 


DESCRIPTION 


P VALUE 


2887 


6723244 


gi|6723244|dbj|BAA89640.1| (AB036666) similar Id 
tenninase large subunit of phage lambda [Wolbadiia sp. 
wKue] 


7.1 


Z007 


7494347 


gi|7494347|pir||E7162S variant-specific sur&ce-protdn 
1 truncated homolog PFB0020c - malaria parasite 

(Plasmodium falciparum) gb|AAC71794.1| (AE0013o6) 
PfEMPl fragment [Plasmodium falciparum] 


5 




6942188 


gi|6942 1 88|gb| AAF32349, 1 |AF220008_1 (AF220008) 
coilin pSO Panio rerio] • 


0.11 


2891 


10639397 


gi|10639397|emb|CACl 1399. 1| (AL445063) 
hypothetical membrane protein [Themioplasma 

acidophilum] 


8.5 


2898 


10800417 


gi|10800417|reflNP_006759.2| BRCAl associated 
protein [Homo sapiens] 


0.98 


2901 


7488089 


gi|7488089|pir||T02283 probable disease resistance 
protein T13D8.20 - Arabidopsis tfaaliana 
gb!AAC24071.1! (AC004473) Contains similarity to 
TMV resistance protein N homolog gb|2245048 from A. 
thaliana chromosome 4 contig gb|Z97342. [Arabidopsis 
thaliana] 


8.S 




10728394 


gi|10728394|gb|AAF45654.2| (AE003421) EG:171E4.2 
gene product [Drosophila melanogaster] 


1.4 


2905 


10956333 


gi|10956333|refiNP_052782.1| pXOl-86 [Bacillus 
anthracis] pirI|F59101 hypothetical protein pXO 1-86 - 
Bacillus anthracis virulence plasnud pXOl 
gb|AAD32390.1IAAD32390 (AF065404) pXOl-86 
[Bacillus anthracis] 


■ 

9.7 


2906 


4028153 


gi!4028153|gblAAC96117.1| (AF083221) putative 
neurotransmitter receptor [Taldiugu rubripes] 


2.8 


2909 


12836120 


gi|12836120|dbj|BAB23511.1| (AK004729) putative 
[Mus musculus] 


5.3 


2911 


i / /oo*f4' 


gi|1778844|gblAAB40929.1| (U83086) LimA 
[lyiccyosieiuun uiscoiaeumj 




2913 


3192956 


gi|3192956|gb|AAC41298.1| (AF033670) T-Box protein 
4 [Galhis gallas] 


3.1 


2914 


7506147 


gi|7506147|pir||T33303 hypothetical protan R01B10.4 - 
Caenorhabditis elegans gblAAC17768.1| (AF068718) 
R01B10.4 gene product [Caenorhabditis elegans] 


0.4 
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SEQID 
NO 


ACCESS 
N 
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P VALUE 


2915 


6041793 


gil6041793|gblAAF021 13.11AC009755_6 (AC009755) 
putative auxin-indqpendent growth pnnnoter 
Arabidopsis fbaliana] 


2.1 


2916 


5803098 


gi|5803098|reflNP_006757.11 zinc finger protein 220; 
Vlonocytic leukemia zinc finger proton [Homo sapiois] 
sp|Q92794|MOZ_HUMAN MONOCYTIC 
LEUKEMIA ZINC FINGER PROTEIN (ZINC 
FINGER PROTEIN 220) gb|AAC50662.1| (U47742) 
monocytic leukaemia zinc finger protein [Hcrnio salens] 


0.084 


2919 


10639353 


gi|I0639353|emb|CACl 1355.1| (AL445063) 
lypothetical membrane protein [Thermoplasma 
acidophilimil 


3.1 


2920 


13235586 


gi|13235586|emblCAC33776.1| (AJ301807) SdB 

protein [Streptococcus pyogenes] 


9.7 


2925 


7507618 


gi|7507618|pir||T33548 hypothetical protein T10D4.8 - 
Caoiorhabditis elegans 


4.3 


2928 


7522108 


gi|7522108IpirHT29097 pro-pol-dUTPase polyprotein - 
murine endogenous retrovirus ERV-L (fragment) 
emb|CAA73251.11 (Y12713) prcftease; reverse 
transcriptase; RNaseH; integrase; dUTPase; Pio-Pol- 
dUTPase polyprotein [Mus musculus] 


1.2 


2932 


13542796 


gi|13542796|gb|AAH05601.1|AAH05601 (BC005601) 
Similar to RIKB^ d)NA 1 1 10061A19 gene [Mus 

musculus] 


6.4 


2934 


417869 


gil4178691sp|P33007|TERPJ?SESPTERPREDOXIN 
(TDX) pir||E42971 terpredoxin - Psoidomanas sp 
gb|AAA25998.1| (M91440) trapredoxin [Pseudomonas 

sp] 


3.7 


2938 


7433891 


gi|7433891|pir|lT00981 flavond 3-0-glucosyltransferase 
homolog T9J22.15 - Arabidopsis thaliana 
gb|AAC14497.1| (AC002505) putative 
glucosyltransferase [Arabidopsis thaliana] 


6.8 


2939 


15021546 


gill5021546|gb|AAK77823.11AF369029_154 
(AF369029) ORF154 [vrfiite spot syndrome virus] 


0.25 


2944 


11466694 


giI114666941refINP_039290.1| ORF370i [Marchantia 
polymorpha] splP121741MATK_MARPO PROBABLE 
INTRON MATURASE pir|lA05034 hypoflietical 
protein 370i - liverwort (Marchantia polymorpha) 
ffhloroplast emb|CAA28076.1| (X04465) ORF370i 
[Marchantia polymorpha] 


4.3 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


PVALUE 


2945 


7302236 


gi|7302236|gb|AAF57330.11 (AE003786) CG10416 
gene product [Drosopbila melanc^gastBr] 


1.4 


2950 




gil2495638|sp|P7651 1(YFDO_ECOU 
HYPOTHETICAL 14,4 KDA PROTEIN IN INTC- 
DSDC INTERGENIC REGION pirI|C65009 
hypothetical protein b2358 - Escherichia coli (strain K- 
12) gb|AAC75417.1| (AE000324) or^ hypothetical 
proxein ixzrscncncnia coii jvizj 




2955 


220578 


gi|220578|dbj|BAA00447.1| (D00570) open reading 
frame (25 1 AA) [Mus musculus] 


4.2 


2958 


12855573 


gi|12855573|dbjlBAB30384.1| (AK016695) putative 
[Mus musculus] 


0.007 




2981631 


familiaris] 


0.29 


2966 


7o5 /4U1 


gi|7657401|ref|NPJ)566i6.1I neuropathy target 
esterase; Swiss cheese [Mus musculus] 
gblAAD51700.11AF173829J (AF173829) neuropathy 
target esterase homolog [Mus musculus] 




2967 




gi|14285535|sp|P713991LSGl_HAEIN LSG LOCUS 


A ft 


2973 




gi|144237801sp|O95013|O4F3_HUMAN OLFACTORY 
RECEPTOR 4F3 gD|AAD03l93.1| (AC00490o; smular 
to rat olfactory receptor 0R18; similar to S29710 
\r\jj,2ft4.i [iiomo sapiensj 




2975 


14771691 


gi|147716911refpa>_045484.1| 67354 Pfomo sapiens] 


1.3 


2978 


6573738 


gi|6573738|gb|AAF17658. 1|AC009398_7 (AC009398) 
F20624.13 [Arabidopsis thaliaoa] 


8.5 


2982 


1^5114^ / 


gi|13811437|gb|AAK4012I.I|(AF354707)typen 
aeoomase [^enopus laevisj 




2986 


7522108 


gi|7522108|pir||T29097 pro-pol-dUTPase polyprotein - 

emb|CAA7325Ll| (Y12713) protease; reverse 
transcriptase; RNaseH; integrase; dUTPase; Pro-Pol- 
dUTPase polyprotem [Mus musculus] 


0.00001 


2990 


12722927 


gi|12722927|gblAAK0418LllAE006247_3 (AE006247) 
UNKNOWN PROTEIN [Lactococcus lactis subsp. 
lactis] 


1.3 
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SEQE) 
NO 


ACCESS 
N 


DESCRIPTION 


PVALUE 


2994 




gi|l 1346 7 13|pirl|F81302 nypotbetical protein Cjl009c 
[imported] - Campylobacter jejuni (strain NCTC 11168) 
emb|CAB73265.1| (AL139077) hypothetical protein 

i^j 1 uuyc [campyioDacter jejunij 


4.1 


2995 


7321945 


gi|/Jziy43|gD|AALo05U4.2| (S68356) action potential 
broadening potassium channel [Aplysia sp.] 


4.2 


3003 




gi|il3o03S>4|pir||T4Z73l atrophin-1 related protem - rat 
gb|AAA98970.1I (U44091) atrophin-1 related protein 

[Rattus norvegicus] 


7.6 


3005 


10765337 


gill0765337|gblAAG22997.1| (AF188579) glycoprotein 
[Bovine respiratory syncytial virus] 


1.9 


3006 


5803252 


gi|5803252|dbj|BAA83562.1| (AP000399) hypothetical 
protein [Oryza sativa] 


0.046 


3007 


7662688 


gil/oo2oo6|gDjAAFool3o.l| (L00016) urf4 [HGnio 
sapiens] 


1.7 


3013 


14150037 


gi|14150037|refINPJ 15666.1| hypothetical protein 
DKFZp761C121 [Homo sapiens] reflXPJ)27894.1| 
hypothetical protem DKFZp761C121 ^omo sapiens] 
emD|CAx>oo495.1| (ALl 36360) hypothetical protem 
[Homo sapiens] 


0.00000001 


3014 


7243706 


gi|7243706|gb|AAF43421.1|AF233291J(AF233291) 
epsin-like protein [Drosophila melanogaster] 


6.S 


3019 




gi|7293274|gb|AAF48655.1| (AE003503) CG9644 gene 
product [Drosophila melanogaster] 


0.47 


3025 


11414881 


gi|11414881|dbj|BAB18S68.1|(AB028173)HCCA2 
[Homo sapiens] 


8.6 


3026 


11359423 


gi|l 1359423|pir||T48729 hypothetical protein 8D4.30 
[unported] -Neurospora crassa anb|CAB88545.1| 
(AL3S3819) conserved hypothetical protein 
[Neurospora crassa] 


0.66 


3028 


2118405 


gi|21 18405|pir||I51018 cobra venom factor precursor - 
monocled cobra gb|AAA68989.1| (U09969) cobra 




3029 


2739145 


gi|2739145|gb|AAC98522.1| (AF030306) envelope 
protein; 0RF4 [Porcine reproductive and respiratory 
syndrome virus] 


4.3 


3030 


13549158 


gi|13549158|gb|AAK29672.1|AF353095J(AF353095) 
protein synthesis initiation factor eIF2 beta [Arabidopsis 
thaliana] 


6.3 
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14753542 


gi|14753542|iefpaP_046011.1| 53288 [Homo sapiens] 


0.000000006 




3150471 


gi|3150471|gb|AAC16989.1| (AF067211) Hypothetical 
protein B0205.2 [Caenorhabdhis elegans] 


0.56 


3044 


14734012 


gi|147340121refpa>_051005.1| KIAA1297 protein 
[Homo sapiens] 


0.16 


3047 


7493994 


gi|7493994|pir||JC6564 cdlobiose oxidase (EC 1.1.3.25) 
precursor - white-rot fungus (Trametes versicolor) 


O.l 


3056 


114351 


gi|114351|spIP08314|ATI2_HSVlF ALPHA TRANS- 
INDUCING FACTOR 77 KD PRO-TOIN pir||TNBE77 
77K alpha trans-inducing protein - human herpesvirus 1 
(strain F) gb|AAA45768. 1| (M15621) alpha trans- 
inducing factor 77kb {numan herpesvmis 1] 


7 


3069 


6562755 


gi|6562755|embiCAB62894.1| (AL035475) possible 
ribosomal protein [Plasmodium falciparum] 


6.4 


3071 


804764 


gi|8047641gb|AAA65999.1| (M27826) neutral protease 
large subunit [Homo sapiens] 


0.00003 


3079 


14768311 


gill47683111refpCP_04&396.1| methyl CpG binding 
protein 2 [Homo sapiens] 


0.65 


3080 


11994604 


gi|119946041dbj|BAB02658.1| (AP002062) 
geneJd:T22B15.1 1-unknown protein [Arabidopsis 
thaliana] 


5 


3083 


7302673 


gi|7302673tgblAAF57753.1| (AE003800) stau gene 
product [alt 2] [Drosophila melanogaster] 


9.2 




7494170 


gil74941701pir||D71613 GAP domain protein (cyclic nt 
signal transduct.) PFB05 lOw - malaria parasite 
(Plasmodium falciparum) gblAAC71891.1| (AE001399) 
GAP domain protein (cyclic nt signal transduct.) 
[Plasmodium falciparum] 


8.1 


3087 


14590168 


gi|14590168|reflNP_142233.1| hypothetical protein ^ 
[Pyrococcus nonkosnuj piriir 111'* I nypotneucai protein 
PH0237 - Pyrococcus horikoshii dbj|BAA29309.1| 
(APOOOOOl) 230aa Icmg hypothetical protein 
[Pyrococcus horilrashii] 


2.3 


3097 


14326099 


gi|14326099|gblAAK60138. 1IAF365405_1 (AF365405) 
ribosomal protein S14 [Schizosaccharomyces pombe] 


3 



539 



BMSOOOD: <WO_(H14500A2J_> 



wo 02/14500 



PCTAJSOl/25840 





Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Protdns^ 


SEQED 
NO 


ACCESS 
N 


DESCRIPTION 


P VAT TTB 


3098 


2499244 


gi|2499244|sp|Q35140|NU2MNEUCRNADH- 
pir||A25096 NADH dehydrogenase (ubiquinone) (EC 

J. V/Uaui z " i^clirospoia CioSSa IIluOCuOIlunQIl 

emb|CAA27418. I| (X03793) put. URF-2 like protdn 
(aa 1-583) [Neiirospora crassa] 


■ 

8.1 


3101 


113668 


gi|113668|splP239611ALUC_HUMAN III! ALU 
CLASS C WARNING ENTRY Hlf 




3105 


12721131 


gi|12721131|gb|AAK029084|(AE006121)iuikn^ 
[Pasteurella multocida] 


9.2 


3107 


12621134 


gi|12621 134|reflNP_075244.1| MEGF6 [Rattus 
norvegicus] pir||T13954 MEGF6 protem - rat 
dbj|BAA32462.11 (AB011532) MEGF6 [Rattus 

norvegicus] 


2.1 


3108 


1346666 


gi|l J4ooDo|sp|P46305|NB5M_BOVIN NADH- 
UBIQUINONE OXIDOREDUCTASE B15 SUBUNTT 
(COMPLEX I-B15) (CI-B15) pir||S28237 NADH 
dehydrogenase (ubiquinone) (EC 1.6.5.3) chain B15 - 
bovine emb|CAA46107.1| PC64898) B15 subunit of the 
NADH: ubiquinone oxidoreductase craiplex [Bos 
taurus] 


U.4/ 


3111 


462022 


gi|462022|sp|P33948|ERD2JPLAFA ER LUMEN 
risXJ I -bUN Kb X AlNUVu RJECEPTOR pir|)S39609 
ERD2 protein - malaria parasite (Plasmodium 
felciparum) emb|CAA81 128.1| (Z26043) ERD2 
[Plasmodium felciparum] emb|CAA5286Ll| (X74869) 
PFERD2 [Plasmodium falciparum] 


0.95 


3114 


12831427 


gi|128314271gb|AAK02082.1| (AY014401) site-specific 
recombinase IntIA [Listonella pelagia] 


8.3 


- 

3117 


7657530 


gi|7657530|ref|NP_O55248,l| rhabdoid tumor deletion 
region protein 1 [Homo sapiens] ref|XP_009866.1| 
rhabdoid tumor deletion region protein 1 [Homo 
sapiens] ref|XP_037053, 1| rhabdoid tumor deletion 
region protein 1 [Homo sapiens] ^ 
gblAAF02484.1|AF133587J (AF133587) rhabdoid 
tumor deletion region protein 1 [Homo sapiens] 
gb|AAH08986.1|AAH08986 (BC008986) iftabdoid 
tumor deletion region protein 1 [Homo sapiens] 


7.8 


3123 


12083527 { 


gi|120835271gb|AAG48836.1|AC084218_6 
AC084218) similar to Arabidopsis thaliana DNA- 
directed RNA polymerase (EC 2.7.7.6) II laigest chain 
[JDMUl) [Oryzasativa] 


6.9 
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SEQE> 
NO 


ACCESS 
N 


DESCRIPTTON 


P VAT TIP 


3126 


2565 1Q6 


gi|2565196|gb|AAB81938.1|(AF000381)non-finictianal 

■fi^fjifp hinHino i^Trrfpin rHf\mr\ conipnel 
XUiaLC UUlUUig piUiClU i^IxUinu oapiCUdJ 


% ft 


3132 




gi|89238081ref|NP_060941.11 unchaiacterized 
hypothalamus protein HTOlO [Homo sapiens] 
gD|AAro/D4y,l|ArZzUlo4_^l (ArZZUlo4) 
uncharacterized hypothalamus protein HTO 10 [Homo 
sapiensj 




3138 


14755072 


gi|14755072irefpa>_048449.1| hypothetical protrin 
XP_048449 [Homo sapiens] 


9.5 


3141 


IKJoDDK) 1 


gi|1085507|pir||S52306 zinc finger protein 10 - mouse 
emb|CAA85283,l| (Z36270) GC Binding Protein - 23b 
[ivius muscuxusj 


o./ 


3142 




8i|4417278|gb|AAD20403.1| (AC007019) unknown 
protein [Aiabidopsis thaliana] 


2.8 


3148 


12084884 


gi|12084884trefINPJ)73349.1| UL54 post-translalional 
gene regulation protein [Meleagrid heipesvirus I] 
gb|AAG45793.1|AF291866„60 (AF291866) UL54 post- 
translational gene regulation protein [Meleagrid 
herpesvirus 1] 


8J. 


3151 




gi|13i222(J4|emblCAB89584.2| (AL354512) possible 
non-canonical ubiquitin conjugating enzyme 1 
[Leishmama major] 




3153 


418745 


gi|4l8745|pir||S34959 NADH dehydrogenase 
(ubiquinone) (EC 1.6.5.3) chain 4 • Crithidia oncopeiti 
mitochondrion emb|CAA39491.1| (X56015) NADH 
dehydrogenase subunit 4 [Cn^dia oncopeiti] 


1 


3157 


6015766 


gil6015766|emblCAB57593.11 (¥18930) hypothetical 

protein [Sulfolobus solfetaricus] 


7.7 


3162 


6983867 


gi|o9o3o67|abj(BAA9uoU2.1| (ArOOlloo) bmularto 
putative salt-inducible protein (AC006248) [Oiyza 
sativa] 


2.8 


3163 


11467948 


mil l2lA70^ft)cn)nA^^n^}PP11 A PATH QOTTAT T7TJT5 

MONOOXYGENASE 1,1 (SQUALENE E^OXIDASE 
1,1) (SE 1,1) dbjPAB08406.1| (AB016883) squalene 
monooxygenase [Arabidopsis thaliana] 


6.1 


3167 


3461813 


gi|34618131gbIAAC32907.1| (AC004138) putative 
aucrose-proton symporter [Arabidopsis Ifaaliana] 
embICAB92307.1| (AJ289I65) sucrose transporter 
[Arabidopsis thaUana] 


4.4 
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SEQE) 
NO 
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N 


DESCRIFnON 


P VALUE 


3168 


6753576 


gil6753576|reflNP_034128.1| cytochrome P450, 2bl0, 
phenobarbhol inducible, type b [Mus muscuhis] 
sp|P12791|CPBA_MOUSE CYTOCHROME P450 
2B10 (CYPHBIO) (TESTOSTERONE 16-ALPHA 
HYDROXYLASE) (P450-16-ALPHA) (CLONE 
PF3/46) pir||B3 1047 testosterone 16alpha-hydioxylase 
(EC 1.14.14.-) cytochrome P450 2B10 - mouse 
gb|AAA40425.1| (M21856) testosterone 16-alpha- 
hydro^o'lase [Mus musculus] 


• 

7.6 


3174 


585811 


gil58581 l|sp|Q08517|REFR_SPVKA RIFAMPICIN 
RESISTANCE PROTEIN (62 KD PROTEIN) 
gb|AAA16176.1| (L22012) ORF HIL [Swinepox virus] 


6.9 


3176 


14714688 


gi|14714688|gb|AAH10485.1|AAH10485 (BC010485) 
Unknown (protein for MGC:7224) [Mus musculus] 


2.1 


3178 


10047191 


gi|10047I91|dbj|BAB13389.1| (AB046783) KIAA1563 
protein [Homo sapiens] 


4E-26 


3180 


6324246 


gi|6324246|rBflNP_014316.1| YnI083wp 
[Saccharomyces cerevisiae] pirl|S57539 probable 
membrane protein YNL083w - yeast (Sacdiaromyces 
cerevisiae) emb|CAA61427.1| (X89016) ORFN2312 
[Saccharomyces cerevisiae] emb|CAA95958.1| 
(Z71359) ORF YNL083w [Saccharomyces cerevisiae] 


0.24 


3184 


7494290 


gi|7494290lpirllC71618 hypotiietical protein PFB0315w 
malaria parasite (Plasmodium feldparum) 
gblAAC71852.1| (AE001386) hypothetical prolan 
[Plasmodiiun &lcipaium] 


0.084 


3185 


6754948 


gil6754948|rcfINP_036089. 1) origin recogrition 
complex, subunit 5 homolog (S. cerevisiae); mouse 
origin recognition.complex 5 [Mus musculus] 
sp|Q9WUV0|ORC5_MOUSE ORIGIN 
RECOGNITION COMPLEX SUBUNIT 5 
emb|CAB43767.1| (AJ007360) 0RC5-related protein 
[Mus musculus] gb|AAH06927.1|AAH06927 
(BC006927) origin recc^nition complex, subunit 5 
homolog (S. cerevisiae) [Mus musculus] 


8.5 


3199 


7295489 


gi|7295489|gb|AAF50803.1| (AE003567) CG10671 
gene product [Drosophila melanogaster] 


4.3 
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Table 3B Nearest Neighbor (BlaslX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 




p VALUE 


3203 


14741894 


gi|14741894|reflXP__.049656.1| hypothetical protein 
XP_049656 [Homo sapiens] 


4 


3208 




giI14520989lref|NP_126464.1| hypothetical protein 
TPyrococcus abyssi] pirl|F75122 hypothetical protein 
PAB1844 - Pyrococcus abyssi (strain Orsay) 
emblCAB49695.11 (AJ248285) hypothetical protein 

J: yrococwua aoysaij 


4 1 


3210 




gi|991 1016|sp|P76543IYFFL_ECOU 
HYPOTHETICAL 25,1 KDA PROTEIN IN EuTB- 
EUTH INTERGENIC REGION pir||B65019 
hypothetical protein b2443 - Escberichia coli (strain K- 
12) gblAAC75496.1| (AE000331) or^ hypothetical 
protein i^cscnencnia con jvizj 


7 0 


3211 


9626990 


gi|9626990|ref|NP_056868.1| No definition line found 
gb|AAB92648.1| (AF035403) No definition line found 
[Turnip yellow mosaic virus] 


3.7 


3213 


7504416 


gi|7504416|pir|IT16477 hypothetical protein F56D2.5 - 
Caenorhabditis elegans gb|AAB52683.11 (U13644) 
r^oUZ.j gene proouct [caenomaoaius eiegansj 






V 

14746120 


gi|14746120|refpa>_005163.2| cadherin 17, LI cadherin 
(liver-intestine) [Homo sapiens] refpCP_043524.1I 
cadherin 17, LI cadherin (Liver-intestine) [Homo 
sapiens] 


1E-I8 


3217 


9366835 


gi|93668351emb|CAB95597.I| (AL359782) hypothetical 
protein, CHRL368 [Trypanosoma brucd] 


4.1 


3218 


6272295 


gi|6272295|gb|AAF06072. 1|AF072715 J (AF072715) 
unknown [Mycoplasma mycoides subsp. capri] 


0.17 


3220 


7293488 


gene product [Drosophila melanogaster] 


2.8 


3223 


7662432 


gi|7662432|refiNP_055769.1j KIAA0985 protein [Homo 
Rftniensi reSSCP 007006 31 KIAA09SS nrotein FHomo 
sapiens] sp|Q9Y2J0IRP3A_HUMAN RABPHILIN-3A 
dbj|BAA76829.1| {AB023202) KIAA0985 protein 
[Homo sapiens] 


0.18 


3225 


7504860 


gi|75048601pirl|T33299 hypothetical protein H05B21.4 - 
Caenorh^ibditis elegans gb|AAC17764.11 (AF068717) 
Hypothetical protein H05B21.4 [Caoiorhabditis 
cleans] 


3.7 



543 



BNSDOCID: <W0 0214500A2J.> 



wo 02/14500 



PCTAJSOl/25840 





Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQE> 
NO 


ACCESS 
N 




T> \7 Kt TIT? 

Y VALUE 


3226 


6708056 


gi|6708056|gb|AAF25780.1|AF163311_l(AF16331I) 
Kall.2 [Daniorerio] 


2.5 


3229 


U*r / jOy / 


gi|13473697|reflNP_105265.1| acyl-CoA thioesterase 
[MesOThizobium loti] dbj|BAB51051.1| (AP003004) 

acyl-CoA thioesterase [Mesorhizobium loti] 


5.4 


3230 


12964703 


gi|12964703|gb|AAKl 1280.1|AF315035 J (AF3 15035) 
phosphocholine cyddylyltransferase [Plasmodium 
felcipaium] 


2.1 


3231 


7521951 


gi|7521951|pir||T30180 hypothetical protein - 
Shewanella sp gb|AAB81 120.1 1 (U73935) unknown 

[ShewaneUa sp. SCRC-2738] 


6 


3232 


3249620 


gi|iz4yo20|gD|AAC24120.1| (Ar067182) IDI-2 
precursor [Podospora anserina] 


3.1 


3233 




gi|7493 160|pir||T40507 probable vacuolar protein 
sorting-associated pro tein - fission yeast 
(Schizosaccharomyces pombe) emb|CAA20730.1| 
(AL03 1534) putative vacuolar protein sorting- 
associated protein [Schizosaccharomyces pombe] 


5.5 


3237 


n A /TO ooo 

/4ozo2z 


gi|7462822|pir||C72269 hypothetical protein TM1297 - 
Thermotoga maritima (strain MSB8) 
gbIAAD36371.1|AE001785_2 (AE001785) 
oxidoreductase, putative [ThermotQga mantima] 


5.5 


3241 


1531651 


gill531651|gb|AAC61662.1| (U67083) KRAB-zinc 
finger proteiti KZF-2 [Rattus norvegicus] 


4.6 


3247 


2118405 


gi|21 18405|pir||I51018 cobra venom factor precursor - 
monocled cobra gb|AAA68989. 1| (U09969) cobra 
venom factor precursor [Naja naja] 


9.2 


3253 


11499508 


gilll499508|reqNPJ)70749.1| LSU nbosomal protem 
L4P (rpl4P) [Archaeoglobus fulgidus] 
sp|028355|RL4_ARCFU 50S RIBOSOMAL 
PROTEIN L4/L1E pirl|C69490 LSU ribosomal protem 
L4P (rpI4P) homolog - Archaeoglobus fulgidus 
gb|AAB89332. 1| (AE000971) LSU ribosomal protem 
L4P (rpl4P) [Archaeoglobus fulgidus] 


2.9 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3258 


461509 


gi|461509|sp|Q03045|AMYG_HORRE 
GLUCOAMYLASE P PRECURSOR (GLUCAN 1,4- 
ALPHA-GLUCOSIDASE) (1,4.ALPHA-D-GLUCAN 
uLUCUHYLiKULrAdJb) pir||o3^yuo giucaD 1,4-aipna- 
glucosidase (EC 3.2.1.3) P precursor - creosote fungus 
emb|CAA47945.1| (X67708) 1, 4-alpha-D-glucan 

glUC0nyCir0iaS6j glUCau X,*f<'a,ipila~glUCOSlUaaC 

[Amorphothecaresinae] emb|CAA48243.1| CX68143) 
glucan 1,4-alpha-glucosidase [Amorphotiieca resinae] 
rjrflll907167A ^ucoamvlase P rAmorDhotfaeca resiisael 
prf||21 13213A glucoamylase P [Amoiphotheca tesinae] 


5.8 


3260 


5817900 


gi|5817900lgb|AAD52976.1| (AF176771) reverse 
transcriptase (Human immunodeficiency virus type 2] 


6.1 


3262 


12804147 


gill2804147|gblAAH02928.1|AAH02928 (BC002928) 
Unknown (protein for MGC: 1 1357) [Homo sapiais] 


3E-14 


3266 


6323756 


gi|6323756|reflNP,013827.1| myosin I; Myo5p 
[Saccharomyces cerevisiae] splQ04439|yMZ9_YEAST 
HYrUlrlbllCAL MYUolN-LlrJi rKUllillN UN 

E-V2-ADE17 INTERGENIC REGION pir||S54570 
proDaDie memDrane protein iMiviuyw - yeast 
(Saccharomyces cerevisiae) emb|CAA89745.1| 
(Z49702) unknown [Saccharomyces cerevisiae] 
gb|AAB37419. 1| MyoSp»actin patdi localized myosin I 
variant/MY05 product [Saccharomyces 
cerevisiae=yeast. Peptide 1219 aa] 


0.24 


3271 


12848866 


gi|12848866|dbj|BAB28115.1| (AK012246) putative 
[Mus musculus] 


0.011 ' 


3273 


47^8842 


gi|4758842(refpiP_004551.1| receptor tyrosine kinase- 
like orphan receptor 2; Ror2; neurotrophic tyrosine 
kina<:e recentor-related 2 FHomo saniensi 
sp|Q019741ROR2_HUMAN TYROSINE-PROTEIN 
KINASE TRANSMEMBRANE RECEPTOR R0R2 
PRECURSOR (NEUROTROPHIC TYROSINE 
KINASE, RECEPTOR-RELATED 2) pirl[B45082 
neurotrophic receptor roi2 precursor - human 
gb|AAA60276.1| (M97639) transmembrane recq>tor 
jHomo sapietis] 


5.6 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteiiis) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3274 


913140 


gi|913140|gb|AAB33486.1| ARK2 pioduct/receptor-like 
serine/ttiFeonine protein kinase ARK2 [Arabidqpsis 
thaliana, Columbia, Peptide, 850 aa] 


1.7 


3276 


11357726 


gill 1357726|pirl|T5 1437 hypothetical protein F2G14_40 
- Arabidopsis thaliana emb|CAC01811.1| (AL391146) 
putative protein [Arabidopsis thaliana] 
gb|AAK49610.1|AF372894_l (AF372894) 
ATSgl4920/F2G14 40 [Arabidopsis tiialisma] 
gb|AAK74054.1| (AY045696) AT5gl4920/F2G14_40 
[Arabidopsis thaliana] 


2 


OZ/ / 


7511204 


gi|7511204|pirllT27899 hypothetical protein ZK546.5 - 
Caenorhabditis elegans gb|AAA68738.1| (U29380) 
Hypothetical protein ZKS46.S [Caenorhabditis elegans] 


3.4 


3279 


7492154 


gil7492154|pir||T38426 major facilitator protein 
homolog - fission yeast (Schizosaccharomyces pombe) 


6 


3285 


14764251 


gi|14764251|reflXP_01i989.3| ELKL motif kinase^ 1 
isofonn a [Homo sapiens] 


9E-18 




126686 


gi|126686|sp|P27424|MGPl BOVIN MICROFIBRIL- 
ASSOCIATED GLYCOPROTEIN PRECURSOR 
(MAGP) (MAGP-1) (TROPOELASTIN-BINDING 
PROTEIN) pir||A54151 microfibriltassociated 
glycoprotein precursor - bovine gb|AAA62715.11 
(M59851) microfibril-associated glycoprotein [Bos 
taurus] gb|AAB29686.1| (S68064) microfibril- 
associated glycoprotein, MAGP=tropoelastm-binding 
protein [cattle. Peptic Partial, 183 aa] ^os taurus] 


5.4 


3293 


13622462 


gi| 1 J t>zz4oz|gD|/VAiv34 1 o 1 . X 1 ^Abuuo? li) conscrveu 
hypothetical protein [Strqptococcus pyogenes Ml GAS] 


6 


3295 


7523494 


gi|7523494|dbj|BAA94222.1| (AP001633) hypothetical 
protein [Oryza sativa] 


0.16 


3301 


5815436 


gi|5815436|gb|AAD52672.1lAF178772_l(AF178772) 
S)8kDa HDM allergen [Dermatpphagoides ferinae] 


8.3 
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Table 3B Nearest Neighbor (BlastX vs. Non-Rcdundant Proteins) 


SEQID 
NO 


ACCESS 1 
N 


DESCRIPTION 


P VALUE 


. 3302 


7522146 


gi|7522146|pir|rn7467 rifemycin polyketide synthase 
modules 9-10 - Amycolatopsis mediterranei 
emblCAAl 1039.11 (AJ223012) rifemycin pol>icetide 
synthase, type 1 [Amycolatopsis mediterranei] , 
gb|AAC01714.I| (AF040570) poljio^e synthase 
[Amycolatopsis mediterranei] 


8.5 


3313 


14737876 


gill4737876|refpa>_03 1833.11 collagen, type V, alpha 1 
[Homo sapiens] 


9.6 


3316 


10092673 


giil0092673|refiNP_064709.1| hypothetical protein 
[Homo sapiens] refpQP_048065.1| hypothetical proton 
[Homo sapiens] gb|AAC24312.1| (AC004382) 
Unknown gene product [Homo sapiens] 


0.000002 


3317 


135937 ' 


gi|135937|sp|P04924|TNFA_RABIT TUMOR 
NECROSIS FACTOR PRECURSOR (TNF-ALPHA) 
(CACHECTIN) gb|AAA31482.1| (M12846) tunaor 
necrosis &ctor [Oiyctolagus cuniculus] 
gb|AAA3 1484.11 (M60340) tumor necrosis factor 
[Oiyctol^s cuniculus] 


8.2 


3318 


11282039 


gi|112820391pirl|C82096 aminoacyl-histidine dipeptidase 
VC2279 [imported] - Vibrio cholerae (group 01 strain 
N16961) gb|AAF95423.1| (AB004299) aminoacyl- 
histidine dipeptidase [Vibrio cholerae] 


0.73 


3320 


11360605 


gill 1360605|pir||A81752 conserved hypothetical protein 
TC0009 [imported] - Chlamydia muridarum (strain 
Nigg) gb|A>U'38902.1| (AE002269) conserved 
hypothetical protein [Chlamydia muridarum] 


9.2 


3321 


7491033 


gt|7491033|pirl[r38495 hypothetical protdn 
SPAC29B12.07 - fission yeast (Sduzosacchaiomyces 
pombe) 


0.46 


3322 


102425 


gi|102425|pirlp41 132 collagen-related protein 2 - Hydra 
magnipapillata (fragment) pir||S21930 mini-coUagai - 
Hydra sp emb|CAA43380.1| 0(61046) mini-collagen 
[Hydra sp.] 


0.99 


3328 


7507644 


giI7507644|pir||T25887 hypothetical protein T10H10.2 - 
Caenorhabditis elegans gblAAB37989.1| (U80848) 
T10H10.2 gene product [Caenorhabditis cleans] 


4.3 



547 



.0214500A2J_> 



wo 02/14500 



PCT/USOl/25840 





Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 




P VAT TTP 


3331 


3738325 


gi|3738325|gb|AAC63666.1| (AC005170) cycHc 

11 uv/icuuuc auu cajjnoauiiii'~rcguiai6u ion ciisiuici 
[Arabidopsis thaliana] 


9.1 


3332 


8978523 


gi|8978523|dbj|BAA98360.1| (AP002545) CT147 
hypothetical protein [Chlamydophila pneumoniae J138] 


8.3 


3337 


12382001 


protein [Oryza sativa] 


2.6 


3338 




gi|l 1466493|refINP_038196.1| cytochrome c oxidase 
subunit 3 [Chiysodidymus synuroideus] 
gblAAF36962.1|AF222718 J6 (AF222718) cytodurome 

V UAlUoaC aUDULUi J |_%^IUjralKUuyiIlUa SjIlUrOlUCllSJ 




3339 


7475952 


gi|7475952|pir||H69754 two-component sensor histidine 
kinase hamolpg yccG - Bacillus subtilis 
dbj|BAA22234.1| (AB000617) YccG [BaciUus subtilis] 
emuj i zuo / . 1 1 ivj) smuiar lo iwo-componem 
sensor histidine kinase [YccH] [Bacillus subtilis] 


5.9 


3344 


340613 


gi|3406131gb|AAA31881.11 {L07545) A V was inserted 
after nt 369 (=nt 10459 in genomic sequence (M10126)) 
to correct -1 frameshift probably due to gel compression 
[Leishmania tarentolae] 


1.4 


3345 


10121788 


gi|10121788|gb|AAG13373.1| (AF268180) polyprotein 
[bovine viral diarrhea virus type 2] 


5.4 


3346 




gi|3641252!gb|AAC36318.1| (AF053127) leucine-rich 

rpnfi>r\tnrJ\i\rp •nrotpin IrinocA PV^siliic v HrtrriAC+inal 
ivvvpiUX UJvv UlLUClXl JSJLiictoC [^lVXalll2> A. VIUl llCo UwClJ 


0 40 


3347 


6226170 


gi|6226170|sp|O67271|SYE_AQUAE GLUTAMYL- 
TRNA SYNTHETASE (GLUTAMATE-TRNA 
LIGASE) (GLURS) pir||D70405 glutamate-tRNA 

1isa<:e (T*Xl 6 1 1 17^ - Aaiiifev aenliam 

gb|AAC07230.1| (AE000729) glutamyl-«NA 

synthetase [Aquifex aeolicus] 


3 


3348 


2127912 


gi|2127912|pir||B64428 formate hydrogenlyase, subunit 
5 - Methanococcus jannaschii gblAAB9903Ll| 
(U6754S) formate hydrogenlyase, subunit 5 
[Methanococcus jannaschii] 


2.9 
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rable 3B Nearest Ndghbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3351 


7507391 


gi|7507391Ipiil|T24665 hypotbetical proton T07F10.4 - 
Caenorhabditis elegans emblCAB01241.1| (Z77669) 
predicted usmg.Genefiiider~Siimlarity to Human mRNA 
(iCIAA0033) (TR:G436224) [Caenoibabditis degans] 


6.3 


3355 


7476137 


gi|7476137|pir||A70989 hypotbetical glycine-rich protein 
Rvl768 - Mycobacterium tuberculosis (strain H37RV) 
emblCAB09311.1| (Z95890) PE_PGRS 
[Mycobacterium tuberculosis] 


4.1 


3359 


6782280 


gi|6782280Iemb|CAB70102.11 (AL132949) Y53F4B.7 
[Caenoiliabditis elegans] emb|CAB70113.2| 

(ALl 32949) Y53F4B.26 [Caenorhabditis elegans] 


5.6 


3361 


14133241 


gi|14133241|dbj|BAA86438.2i (AB032950) KIAA1124 
protein {Homo sapiens] 


0.28 


3362 


117000 


gi|117000Isp|P04371|COXl_TRYBB CYTOCHROME 
C OXIDASE POLYPEPTIDE I pir||ODUTMB 
cytodirome-c oxidase (EC 1.9.3.1) diain I - 
Trypanosoma brucei mitochondrion gbtAAB59223.1| 
(M14820) cytochrome c oxidase subimit I 
[Trypanosoma brucei] emb|CAB57806.1| CX01094)put. 
gene for cytodirome c oxidase subunit I gene 
[Trypanosoma bniceQ 


1.7 


3369 


2072972 


gi!20729721gblAAC51276.1| (U93572) putative pl50 
[Homo sapiens] 


0.000008 


3371 


13476092 


gill3476092lreflNP_107662.1| ABC transports 
permease protein [Mesoibizobium lod] 
dbj|BAB53448.11 (AP003011) ABC transporter 
permease protein [Mesorhizobium loti] 


0.43 


3372 


13385538 


gi|133855381reflNP_080316.1| REKEN cDNA 
2810036K01 gene (Mus musculus] dbj|BAB28520.1| 
(AK012865) putative [Mus musculus] 


2E-58 


3376 


14765434 


gill4765434|reflXP_030354. 1| similar to, KIAA0220 
protein (H. sapiens) [Homo sapiens] 


8 


3393 


10641134 


gi|10641 134|dbj|BAB16313.1| (AB049587) fork 
head/HNF-3 homologue [Ciona savigigd] 


9.2 


3396 


11358605 


gi|l 1358605|pirl|T49882 pectin methyl-esterase-like 
protein • Arabidopsis tbaliana emb|CAB87932.1| 
(AL163912) pectin methyl-esterase-like protein 
[Arabidopsis tbaliana) 


4.1 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3397 


4493932 


gi|4493932|emb|CAB38968.1| (AL034SS6) 
Hypothetical protein, PFC0580c pPIasmodium 
falciparum] 


7 


3400 


11496667 


gi|11496667|refINP_045466.1i conserved hypothetical 
protein [Borrelia burgdorferi] pir||F70231 conserved 
hypothetical protein BBG06 - Lyme disease spirochete 
plasmid G/lp28-2 gb|AAC66054.1| (AE000786) 
conserved hypothetical protein [Borrelia burgdorferi] 


7.3 


3403 


7020787 


gil7020787|dbjIBAA91274.1| (AK000589) unnamed 
protein product [Homo sapiens] 


5E-19 


3404 


12045115 


gi|12045115|reflNP_072926.1| lipoprotein, putative 
[Mycoplasma genitalium] sp|P47502|Y260_MYCGE 
HYPOTHETICAL LP OPROTEIN MG260 
PRECURSOR pirl|G64228 hypothetical protein 
homolog MG260 • Mycoplasma genitalium 
gblAAC71481.1| (U39705) lipoprotein, putative 
[Mycoplasma genitalium] 


3.4 


3407 


13959004 


gi|13959004|gb|AAK51055.1|AF361075_2(AF361075) 
UL24 [Canine herpesvirus] 


0.89 


3408 


13814730 


gi|138147301gb|AAK41724.1| (AE006765) Hypothetical 
protein [Sulfolobus solfataricus] 


9.1 


3415 


12744896 


gi|12744896|gb|AAK06840.1|AF329637J(AF329637) 
mitofusin 1 precursor [Homo sapiens] 


0.16 


3416 


8922500 


gi|8922500|refINP_060600.1| hypothetical protein 
FU10539 [Homo sapiras] dbj|BAA91669.1| 
(AK001401) unnamed protein product [Homo sapiens] 


7.1 


3418 


6635084 


gi|6635084|emb|CAB64573.1| (AL135930) hypothetical 
protein L4738.02 [Leishmania major] 


3.5 


3419 


296559 


gi|296559|emblCAA49925.1| (X70529) ORF YBR1730 
[Saccharomyces cerevisiae] 


0.42 


04iiZ 


5579432 


gi|55794321gb|AAD45553,l|U70376_18(U70376) 
SpcH [Streptomyces netropsis] 


6.3 


3423 


11466493 


gi|11466493|refjNP_038196.1I cytochrome c oxidase 
subuiut 3 [Chrysodidymus synuroideus] 
gb|AAF36962.1|AF222718_36 (AF222718) cytodirome 
c oxidase subunit 3 [Chrysodidymus synuroideus] 


6 


3424 


1084985 


gi|10849851pir||S5 1908 ciyptogene protein G1(ND9) - 
Leishmania tarentolae (strain LEM125) 


6.6 


3426 


8778413 


gi|8778413|gb|AAF79421 . 11AC025808_3 (AC025808) 
F18014.6 [Arabidopsis tbaliana] 


4.2 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3430 


1 

13992688 


gi|13992688|gb|AAK5 1582.1|AC022352_18 
;AC022352) Putative retroelement [Oiyza sativa] 


9.3 


3431 


9280694 


gi|9280694|gb|AAF86563.1|AC069252_22(AC069252) 
F2E2.6 [Arabidopsis thaliana] 


3.3 


3437 


4115918 


gi|4115918|gblAAD03429.1| (AF118222) similar to 
nascent polypeptide associated c<niq>Iex alpha diain 
Arabidopsis tiialiana] ' 


4.4 


3438 


7433244 


gil7433244|pir||T01751 gibberellin 20-oxidase - common 
tobacco dbj|BAA31690.1| (AB016084)Ntcl6 
Nicotiana tabacum] 


1.2 


3439 


3978489 


gi|3978489|gb|AAC83366. 1| (AF092918) unknown 
[Pseudomonas alcaligenes] 


8.5 


3441 


7506359 


Bil7506359birllT23969 hvDOtbetical tnotran R06C7.5 - 

Caenorhabditis elegans emb|CAA95843.1| (Z71266) 
Similarity to Human adenylosuccinate lyase 
(S W:PUR8 JIUMAN), contains similarity to Pfem 
domain: PF00206 (Lyase), Score=165.2, E-value=3.5e- 
46, N=l'-cDNA EST EMBL:Z14522 comes from this 
gene-cDNA EST yk67g5.3 comes fromtbis 
gene-cDNA EST yk67g5> 


V 

5.9 


3443 


12852662 


giI12852662|dbj|BAB29494.1| (AK014667) putative 
[Mus musculus] 


2E-28 


3448 


9256527 


gil9256527|ref|NP_06 1764 . 1 1 ceroid-lipofuscinosis, 
neuronal 8 (epilepsy, progressive with mental 
retardation) [Homo sapiens] 
gb|AAF13115.1|AF123757J (AF123757) putative 
transmembrane protein [Homo sapiens] 
BblAAF13116 1IAF123758 1 (AF123758) putative 
transmembrane protein [Homo sapiens] 
gb|AAF13117.11AF123759_l (AF 123759) putative 
transmembrane protein OHomo sapiens] - 
gblAAF13118.11AF123760_l (AF 123760) putative ^ 
transmembrane protein [Homo sapiens] 
gb|AAF13119.1|AF123761_l (AF123761) putative 
transmembrane protein (Homo sq)iens] 


2,7 


3457 


7705167 


gi|7705167|gblAAC60545.21 (S54379) sucrose- 
phosphate synthase; SPS [Spinacia oleracea] 


8.6 


3461 


10179322 


gi|10179322|dbjlBAB13673.1| (AB041350) type IV 
collagen alpha 5 chain (Mus musculus] 


0.25 


3462 


13882453 


gill3882453|gblAAK47018.1| (AE007102) hypothetical 
protein [Mycobacterium tuberculosis CDC1551] 


3.6 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


PVALUE 


3466 




gi|2499996|sp|Q45298|PTGA_CORGLPTS SYSTBN4, 
GLUCOSE-SPECIFIC IIABC COMPONENT 
(EIIABC-GLC) (GLUCOSE-PERMEASE IIABC 
COMPONENT) (PHOSPHOTRANSFERASE 
ENZYME n, ABC COMPONENT) (En-GLC/EDI- 
GLC) gb|AAA22992.1| (LI 8875) phosphoenolpyravate 
sugar phosphotransferase [Corynebacterium 
glutairucum] 


1 

Q Q 


3467 


7503384 


gi|7503384|pir|lT31714 probable zinc proteinase (EC 
3.4.24.-) F44E7.4 - Caenorhabditis elegans 
gb|AAC25789.1| (AF016421) Hypothetical protein 
F44E7.4 [Caenorhabditis elegans] 


5,1 


3472 


225485 


gi|22548S|prf||1304284B beejin [Dictyostelium 
discoideum] 


5 


3482 


7302644 


gi|7302644|gblAAF57724.11 (AE003800) ^ gene 
product [Drosophila melanpgaster] 


0.19 




3121914 


gi|3121914|spIQ37679|COX3_THEAN 
CYTOCHROME C OXIDASE POLYPEPTIDE ffl 
gb|AAA7363I.l| (U32225) cytodirome oxidase 
polypeptide m [Theileria annulata] 


6.9 


3489 


1351243 


gi|1351243|sp|P47749|THRR.XENLA THROMBIN 
RECEPTOR PRECURSOR pir||I5 1667 thrombin 
receptor - African clawed frog gb|AAA18498.1| 
(Uu9o32) thrombm receptor [Aenopus laevisj 




3491 


12517831 


gi|12517831|gb|AAG58344.1|AE005549J(AE005549) 
aerobic respiration sensor-response protein; histidine 
protein kinase/phosphatase, sensor for arcA 
[Eschenchia coh 0157:H7 EDL933] dbjlBAB37512.1| 
(AP002S64) aerobic respiration sensor-response protein 
[Escnencnia coli 0157:rl7J 


o - 
o.y 


3492 


2240037 


gi|2240037|gb|AAB66910.1| (AF005356) integrin 
subunit betaCnl [Acropora millepora] 


5.5 


3494 


14742385 


. 

gi|147423851refIXP_046349.1l 33219 [Homo sapiens] 


4.6 


3501 


12847027 


gi(izo*f /uz /|aDj]i3/vDZ/*fuo.i| {/wMiiiij) puianvc 
[Mus musculus] 


5.6 


3505 


1763691 


gi|1763691|gb|AAB39835.1t (U72048) glycoprotein 
[Classical swme fever virus] 


1.2 


3507 


13470696 


gi|13470696|reflNPJ 02265.11 unknown protein 
[Mesorhizobium loti] dbj|BAB48051.1| (AP002994) 
unknown protein [Mesorhizobium loti] 


5.1 
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Table SB Nearest Neighbor (BlastX vs. Non-Redundant Protems) 


SEQID 
NO 


ACCESS 

"M 
IN 




P VAT TIP 


3511 


7706335 


gi|7706335|reflNP_057140.1| CGI-1 19 protein [Homo 
sapiens] gblAAD34114.1|AF151877_l (AF151877) 
CGl-1 19 protein [Homo sapiens] 


2.3 


3512 


13812236 


gi|13812236|ref]NP_l 13367.11 hypothetical protein 
[Guillardiatheta] gb|AAK39923.1|AF165818J31 
(AF165818) hypodietical protein [Guillaidia theta] 


2.4 


3513 


7510320 


gi|7510320|pirHT33571 hypothetical protein Y59C2A.2 - 
Caenorhabditis elegans gb|AAC68742.1| (AF099003) 

Y59C2A.2 gene product [Caenorhaoaitis elegans] , 


0.37 


3517 


12724149 


gi|12724149|gb|AAK05281,l|AE006350_8(AE006350) 
HYPOTHETICAL PROTEIN [Lactococcus lactis 
subsp. lactis] 


1.7 


3519 


2342679 


gi|2342679|gb|AAB70402.1| (AC000106) Similar to 
Vicia sativa ENBPl (gbpC95995). [Arabidopsis 
tfaaliana] 


5.2 


3520 


7305389 


gi|73053891ref|NPj038658.1| polycystic kidney disease 
1 homolog; polycystin-1 [Mus musculus] 
gb|AAC53207.1| (U70209) polycystic kidney disease 1 
protein [Mus musculus] 




3523 


1353257 


gi|1353257|gblAAB06234.1| (U26665) dimethyl 
sulphoxide reductase subunit B [Haemophilus 
influenzae] 


3.9 


3524 


14794474 


gi|14794474|gb|AAK73355.1|AF390546_l (AF390546) 
gut-enriched kruppel-like factor [Rattus norvegicus] 


0.47 


3527 


7510320 


gi|75 10320|pir||T33571 hypothetical protein Y59C2A.2 - 
Caenorhabditis elegans gbIAAC68742,l| (AF099003) 
Y59C2A.2 gene product [Caenorhabditis elegans] 


0.89 


3530 


10173181 


gi|101731811dbjlBAB04286J| (AP001509) nickd 
transport system (nickel-bmding protein) [Bacillus 
halodurans] 




- 

3531 


7442453 


gil7442453|pir|lG72215 oligopeptide ABC transporter, 
permease protein - Thermotoga maritima (strain MSB8) 

/vUlA A'n'?/;^!'^ lIAPnmRl^ S ^APnOlRT^^ nliannpntiHp 
go [ AAI-/ J Do U . 1 |/vDUU 1 0 1 lOU) Ull^upCj/UUw 

ABC transporter, permease protein [Thermotoga 
znaxitima] 


8.7 


3532 


11136027 


gill 1 136027|sp|O88553|ZF37_RAT ZINC FINGER 
PROTEIN 37 (ZFP-37) gblAAC24590.1| (AF072439) 
zinc-finger protein-37; ZFP-37 [Rattus norvegicus] 


1.8 
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rable 3B Nearest Neighbor (BlastX vs. Non-Redimdant Proteins) 


SEQID 
NO 


ACCESS 
N 


DboCRir IIUJN 


X% \7AT TTC 


3538 


14732500 


gi|14732500|refpCP_041698.1| hypothetical protein 
FLJ10904 [Homo s^iens] refpaP_041699.1| 50659 
[Homo sapiens] 


8.5 


3540 


7438506 


gil7438506|pir|lT09963 mitosis-specific cyclin B-type - 
Madagascar periwinkle dbj|BAA2041 (D86386) B- 
type cyclin [Catharanthus roseus] 


0.73 


3541 


7495199 


gi|7495199|pir||T31857 hypothetical protein C02E7.14 - 
Caenoihabdits elegans gb|AAC24171.1| (AF016446) 
Hypothetical protein C02E7.14 [Caenorhabditis 
elegans] 


4.9 


3542 


162223 


gill62223|gb|AAA30233.1| (M27163) KNA polymerase 
EH [Trypanosoma brucd] 


4.9 


3546 


6635084 


gil6635084|emb|CAB64573.11 (AL135930) hypothetical 
protein L4738.02 [Leishmania major] 


2.7 


3549 


13095647 


gi|13095647|ref|NP_076562.1| unknown [Bovine 
heipesvirus 4] gb|AAK07989.1|AF3 18573^69 
(AF3 18573) unknown [Bovine herpesvirus 4] 


6.9 


3551 


1 1359423 


gi|l 1359423|pir||T48729 hypothetical protem 8D4.30 
[imported] -Neurospora crassa emb|CAB88545.1| 
(AL353819) conserved hypothetical protein 
[Neurospora crassa] 




3556 


13241881 


gill3241881|gblAAK16450.1| (AF327992) cytochrome 
oxidase subunit I [Platycryptus undatus] 


9.7 


3562 


4589564 


gi|4589564|dbj|BAA76804.1| (AB023177) KIAA0960 
protein [Homo sapiens] 


4.8 


3563 


7486330 


gi|7486330|pir||T05 1 13 hypothetical protein 
F28M20.240 - Arabidopsis thaliana embICAA19766.1| 
(AL031004) putative protein [Arabidopsis thaliana] 
emblCAB79875.1| (AL161579) putative protein 
[Arabidopsis thaliana] 


8.3 


3569 


118965 


gi|l 18965|sp|P23098pYHC_TRIGR DYNEIN BETA 
CHAIN, CILIARY pirllS17653 dynein beta heavy 
chain, ciliary - sea urchin (Tripneustes gratilla) 
emD|i^AA42i /u.ij neia neavy cnam oi outer- 
arm axonemal dynein ATPase [Tripneustes gratilla] 
prf||1714372A dynein:SUBUNIT=beta heavy diain 
[Tripneustes gratilla] 


7.7 


3571 


7662078 


gi|7662078|ref]NP_055454.1| KIAA0372 gene product 
[Homo sapiens] dbj|BAA20827.1| (AB002370) 
KIAA0372 [Homo salens] 


5E-65 
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Table SB Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


PVALUE 


3576 


5803098 


gi|5803098|reflNP_006757,l| zinc finger protein 220; 
VIonoeytic leukemia zinc finger protein [Homo ssqpieos] 
sp|Q92794|MOZ_Hl)MAN MONOCYTIC 
^EUKEMIA ZINC FINGER PROTEIN (ZINL 
FINGER PROTEIN 220) gb|AAC50662.1| (U47742) 
monocytic leukaemia zinc finger protein [Homo sapiens] 


4.6 


3582 


9964384 


gil99643841reflNPJ)64852.1| AMV070 [Amsacta 
moorei entomopoxvirus] gbIAAG02776.1|AF250284_70 
(AF250284) AMV070 [Amsacta moorei , 
entomopoxvirus] 


9 


3583 


13272342 


gi|13272342|gblAAK17105.1|AF291051.2(AF291051) 

ATF synthase suounit a [cancuaaTus uarsoneua ruacuij 




3586 


7505649 


gi|7505649|pir|iT28783 hypothetical protein K09E10.I - 
Caenorhabditis elegans gb|AAC48044.1| (AF003149) 
Hypothetical protein K09E10.1 [Caenorfaabditis 
elegans] 


IS 


3587 


2981631 


gi|2981631|dbjlBAA25253.1| (AB012223) 0RF2 [Canis 
femiliaris] 


0.98 


3590 


6018210 


gi|60182101gblAAF01791.1| (AF143853) 82 kD heat 
shock protein [Moniliformis moniliformis] 


0.15 




7160719 


gi|7160719|emb|CAA88053.2| (Z48007) contains 
similarity to Pfem domain: PF00069 (Eukaryotic protein 
kinase domain), Score=49.7, E-value=3.4e-13, N=3; 
PF00211 (Adenylate and Guanylate cyclase catalytic 
domam), Soore=325.I, E-value=2.5e-94, JN-l, 
PF01094 (Receptor feihily ligand bi> 


4.3 


3599 


7470593 


gi|7470593|pir||S75491 hypothetical protein slr2115 - 
Synechocystis sp. (strain PCC 6803) dbj|BAA18052.1| 
(D9091 1) 0RFJD:slr21 15-unknown protein 
[Synechocystis sp. PCC 6803] 


5.5 


3600 


1334398 


gi|1334398|emb|CAA33190.1| (X15081) MURF2 
protein (AA 1-348) [Crithidia fesciculata] 


2.2 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


PVALUE 


3602 


118965 


r 

gi|l 18965|sp|P23098|DYHCjnuGR DYNEIN BETA 
CHAIN, CILIARY pir||S17653 dynein beta heavy 
chain, ciliary - sea urchin (Tripneustes gratilla) 
en\D|v/AAHzi /U.i| vA3VoUi) i5eta neavy cnain oi outer- 
arm axonemal dynein ATPase [Tripneustes gratilla] 
prf||1714372A dynein:SUBUNIT*beta heavy chain 
[Tripneustes gratilla] 


9.8 


3603 


14578630 


gi|14578630|gb|AAK68919.1|AF189282_9(AF189282) 
putative giycosyltiansferase ^Bacteroides fiagilis] 


0.29 


3606 




gi|14318569|refINP_116702.1|Yfr044cp 
[Saccharomyces cerevisiae] sp|P43616ryFL4_YEAST 
HYPOTHETICAL 52.9 KD PROTEIN IN SAP155- 
YMR3 1 INTERGENIC REGION pirl|S56299 , 
hypotbetical protein YFR044c - yeast (Saccharomyces 
cerevisiae) dbj|BAA09283.11 (D50617) YFR044C 
l^oaccnaromyccs cerevisiaej 




3609 


10581847 


gi|105818471gblAAG20525.1| (AE005124) Vng2444c 
[Halobacterium sp. NRG- 1] 


4.5 


3616 


1363925 


gi|1363925|pir||S57662 hypothetical protein 2 - North 
American opossum (xragment) eiiiD|L/AAoooi 
(Z48955) ORF-2, putative RT [Didelphis virginiana] 


3.6 


3618 


loUoouy 


gi|1808609|emb|CAA64091.1| (X94355) D6L [Cowpox 
virus] emblCAA72556.1| (Y11842) C6L [Cowpox 
virus] 




3619 


14775653 


gi|14775653|refpa>_045559.1| similar to KIAA0565 
gene product (H. sapiens) [Homo sapiens] 


4.7 


3621 


7475003 


gi|7475003|pir|lCj69801 hypothetical protem yinO - 
BaciUus subtiUs embjCAB 12689. 1| (Z99108) yfhO 
[Bacillus subtiUs] dbjIBAA24481.1| ^^85082) YfliO 
[Bacillus subtilis] 


8.1 


3626 


5902895 


gi|5902895|dbj|BAA84478.1| (AB032367) type I 
polyketide synthase AVES 3 [Streptomyces avemiitilis] 


4J 


3627 


7444049 


gi|7444049|pir||F72275 phosphate regulon transcription 
regulator PhoB - Thermotoga maritrma (strain MSB8) 
gb|AAD36333.1|AE001781_4 (AE001781) phosphate 
regulon transcriptional regulatory protein PhoB 
[Thermotoga maritima] 


2.8 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3630 


7507776 


gil75077761pir|lT16867 probable cytochrome P450 
T13C5.1 [similarity] - Caenorhabditis degans 


1.6 


3632 


11360480 


gi|l 1360480|pir||H82745 acyl-[ACP]-UDP-N- 
acetylglucosamine XF0918 [imported] -Xylella 
festidiosa (strain 9a5c) gb|AAF83728.1|AE003931_S 
(AE003931) acyl-[ACP]-UDP-N-acelylglucosaniiiie 

Xylella festidiosa 9a5c] 


1.3 


3633 


13873167 


gi|138731671gblAAK43406.1| (AF196891) 
polygalacturonase inhibitor protein [Fragaiia vesca] 
gblAAK43407.1| (AF196892) polygalacturonase 
inhibitor protein [Fragaria vesca] gb|AAK43408.1| 
(AF196893) polygalacturonase inhibitor protein 
(Fragaria vesca] 


3.7 


3636 


10946710 


gi|10946710|ref|NP_067350.1| Rhesus blood group- 
associated B glycoprotein; Rh type B glycoprotein [Mas 
muscuhis] gb|AAF19371.1| (AF193808) Rh type B 
glycoprotein [Mus musculus] 


4.9 


3638 


7447412 


gi|7447412|pirl|T06201 xyloglucan endo-l,4-beta-D- 
glucanase OEC 3.2.1.-) - barley emb|CAA63662.1| 
(X93 174) xyloglucan oidotrans^ycosylase PCET) 
[Hordexan vulgare] 


5.5 


3639 


12620601 


gi|12620601|gb|AAG60877.1|AF322012_182 
(AF322013) ID409 [Bradyrhizobium japonicum] 


6.4 


3640 


1175418 


gilll754181sp|Q09743|ST16_SCHPO STO16 
PROTEIN pir||T39379 sexaai differentiatiaa and 
meiosis protein ste20 - fission yeast 
(Schizosaccharomyces pombe) anb|CAA9081S.l| 
(Z54140) required for sexual differentiation and meiosis 
[Schizosaccharomyces pombe] emb|CAA11758.1| 
(AJ223984) Ste20 protein [Schizosaccharomyces 
pombe] 


4.6 


3641 


1172876 


gi|l 1728761sp|P35906|RDS_FELCA PERIPHERIN 
(RETINAL DEGENERATION SLOW PROliilW) 
pirl|I46087 peripherin - cat gb|AAA19175.1| (M94047) 

peripherin [Felis catus] 


5.1 


3643 


825671 


gil825671|emb|CAA34809.1| (X16934) B23 
nucleophosmin (280 AA) [Homo sapiais] 


2B-10 


3645 


2388576 


gi|2388576|gb|AAB71457.1| (AC000098) YUP8H12.17 
[Arabidopsis thaliana] 


3.7 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
. NO 


ACCESS 
N 


DESCRIPTION 


PVALUE 


3648 


7498664 


gil7498664lpir||T20598 hypothetical protein F08G2.4 - 
Caenorfiabditis elegans emb|CAB04058J| (Z81495) 
predicted using Genefinder-^-cDNA EST yk401a9.3 
comes from this gene-^cDNA EST yk401a9.5 comes 
from this gene-cDNA EST yk523d8.3 comes from this 
gene-cDNA EST yk523d8.5 comes from this gene 
[Caenorhabditis elegans] gb|AAG50226.1lAF303268_l 
(AF303268) 20123 [Caenoihabditis elegans] 


9.4 


3654 


225992 


gi|225992|prf||1405326A GLI gene [Homo sapiens] 


3.2 


3657 


422532 


gil422532|pir||A45407 collagen alpha 3(IV) chain - sea 
urchin (Strongylocentrotus purpuratus) 


0.94 


3658 


14149807 


gi|14149807|reflNPJ15517.11 hypothetical protein 
DKFZp434K142I [Homo sapiens] emb|CAB66740.1| 
(AL136806) hypothetical protem [Homo sapiens] 


4E-65 . 


3665 


134872 


gill34872|sp|P136661SRCA_RABIT 

S ARCALUMENIN PRECURSOR gb|AAA3 1189.11 

(M25750) sarcolumenin precursor [Oiyctolagus 

cuniculus] 


O 1 

B.l 


3670 


14734955 


gi|14734955|refpff_046758.1| tensin [Homo sapiens] 


0.47 


3675 


14742385 


gi|14742385|reflXP_046349.1| 33219 [Homo sapiens] 


2.1 


3676 


2197085 


gi|2197085Igb|AAD04635.1| (AF003535) 0RF2-like 
protein [Homo sapiens] 


0.14 


3690 


1711034 


gi|171 10341gblAAB38323.1| (U78953) basic heKx-loop- 
helix DNA binding protein HLH-3 [Caenorhabditis 

elegans] 


5.4 


3692 


2072964 


gi|2072964jgblAAC5127Ll| (U93569) putative pl50 
[Homo sapiens] 




3693 


1857258 


gill857258Igb|AAB48409.1| (U75538) putative viral 
polymerase [tobacco streak vims] 


5.3 




8573079 


gi|8573079|ref|NP_059567.1| NADH dehydrogenase 
subunit 1 [Sciurus vulgaris] emb|CAB93985.1| 
(^AJz3o3ooj iNxVUri Qenorog^iase suuuiui a [ociurus 
vulgaris] 


3E.15 


3699 


12654875 


gi|126548751gblAAH01281.1|AAH0.1281 (BC001281) . 
tumor necrosis factor receptor superfamily, manber 10b 
[Homo sapiens] 


7.9 


3704 


2961586 


gi|29615861gb|AAC05758.11 (AF051294) NADH 
dehydrogenase subunit 1 Palbulus gelbus] 


4.3 
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SEQID 
NO 


ACCESS 
N 


' DESCRIPTION 


P VALUE 


3707 


1504016 


gi|1504016|dbj|BAA13207.1| (D86971) no similarities 
to Incited gene products [Homo sapiois] 


6E-11 


- 

3709 


11466493 


gi|11466493JreflNP_038196.1|cytodiromec oxidase 
subunit 3 [Quysodidymus ^uroideus] 
gblAAF36962.1|AF222718_36 (AF222718) cytochrome 
c oxidase subunit 3 [Chiysodidymus synuroideus] 


5.7 


3710 


14089788 


gi|14089788|emb|CAC13547.1|(A1445564) 
LIPOPROTEIN [Mycoplasma pulmonis] i 


2.4 


3724 


8978260 


gil8978260|dbj|BAA98151.1| (AB025612) CLP 
protease regulatory subunit CLPX-like [Arabidopsis 
thaliana] 


5.4 


3727 


14748431 


gi|1474843 1 |refpa>_018068.2| hypothetical protein 
MGC3199 [Homo sapiens] 


0.000009 


3734 


10727054 


gill0727054|gblAAF46943.21 (AE003459) CG3037 
gene product [Diosophila melanogaster] 


3.8 


3735 


6323629 


gi|6323629|reflNP_013700. 1| Yml013c-^ 
[Sacdiaromyces cerevisiae] pir||S69871 hypothetical 
protein YMLO 12c-a • yeast (Sacchaiomyces cerevisiae) 


9 


3736 


4502081 


gi|4502081|reflNP_001626.1| ampMphysin; 
amphiphysin (Stiff-Man syndrome witii breast cancer 
128kD autoantigoj) {Homo sapiens] ref|XP_035768.1| 
amphiphysin (Homo sqiiens] ieqXP_035767.1| 
amphiphysin [Homo sapiens] 
sp|P49418|AMPH_HUMAN AMPHIPHYSIN 
piT||S62400 amphiphysin (clone 22-2) - human 
gb|AAA21865.1| (U07616) amphiphysin [Homo 
sapiens] emb|CAA57197.1| (X81438) anq>hiphysin 
CHomo salens] 


0.61 


3741 


7492913 


gi|7492913|pirHT40695 probable ribosomal protein 
precursor, mitochondrial - fission yeast 
(Sdiizosaccharomyces pombe) emb|CAB36868.1| 
(AL035S36) mitochondrial nbosomal piotem L36 
[Schizosacdiaromyces pombe] 


6.7 


3743 


1168945 


gi|1168945|sp|P305721CHS2_CANAL CHTIIN 
SYNTHASE 2 (CHITIN-UDP ACETYL- 
GLUCOSAMINYL TRANSFERASE 2) 
gb|AABS9308.2| (M82937) chitin synthase 2 [Candida 
albicans] 


1.2 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQtt) 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3745 


12722927 


gi|12722927|gb|AAK04181.1|AE006247_3(AE006247) 
UNKNOWN PROTEIN [Lactococcus lactts subsp. 
lactis] 


2.9 


3747 


6090792 


gi|6090792|gb|AAF03328.1| (AF101747) olfectoiy 
receptor [Pan paniscus] 


4.1 


3750 


12846356 


gi|12846356|dbj|BAB27137.1| (AK0110713) putative 
[Mus musculus] 


0.000000004 


3754 


4240279 


gil42402791dbj|BAA74918.1| (AB020702) KIAA0895 
protein [Homo ss4>ia)s] 


10 


3755 


543715 


gil543715|sp|P36875|2AAA_PEA PROTEIN 
PHOSPHATASE PP2A REGULATORY SUBUNTT A 
(PR65) pir||S40171 phosphoprotein phosphatase 2A 
6SkDa regulatory chain • gardra pea (fragment) 
pir||S43776 phosptoprotein phosphatase 2A SSkDa. 
regulatory subunit - gardoi pea (fragment) 
emb|CAA81 107.1) (Z25888) phosphoprotein 
phosphatase 2A 65kl>a regulatory subunit [Pisum 
sativum] 


6E-12 


3756 


11353649 


gi|l 1353649|pir|p81094 hypothetical protein NMB1340 
[imported] - Neisseria meningitidis (group B strain 
MD58) gblAAF41715.1| (AE002482) hypothetical 
protein [Neisseria meningitidis MC58] 


3.4 


3761 


11276053 


giI112760531gb|AAG33872.1|AF319939_l(AF319939) 
^ihancin [Choristoneura fimuferana granulovims] 


4.3 


3763 


13812312 


gi|13812312|reflNP_113430.1| 40S ribosomal protein 
SSA [Guillardiatheta] emb|CAC26999.1| (AJ010592) 
40S ribosomal protein SSA [Guillardia theta] 


9.3 


3764 


4115943 


gil4115943|gb|AAD03453.1| (AFl 18223) contains 
similarity to eukaryotic protein kinase domains (P&m: 
PF00069, score==312.6, E^.7e-90, N=l)' and EF hand 
domains (Pfjun: PF00036, score=13i; E=2.1e-35,N=4) 
[Arabidopsis thaliana] emb|CAB80837.1| (AL161501) 
putative calcium dependent protein kinase [Arabidqjsis 
thaliana] 




3765 


7494381 


gi|74943811pir||H71613 probable multiple 
transmembrane domain protem PFB0475c - malaria 
parasite (Plasmodium felcipaium) gb|AAC71884.1| 
(AE001397) predicted multiple transmanbrane domain 
protein [Plasmodium &lciparum] 


8.5 
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Table SB Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQm 
NO 


ACCESS 
N 


DESCRIPTION 


PVALXJE 


3768 


3930075 


gi|3930075|gblAAC82262.1| (U81'928) envelope 
glycoprotein [Human immunodeficiency virus type 1] 


2.5 


3769 


4493896 


gi|4493896|anb|CAB39p05.1( (AL034558) predicted 
using hexExon; MAL3P2.18 (PFC0245c), Hypothetical 
protein, len: 3934 aa [Plasmodiimi falciparum] 


9.2 


3770 


14193274 


gi|14193274|gb|AAK55866.1|AF267203_2(AF267203) 
ATP synthase gamma subunit [Candidatus Carsonella 
raddii] 


6.3 


3771 


11499055 


gijl 1499055|riefJNP_070289.1| hypothetical protein 
[Ardiaeoglobus fulgidus] sp|O28812|YE60_ARCFU 
HYPOTHETICAL PROTEIN AF1460 pirl|C69432 
hypothetical protein AF1460 - Archaepglobus fiilgidus 
gb|AAB89791.1| (AE001002) A. fulgidus predicted 
coding region AF1460 [Archaeoglobus fiilgidus] 


5.9 


3773 


7301453 


gi|7301453|gblAAF56578.1| (AE003755) CG12290 
gene product [Drosopnila meianogaster] 


9.3 


3777 


11467606 


gill 1467606lref|NP_050068.1I NIC tenninus uncertain 
[Leishmania tarentolae] pir|lB26696 hypothetical protein 
1 (CYb-COn intergenic region) - Leishmania tarentolae 
mitochondrion (fragment) gblAAA96601.11 (M10126) 
NH2 tenninus uncertain [Leishmania tarentolae] 


0.4 


3780 


7507710 


gil7507710|pir||T23023 hypothetical protein T12A7.5 - 
Caenorhabditis elegans emb|CAB07423.1| (Z92847) 
cDNA EST yk26a3.5 comes from this gene-cDNA EST 
yk29g7.5 comes from this gene-cDNA EST yk29g8.5 
comes from this gene-cDNA EST yk50c8.5 comes from 
this gene^DNA EST yk52fl2,5 comes from this 
gene-cDNA EST yk53cL5 comes from this 
gene-cDNA EST> emb|CAA98143.1| (Z73911) cDNA 
EST yk26a3.5 comes from this gene-^cDNA EST 
yk29g7.5 comes from this gene-cDNA EST yk29g8.5 
comes from this gene-cDNA EST yk50c8.5 comes from 
this gene-cDNA EST yk52fl2.5 comes from this 
gene-cDNA EST yk53cl.5 comes from this 
gene-cDNA EST> 


2.6 



561 



BNSDOCID: <WO__0214500A2_L> 



wo 02/14500 



PCT/USOl/25840 





Table 3B Nearest Neighbor (BlastX vs. Non-Kedundant Protons) 


SEQID 


N 


DESCRIPTION 


PVALUE 


3783 


13994312 


t 

gill3994312|reflNP_114137,l| testis transcriptY 13 

[Homo sapiens] reflXP_040549.1| testis transcript Y 13 
[Homo sapiens] gb|AAK13492.1|AF332242_l 
(AF332242) transcnpt Y 13 [Homo sapiras] 


2.0 


3786 


1169093 


gi|11690931sp|P458151CRFLYARLI* COPPER 
RESISTANCE PROTEIN CRFl embICAA80803.1| 
(Z23265) Product required for copper resistance 
[Yarrowia lipolytica] 


7.1 


3787 


3599476 


gi|3599476|gb|AAC69336.1| (AF084637) serendipity 
alpha protein [Drosophila virilis] 


2.5 


3793 


14728817 


gi|14728817irefpCP_047357.1| KIAA0342 gene product 
[Homo sapiens] 


9.5 


3795 


11281706 


gi| 1 128 17061pir||B8 1937 competence protein NMA0906 
[imported] - Neisseria meningitidis (group A strain 
Z2491) emb|CAB84183.1| (ALI62754) conq)eteice 
protein [Neisseria meningitidis Z2491] 


5.5 


3797 


11096149 


gi|l 10961491gblAAG30214.1|AF296334J (AF296334) 
collagen-like surface protein [Streptococcus pyogenes] 


2.4 


3798 


V 

1827933 


gi|18279331pdbIlPCA| Procarboxypeptidase A 
(E.C.3.4:12.2) 


1.3 


3800 


6320364 


gil63203641ref|NP_010444.1| regulator of transporters; 
Ssylp [Sacdiaromyces oerevisiae] 
sp|Q03770|SSYLYEAST PUTATIVE AMINO-ACID 
PERMEASE SSYl pir||S57984 probable membrane 
protein YDR160w - yeast (Saccharomyces cerevisiae) 
emblCAA90380.1| (250046) uricnown [Saccharomyces 
cerevisiae] 




3803 


14973521 


gill4973521|gblAAK76078.1| (AE007490) ribosomal 
large subunit pseudouridine synthase, RluD sub&mily 
[Streptococcus pneumoniae] 


1 A 

lA 


3807 


10834955 


gill0834955|refjNP_066916.1| ICP4 protein [Gallid 
herpesvirus 3] dbj|BAB16594.1| (AB049735) ICP4 
protein [Gallid herpesvirus 3] 


1.6 


3817 


13430085 


gi|134300851gb|AAK25738.11AF291747J(AF291747) 
zinc-finger transcription fector KROX20 [Gallus gallus] 


0.63 


3822 


7462422 


gil74624221pir||A72258 hypothetical protdn - 
Thermotoga maritima (strain MSB8) 
gblAAD36479.1|AE001793_9 (AE001793) hypothetical 
protein [Thermotoga maiitima] 


9.7 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3828 


7517565 


gil7517565|pir||A70328 hypothetical protein aq_ 311 - 
Aquifex aeolicus gb|AAC06616.1| (AE000683) putative 
protein [Aquifex aeolicus] 


3.7 


3830 


3924618 


gil3924618|gb|AAC79121.1| (U88902) putative 
envelope protein [Homo sapiens] 


0.0000006 


3835 


7023029 


gi|7023029|dbj|BAA91807.1| (AK001647) unnamed 
protein product [Homo sapiens] 


4E-80 


3836 


12698001 


gi|12698001|dbj|BAB21819.1| (ABOSISIS) KIAA1728 
protem [Homo sapiens] 


0.0004 


3837 


5281354 


gi|52813541gblAAD41491.1|AF136456J(AF136456) 
transcription &ctor Tc£3b [Danio rerio] 


5 


3838 


9628045 


gi|96280451refINP_042639.1| ORF42 [Equine 
herpesvirus 2] pir||S55637 hypothetical protein 42 - 
equine herpesvirus 2 gb|AAC13830.1| (1120824) ORF 
42 [Equine herpesvirus 2] 


7.1 


3839 


9964462 


gil9964462|ref[NP_064930.1| AMV148 [Amsacta 
moorei entomopoxvirus] 

gbiAAG02854.1|AF250284J48 (AF250284) AMV148 
[Amsacta moorei entomopoxvirus] 


5.8 


3844 


13357611 


gi|13357611|ref|NP_077885.1| membrane nuclease A - 
hvDothetical (Tlreanlasma urealvticumi oirllA82939 
membrane nuclease A, hypothetical UU055 [imported! - 
Ureaplasma urealyticum gb|AAF30460.1|AE002105_l 
(AE002105) membrane nuclease A - hypothetical 
[Ureaplasma urealydcum] 


2.9 


3845 


2425188 


gi|2425188|dbjlBAA22281.1| (AB007035) FGF rec«?>tor 
3 [Xenopus laevis] 


2.5 


3848 


11351069 


gi|11351069|pir||H83232 probable ATP-dq)endent 
helicase PA3297 [imported) - Pseudomonas aeruginosa 
(strain PAOl) gblAAG06685.1|AE004752_l 
(AE004752) probable ATP-dependent helicase 
[Pseudomonas aeruginosa] 


4.2 


3850 


7141304 


gi|71413041gb|AAF37281.1| (AF225702) RSHl 
[Arabidopsis thaliana] 


9.3 


3852 


11352313 


gi|l 13523 131pirl|G83376 probable trehalose synfliase 
PA2152 [imported] - Pseudomonas aerugmosa (strain 
PAOl) gblAAG05540.1|AE004642_7 (AE004642) 
probable trehalose synthase [Pseudomonas aeruginosa] 


3 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQP 
NO 


ACCESS 
IN 




P VAT TIP 

Mr V/\JLUC 


3856 


9453863 


gi|9453863|dbj|BAB03284.1| (AB037278) complement 
C4A [Cyprinus carpio] 


5.5 




11466282 


gi|l 1466282|feflNP__049597.1| orfl386 [Tetrahymena 

mm'^rkrmtel cvKl A ATlAI 0^0 1 1 API AOfiAA ^(\ / API AnftAA^ 

pynionnisj gD|AAi^*jiy*Jz.i|Arioi>oOH_ji/ ^a* xouow^ 
orfl386 [Tetrahymena pyriformis] 


7.5 


3861 




gi|9626695|refINP_040967.1| overlapping out-of-phase 
protein [Eggplant mosaic virus] 
sp|P201291V70K_EPMV 70 KD PROTEIN 
gb|AAA43038.1| (J04374) overlapping out-of-phase 
protein [Eggplant mosaic vmis] 




3862 


7473663 


gil7473683|pirI|H75456 probable succinate 
dehydrogenase, hydrophobic subunit SdhD - 
Deinococcus radiodurans (strain Rl) 
gb|AAF10526.1|AE001947__9 (AE001947) succmate 
dehydrogenase, hydrophobic subunit SdhD, putative 
[Deinococcus radiodurans] 




3864 


11359953 


gi|11359953|pir|lT46330 hypothetical protein 
DKPZp434D0513.1 - human (fragment) 
emb|CAB70660.1| (AL137259) hypothetical protem 
[Homo sapiens] 


iVB Oft 


3867 




gi|30566001gb|AAC1391Ll|AAC13911(AC004255) 
1 iry.zi [Araoidopsis tnauanaj 




JO iZ 


11358605 


gi|l 1358605|pirHT49882 pectin methyl-esterase-like 
protein - Arabidopsis thaliana emb|CAB87932.1| 
(AL 163912) pectm metnyl-esterase-iike protem 
[Arabidopsis thaliana] 


3.9 


3873 


5917666 


gi|59I76661gb|AAD55980.1|AF159297J(AF159297) 
ext^isin-like protein [Zea mays] 


9.2 


3879 


15011489 


eill5011489leblAAK77584 1IAF396436 24 
(AF396436) heme maturase [Tetrahymena thermophila] 


3 - 


3880 


5835877 


gi|5835877|reflNP_008647.1IND2_15072 NADH 
dehydrogenase subunit 2 [Ceratitis capitata] 
emblCAB45088.1| (AJ242872) NADH dehydrc^genase 
(ubiquinone) chain 2 [Ceratitis capitata] 


0.85 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


PVALUE 


3881 


10956089 


gi|10956089|ref]NP_052581.11 OrfZ p»ediococcus 
pentosaceos] r^[|NPj037562.1| tnobilizaticni ptotdn 
[Pediococcus pentosaceus] 
gb|AAD25894.1|AF069302_2 (AF069302) OifZ 
[Pediococcus pentosaceus] 

gb|AAD39619.1|AF033858_2 (AF033858) mobilizatioB 
protein [Pediococcus poitosaceus] 


■ 

5.5 


3883 


9294238 


gi|92942381dbj|BAB02140.1i (AP000411) craitains 
similarity to reverse transcciptase~gene_id ICl 1J14.5 
[Arabidopsis thaliana] 


6.3 


' 3885 


975667 


gi|975667|emb|CAA61500.1| (X89213) RNA 
polymerase [fofections hematopoietic necrosis virus] 
prfll2121413F RNA polymerase [Infectious 
hanatopoietic neoosis virus] 


4.3 


3886 


138293 


gi|138293|sp|P23041|VGLG_HRSV8 MAJOR 
SURFACE GLYCOPROTEIN G (ATTACHMENT 
GLYCOPROTEIN G) pir|lMGNZ60 major surfece 
glycoprotein G - human respiratory syncytial virus 
(strain 8/60) gb|AAA47408.1| (M73545) attachment 
protein [Human respiratory syncytial virus] 
gb|AAA47413.1| (M55633) attachmait glycoprotein 
[Human respiratory syncytial virus] 


V 

2.1 


3888 


9628729 


gi|9628729|reflNP_043760.1| U4 [Human herpesvirus 7] 
sp|P52521|VU4_HSV7J U4 PROTEIN pirl|T41908 
hypothetical protdn U4 - human herpesvirus 7 (strain 
JI) gb|AAC54668.1| (U43400) U4 gene product [Human 
herpesvirus 7] gb|AAC40722.11 (AF037218) U4 
[Human herpesvirus 7] 


1 

0.77 


3891 


13376093 


gi|133760931reflNP_079033.1| hypothetical proton 
FU12879 [Homo sapiens] dbj|BAB14321.1| 
(AK022941) unnamed protein product [Homo s^iois] 


0,D 


3892 


7508715 


gi|7508715|pir||T2oU03 nypotneticai protein 
VC27A7L.1 - Caenorhabditis elegans 
emb|CAB09 130.11 (Z9562I) contains similarity to Pfem 
domain: PF01461 (7TM chemoreceptor), Score?M7.3, 
E-value=1.9e-12, N=l [Caenorhabditis elegans] 


4.7 


3893 


2961421 


gi|2961421|dbj|BAA25153.1l (AB011027) PnslO-2 [oat 
sterile dwarf virus] 


7.5 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3899 


11276053 


gi|l 1276053|gb|AAG33872.1|AF319939J (AF319939) 
enhancin [Choristoneura fumiferana granulovinis] 


3.7 




1 At 7707A 


gi|10177870|dbj|BAB11240.1|(AB010074) 
potassium/proton antiporter-Iike protein [Arabidopsis 
tfaaliana] 


2.7 


3907 


9629709 


giI9629709|ref|NP_045001.1| methyltransferase (MT) 
and helicase (HEL) domains [Little dierry closterovirus] 
emb|CAA71285.1i (Y10237) methyltransferase (MT) 
and helicase (HEL) domains DLittle cherry closterovirus] 


4.1 


3908 


14756677 


gi|14756677|refpiP_040326.1| absent in melanoma 1 
[Homo sapiens] 


0.96 


3911 


9630708 


gi|9630708|refINP_047255.1| gag-pol precursor 
polyprotein gPr80 [Feline leukemia virus] 
gb|AAC3180M| (AF052723) gag-pol precursor 
polyprotein gPrSO [Feline leukemia virus] 


0.021 




yluSy 


gi|91039|piT|lS04847 leukocyte adhesion protein CD18 
precursor - mouse emb|CAA33077.1| (X14951) CD 18 
antigen preprotein [Mus musculus] 


V 

4.6 


3916 


5107943 


gi|5107943|gb|AAD40185.1|AF157488J (AFI57488) 
36DE accessory gland protein [Drosophila 
melanogaster] gb|AAF53664. 1| (AE003658) Acp36DE 
gene product [Drosophila melanogaster] . 


5.8 


3919 


4809000 


gi|4809000|gb|AAD30054.1| (AF133052) pol 

polyprotein [walleye epidermal hyperplasia virus type 2] 


0.000004 


3920 


7262603 


gi|7262603|gblAAF4390LllAF162134_l(AF162134) 
immunoglobulin epsilon heavy chain constant region 
[Felis catus] 


8.9 


3927 


12963481 


gi|12963481|refINP_061927.1| hypothetical protein 
MGCSS60; hypothetical protein [Homo sapiens] ^ 
dbj|BAB14342.1| (AK022978) unnamed protein product 
[Homo sapi^] 


2E-66 


3929 


13651251 


gi|136512511reflXP_017240.11 15060 pSomo sapiens] 


0.00000003 


3930 


11466329 


gi|l 1466329|refINP_05 1 157. 1| ATP synthase FO subunit 
6 [Cafeteria roenbergensis] 
gbIAAF05808.1|AF193903Jl (AF193903) ATP 
synthase FO subunit 6 [Cafeteria roenbergensis] 


8.3 
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SEQID 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3933 


7452186 


gi|7452186|pir||S75936 hypotbetical protein slr0023 - 
Synechocystis sp. (strain PCC 6803) dbjtBAA10783.1| 
(D64006) ORF_ro:sb0023-imknown protein 
[Synechocystis sp. PCC 6803] 


7.7 


3935 


12720861 


gill2720861lgb|AAK02675.1| (AE006095) unknown 
[Pasteurella multocida] 


1.2 


3937 


8919178 


gij89191781emblCAB96077.1| (AJ277244) alpha- 
glucosidase [Solanum tuberosum subsp. tuberosum] 


5.7 


3938 


12830385 


giI12830385|emb|CAC29069, 1| (AJ408289) 
immunoglobulin lambda light chain variable region 
[Homo sapiens] 


2.1 


3942 


13385576 


gill3385576|refINP_080353.11 RKEN cDNA 
3110040N11 gene [Mus musculus] dbj|BAB29184.1| 
(AK014163) putative [Mus musculus] dbj|6AB31031.1| 
(AKO 18003) putative [Mus musculus] dbj|BAB31634.1| 
(AK019261) putative [Mus musculus] 


SE-48 


3945 


13476785 


gill3476785Iref[NP_108354.1( transcription regulator 
[Mesorhizobium loti] dbjiBAB53815.1| (AP003013) 
transcription regulator [Mesorhizobium loti] 


5.6 


3947 


13357649 


gi|13357649IreflNPJ)77923.1| unique hypoflwtical 
membrane lipoprotein [Ureaplasma urealyticum] 
pir||E82934 hypothetical protein UU092 [imported] - 
Ureaplasma urealyticum gbIAAF30498.1|AE002109_l 
(AE002109) unique hypothetical membrane lipoprotein 
[Ureaplasma urealyticum] 


4.1 




13358144 


gi)13358144|ref|NP_078418.1) conserved hypothetical 
membrane lipoprotem [Ureaplasma urealyticum] 
pir||G82873 conserved hypothetical membrane 
lipoprotein UU579 [imported] - Ureaplasma urealyticum 
gblAAF30993.11AE002156 J (AE002156) conserved 
hypothetical membrane l^opK^em [Ureaplasma 
urealyticum] 


8.1 


3956 


7299437 


gi|7299437|gb|AAF54626.1| (AE003691) KP78b gene 
product Prosophilamelancgaster] 


5.5 


3961 


6729023 


gi|67290231gb|AAF27019.1|AC009177_9(AC009177) 
hypothetical protein [Arabidopsis thaliana] 


9.8 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundaiit Protems) 


SEQDD 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3962 


2645329 


gi|2645329|gblAAB87213.1| (U83821) NADH 
dehydrogenase subunit 4 [Oryzomys pahistris] 


6.6 




11280919 


gi|11280919|pir||T46939 hypothetical protein 1 
[imported] - Agrobacteihun tume&ciens plasmid 
pAtK84b gbIAAD31598.1|AF065244_2 (AF065244) 
unknown [Agrobacterium tumefaciens] 


0.33 


3966 


7305249 


gi|7305249|reflNP_038748.1| MAX-interacting protein 
[Mus inusculus] gb|AAF24761.1{ (AF205935) MGA 
protein [Mus musculus] 


3E.51 


3969 


5901753 


gi|59017531gblAAD55397.1| (AF177905) hypothetical 
protein [Candida glabrata] 


1.6 


3973 


9635492 


gi|9635492|reflNP_059583.1| gtrA [Enterobacteria 
phage P22] sp|P57021|GTRA3PP22 
BACTOPRENOL-LINKED GLUCOSE 
TRANSLOCASE gb|AAF7500Ll| (AF217253) gtrA 

[Enterobacteria phage P22] 


4 


3975 


2143428 


gi|2143428|pir||I58123 aggrecan - mouse (fragment) 
gb|AAB32 159.11 (S73720) aggrecan=cmd(aggrecan) 
[mice, cmd/cmd, liver, Peptide Partial Mutant, 1 12 aa] 
[Mus sp.] 


3.3 




14767565 


gi|14767565|refpCP_027089.1| N-acetylated alpha- 
linked acidic dipeptidase 2 [Homo sapiens] 
emb|CAB39967.1| (AJ012370) NAALADase n protein 
[Homo sapiens] 


1.3 


3980 


11359267 


gi|l 1359267|pir||T50192 probable pseudouridylate 
synthase [imported] - fission yeast 
(Schizosaccharomyces pombe) embICAB61771.1| 
(AL133225) probable pseudouridylate synthase 
[Schizosaccharomyces pombe] 


1.7 




13652498 


gi|13652498|ref|XP_007053.3I tubby like protem 3 
[Homo sapiens] ref|XP_045 148.11 8937 (Homo sapiens] 


5.1 


3983 


9978891 


gi|9978891|spIP57059|SNlL_HUMAN PROBABLE 
SERINE/THREONINE PROTEIN KINASE SNFILK 
aDj|l3AAy5536. 1) (AP00175 1) gene similar to rat 
protein kinase (KID2) [Homo sapiens] 


1.6 


3986 


7448436 


gi|7448436|pir||E71674 hypothetical protein RP682 - 
Rickettsia prowazekii emblCAA15119.1| (AJ235272) 
unknown [Rickettsia prowazddi] 


22 


3987 


13815874 


gi|13815874|gb|AAK42697.1i (AE0068S4) Hypothetical 
protein [Sulfolobus sol&laricas] 


3.8 
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Table 3B Nearest Neighbor (BlastX vs . Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N . 


DESCRIPTION 


PVALUB 


3989 


7485330 


gi|74853301pir||T04802 hypothetical protein , 
F10M23.130 - Arabidopsis thaliana emblCAB36525.1| 
(AL035440) putative APG protein [Arabidopsis 
thaUana] emb|CAB79534.1| (AL161565) putative APG 
protein [Arabidopsis thaliana] 


4.5 


3991 


7295073 


gi|7295073|gblAAF50399.1| (AE003555) Talingene 
product [Drosophilamelanogaster] gb|AAG22814.1| 
(AF299248) talin [Drosophila melanogaster] 


3.8 


3992 


14456133 


gi|14456133|emb|CAC41650.1| (AJ315577) putative 
nitrate reductase [Ustilago maydis] 


8 


3993 


533179 


gi|533179|gb|AAA56944.1| (L33090) pol protein 
[Human immunodeficiency virus type 2] 


7.4 


3996 


14250408 


gi|142504081gb|AAH08638.1|AAH08638(BC008638) 
Similar to aspartyl-tRNA synthetase [Mus musculus] 


4.1 


4000 


14775307 


gill4775307|refpCP_042250.1| similar to nuclear pore 
complex interacting protein (H. sapiens) [Homo sapiens] 


3.5 


4002 


7507695 


gil7507695IpirllT24847 hypothetical protein T11G6.7 - 
Caenorhabditis elegans emblCAA93415.1| (Z69384) 
predicted using Genefinder [Caenorhabditis elegans] 


8.3 


4008 


1173359 


gi|11733591sp|P45287|SAPCJiAEIN PEPTIDE 
TRANSPORT SYSTEM PERMEASE PROTEIN 
SAPC pir||C64134 sapC protein homolog - 
Haemophilus influenzae (strain Rd KW20) 
gb|AAC23287.11 (U32837) peptide ABC transporter, 
permease protein (sapC) [Haemophilus infiu^izae Rd] 


0.83 


4009 


13385538 


gi|13385538|reflNPJ80316.1| RIKEN cDNA 
2810036K01 gene [Mus musculus] dbj|BAB28520.1| 
(AK012865) putative [Mus musculus] 


lE-41 


4011 


13639013 


gi|136390131refpffj)12007.21 dual specificity 
phosphatase 8 [Homo s2q>iens] 


O 1 


4015 


1079359 


gi|1079359|pir||JC2394 phosphoUpase A2 inhibitor 25K 
chain - monocled cobra gb| AAB32583.il phospholipase 
A2 25 kda subunit, PLA2 25 kda subunit=urokinase- 
type plasminogen activator receptor homolog [Naja naja 
kaouthia=Thailand cobras, blood. Peptide, 185 aa] 


5 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQE) 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4016 


284079 


gi|284079|piij|E41925 hypothetical protein 3 • human 

gb|AAA58464.1| (M69297) ORF 3 [Homo sapiens] 


0.005 


4017 


7293601 


gi|7293601|gb|AAF48973.1| (AE003512) CG14217 
gene product Prosophila melanogaster] 


2.9 


* 

4020 


11352313 


gilll352313Ipir||G83376 probable trehalose synthase 
PA2152 [imported] - Pseudomonas aeruginosa (strain 
PAOl) gb|AAG05540.1|AE004642_7 (AE004642) 
probable trehalose synthase [Pseudomonas aeruginosa] 


2.9 


4023 


11386701 


gi| 1 138670 l|sp|Q9V773|C6AK_DROME PROBABLE 
CYTOCHROME P450 6A20 (CYPVIA20) 


9 


4030 


7332064 


gi|7332064|gblAAF60751.11 (AC006801) contains 
similarity to Loligo pealei microtubule-assodated 
protein HI (PIR:S28831) [Caenoriiabditis elegans] 


1.7 


4034 


13242494 


gi|132424941reflNP_077507.1| EsV-1-22 [Ectocaipus 
siliculosus virus] . 


1.6 


4035 


7522108 


gi|7522108|pir||T29097 pro-pol-dUTPase polyprotein - 
murine endogenous retrovirus ERV-L (fragment) 
emblCAA73251.1| (Y12713) protease; reverse 
transcriptase; KNaseH; int^rase; dUTPase; Pro-Pol- 
dUTPase polyprotein \Mx& musculus] 


0.025 


4042 


12045115 


gi|12045115|reflNP_072926.1| lipoprotein, putative 
[Mycoplasma genitalium] sp|P47502|Y260_MYCGE 
HYPOTHEHCAL LP OPROTEIN MG260 
PRECURSOR pir||G64228 hypothetical protein 
homolog MG260 - Mycoplasma genitalium 
gb|AAC71481.1| (U39705) Upqprotein, putative 
[Mycq>lasma genitalium] 


3.2 


4044 


14249544 


gi|14249544|ref|NP_l 16223.1| hypothetical prolan 
FLJ14751 CHotio »piens] dbj|BAB55272.1| 

(AK027657) unnamed protein product [Homo ssqpiens] 


0.27 


4046 


6474685 


gi|6474685|dbj|BAA87286.1| (AB027982) Protein 
kinase C-like 1 [Schizosacch'aromyces pombe] 


1.9 


4049 


1514669 


gi|1514669)emb|CAA87082.1| (Z46958) adenyl cyclase 

[Xenopus laevis] 


0.56 


4050 


1514669 


gi|1514669|emb|CAA87082.1| (Z46958) adenyl cyclase 
[Xenopus laevis] 


0.85 
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Fable 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4051 


2499547 


gi|2499547|splP77i53|WZB_ECOU PROBABLE 
LOW MOLECULAR WEIGHT PROTEIN- 
TYROSINE-PHOSPHATASE WZB pirl|D64972 
probable protein-tyrosine-phosphatase (EC 3.1.3.48) 
wzb, low molecular weight - Escherichia coli 
gblAAC77834.1| (U38473) putative acid phosphatase 
[Escherichia coU] gb|AAC75122.1| (AE000296) 
probable protein-tyrosine-phosphatase {Escherichia coli 
K12] gblAAG57121.1|AE005432_2 (AE005432) 
probable protein-tyrosine-phosphatase [Escherichia coli 
0157:H7 EDL9331 dbjlBAB36289.11 (AP002560) 
probable protein-lyrosine-phosphatase [Escfaeridua coli 
0157J17] 


2.8 


4052 


14916565 


gi|14916565|sp|Q9XHG2|FLS_MALDOFLAVONOL 
SYNTHASE (FLS) gb|AAD26261.1(AF119095_l 
(AFl 19095) flavonol synthase [Malus x domestical 


3.8 


4053 


3769667 


gi|37696671gblAAC64604.1i (AF093797) unknown 
[Norwalk virus] " 


2.8 


4060 


14335082 


gi)143350821gb|AAK59820.11 (AY037220) 
AT4g24060/T19F6_50 [Arabidopsis thaliana] 


1.3 


4061 


12838540 


gi|i2838540|dbj(BAB24237.1| (AK005786) putative 
[Mus muscolus] 


4.3 


4066 


7549797 


gi|7549797|reflNP_035731.1| T lymphoma oncogene 
[Musmusculus] spIP174081TLM_MOUSE TLM 
PROTEIN (TLM ONCOGENE) pir|)S10151 
transforming protein tbn - mouse (strain balb/c) 
6mb|CAA36859.1| (XS2634) thn protein ^us 
musculus] 


0.58 


4067 


11357726 


gi|113577261pirlIT51437 hypoftetical protem F2G14_40 
- Arabidopsis thaliana emb[CAC0181I.l| (AL391146) 
putative protein [Arabidopsis thaliana] 
gblAAK49610.1lAF372894_l (AF372894) 
AT5gl4920/F2G14_40 [Arabidopsis thaliana] 
gb|AAK74054.1| (AY045696) AT5gl4920/F2G14_40 
[Arabidopsis thaliana] 


1.8 


4070 


8218109 


gi|82 1 8 1 09|emblCAB92762. 1| (AL12 1 883) 
dJ545K15.1.3 (novel protein similar to iaAA0512 
(contains translation of cDNAs Em:AK000818 and 
Em:L20773) (isofonn 3)) (Homo sapiens] 


5.5 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4072 


13096854 


gi|13096854|gb|AAH03224.1|AAH03224(BC003224) 
Similar to duomosome ccmdoisatioo 1-like [Mus 
musculus] 


9.1 


4073 


103076 


gi|103076|pir||B21 124 Bkm-like sex-deteimining region 
hypothetical protein CS314 - fiuit fly (Drosophila 
melanogaster) (fragment) 


0.3 


4074 


14722732 


gi|14722732|refpa>_017441.2| Iqpotbetical protein 
FLJ21477 [Homo sapiens] 


6.6 


4076 


3378554 


gil33785541emblCAA76192.11 (yi6404) mnltidn^g 
resistance protein [Candida albicans] 


0.33 


4081 


6983946 


gi|6983946|gb|AAF34740.1|AF200327_l(AF200327) 
vmknown [Plasmodivun diabaudi] 


8.5 


4082 


5524754 


gi|5524754|emb|CAB50786.1| (AJ011801) Rx protein 
[Solanum tuberosum] 


2.6 


4086 


7959271 


gi|7959271|dbjlBAA96029.1| (AB040938) KIAA1505 
protein [Homo sapiens] 


3E-58 


4087 


130687 


gill30687|splP27536IPOST_XENLA POSTHUOR 
PROTEIN pirllA43784 Xpo protein - African clawed 
fcog emb|CAA41397.1| (X58487) Xpo [Xaiopus laevis] 


1.2 


4092 


2406633 


gi|24066331gb|AAB70469.1| (AF005630) adenylyl 
cyclase isoform DAC9 [Drosophila melanogaster] 


7.3 


4095 


13812388 


gi|13812388|refINP_113506.1| ceU division cycle 2 
homolog [Guillardia tiieta] 6mb)CAC27075.11 
(AJO 10592) cell division cyde 2 homolog [Ouillaidia 
theta] 


9.7 


4096 


14530932 


gi|14530932|gblAAG37978.2| (AC087081) Hypothetical 
protein Y82E9BL. 13 [Caenoihabdttis elegans] 


3.1 


4097 


14760316 


gi|14760316|reflXP_045601.1| 7324 [Htmo sapiens] 


0.83 


4098 


7305361 


gi|7305361|iefINP_038652.1| otogelin [Mas musculus] 
pir||T42214 otogelin - mouse gb|AAB96561.1| (U96411) 
otogdin; ML^dP [Mus musculus] 


lE-10 


4103 


8953656 


gi|8953656|emb|CAB96704.1| (AL360354) virl5, ipgl, 
putative transmembrane protein, similar to ipg2, vir9 
MW:34499 (294 aa), fasta scores: opt: 398, EQ: 0.023, 
26.0% identity in 289 aa overly, and to vii2: 
MW:35019 (292 aa), festa scores: opt 380, EQ: 0.037, 
28.0% identity in> 


3.6 


4108 


3659615 


gi|3659615|gb|AAC61684.1| (AF052517) diguanylate 
cyclase [Gluconacetobacter xylinus] 


6.5 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQDD 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4110 


11465871 


gi|l 1465871|refINP_066420.1| NADH dehydrogenase 
subunit 2 [Ochromonas danica] 
gblAAG18386.11AF287134_ll (AF287134) NADH 
dehydrogenase subunit 2 [Ocfaiomonas danica] 


9.3 


4112 


13786586 


gi|13786586|ref|NP_l 12718.1) ORF55 [Bacteriophage 
TP90M] gb|AAK38072.1| {AF304433) ORF55 
(Bacteriophage TP901-1] 


1.4 


4115 


14743649 


gill4743649|re£pCP_036116.11 KIAA0594 piotan 
[Homo sapiens] 


2E-46 


4121 


7491991 


gi|7491991|pir|lT41608 hypothetical protein 
SPCC790.03 - fission yeast (Sdiizosaccharomyces 
pombe) etnb|CAA21293.1| (AL031855) hypothetical 
protein [Sduzosaccharomyces pombe] 


2.9 


4122 


6647413 


gi|66474131sp|Q9ZE52|ALR_RICPR ALANINE 
RACEMASE piiilF71718 alanine racemase (air) RP095 
- Ridcettsiaprovsiazekii «nb|CAA14565.1| (AJ235270) 
ALANINE RACEMASE (air) piidcettsia prowazeikii] 


9.1 


4125 


7293814 


gi|7293814|gb|AAF49181.1| (AE003517) nes gene 
product [Drosophila melanogaster] 


7.7 


4128 


7505316 


gi|7505316|pirl|T23351 hypothetical prolan K05D4.2 - 
Caenorhabditis elegans emblCAB07252.11 (Z92804) 
contains similarity to Pfem domain: PF01461 (7TM 
chemoreceptor), Score=118.9, E-value=3.1e-32, N=l 
[Caenoihabditis elegans] 


9.3 


4139 


4335719 


gi|4335719|gblAAD17397.1| (AC006248) putative 
C3HC44ype RING zinc finger protein [Arabidopsis 
tfaaliana] 


5.1 


4140 


9625775 


gi|9625775|reflNP_040024.1| Conserved herpesvirus 
spliced gene [human herpesvirus 5] 
splP16732|VTER_HCMYA PROBABLE DNA 
PACKAGING PROTEIN anblCAA35363.1| (X17403) 
Conserved hopesvirus spliced gene (fauman herpesviius 
5] 


4.3 


4144 


7510388 


p|7510388|pir||T27298 hypothetical protein Y68A4A.7 ■ 
Caenorhabditis elegans emb|CAAI6418.1| (AL021503) 
predicted using Genefinder~contains similarity to P&m 
domain: PF01604 (7TM chonorecqytw), Score=-48.3, 
E-vahie=7.1e-07,N-l [Caenoiliabditis elegans] 


3.4 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4145 


7243081 


gi|7243081|dbj|BAA92588.1| (AB037771) KIAAI350 
protein [Homo sapiens] 


e-112 


4149 


13812221 


gi|13812221|refINP_113352.1| hypothetical protein 
[Guillardia theta] gb|AAK39908.1|AF165818_l 16 
(AF165818) hypothetical protein [Guillardia ^SosjaHi 


5.1 


4150 


7706557 


gi|7706557|reflNP_057604.1| hepatocellular cananoma- 
associated antigen 59; hypothetical protein [Homo 
sapiens] refpCP_017552.1| hypothetical protein [Homo 
sapiens] refIXP_052691.1I hypotibetical protein [Homo 
sapiens] gb|AAF37561.1| (AF218421) hepatoceUular 
carcinoma-associated antigai 59 [Homo sapiens] 
gb|AAH07664.1|AAH07664 (BC007664) hepatoceUular 
carcinoma-associated antigen 59 [Homo sapiens] 


3E-81 




984305 


gi|984305|gb|AAA75468.1| (U25975) hPAK65 [Homo 
sapiens] 


lE-11 


4153 


14729667 


gi|14729667|refpa>_029101.1| KIAA0947 protein 
[Homo s^iens] 


0.47 




335564& 


gi|3355648|emb|CAA08785.1| (AJ009688) tungsten 
fonnylmethanofuran dehydrogenase subunit fwdB 
[Methanothermobacter wol&ii] 


0.54 


4156 


12513192 


gi|12513192|gb|AAG54704.1|AE005215_l(AE005215) 
putative transport protein [Escherichia coli 0157:H7 
EDL933] dbj|BAB33831.1| (AP002551) putative 
transport protein [Escherichia coli 0157:H7] 


4.1 


4159 


7472450 


gi|7472450|pir||D75370 hypothetical protein - 
Deinococcus radiodurans (strain Rl) 
gb|AAF11218.1|AE002008_13 (AE002008) 
hypothetical protein [Deinococcus radiodurans] 


7.9 


4160 


13876525 


gi| 13 876525|gb|AAK43501 . 1|AC020666_1 1 
(AC020666) hypothetical protem [Oryza sativa] 


4.6 


4162 


6665675 


gil6665675|gb|AAF22966.1|AF175308_l(AF175308) 
acetyl-CoA carboxylase [Sus scro&] 


2E-11 


4163 


7509105 


gi|7509105|pir||T3 1728 probable cysteine proteinase 
(EC 3.4.22.-) W07B8.4 - Caenorhabditis elegans 
gb|AAB65345.1| (AF016426) Hypothetical protein 
W07B8.4 [Caenorhabditis el^ans] 


1,4 


4164 


7510169 


gil75101691pir||T31555 hypothetical protein Y53H1C.2 - 
Caenorhabditis el^ans emb|CAB55064.1| (ALl 17201) 
predicted using GeneSnder [Caenorhabditis elegans] 


7 
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rable 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQro 

NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4166 


6683126 


gi|6683126|dbj|BAA20797.2| (AB002337) KIAA0339 
protein [Homo sapiens] 


9.8 


4167 


7485930 


gi|748S930|pir||T10623 faypoOietical protein 
F21C20.160 - Arabidopsis thaliana emb|CAB45847.1| 
(AL080254) putative protein [Arabidopsis tfaaliana] 
emb|CAB79081.1| (ALil615S3) putative protein 
[Arabidopsis tfaaliana] 


5.9 


4171 


11348277 


gijl 1348277|pir|lC83019 conserved hypothetical protein 
PA5019 rimnortedl - Pseudomonas aemcinosa fstrain 
PAOl) gbIAAG08404.1|AE004914J (AE004914) 
conserved hypothetical protein [Pseudomonas 
aeruginosa] 


3.5 


4172 


1150480 


gi|1150480|emb|CAA91110.1| (Z54312) hypothetical 

protein [Lactobacillus sakei] 


3.2 


4173 


14776432 


gill4776432|repP_050788,l| similar to KIAA0I33 
gene product (H. sapiens) [Homo sapiens] 


0.3 


4175 


13569915 


gi|13569915|ref|NP_l 12205. 1) amnionless protein 
[Homo sapiens] gblAAK28532.1|AF328788 _1 
(AF328788) amnionless [Homo sapiens] 


8.9 


4180 


6978481 


gijoy /oHoi|rei|JNr^u^oi/uj.i| a^Kinasc ancnormg proiem 
[Rattus norvegicus] sp|Q62924|AKll_RAT A KINASE 
ANCHOR PROTEIN 1 1 (PROTEIN KINASE A 
ANCHORING PROTEIN 1 1) (PRKAl 1) (A KINASE 
ANCHOR PROTEIN 220 KDA) (AKAP 220) 
pir||T42732 A-kinase anchoring protein AKAP 220 - rat 
gb|AAB06S59.1| (U48288) AKAP 220 [Rattus 
norv^cus] 


3.1 


4187 


14738118 


gi|147381 181refpCP_048649.1| Apobec-1 
con^lementation &ctor; AP06EC-1 sdnuilating protein 
[Homo sapiens] emblCAB94754. 1| (AJ272078) 
APOBEC-1 stimulating protein [Homo sapiens] 


lE-37 


4189 


13183342 


gi|13 1 83342|gb|AAK15157.1|AF284034_l (AF284034) 
vitellogenin B [Melanogrammus a^efinus] 


9.4 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4192 


13123985 


gill3123985|sp|Q9N293|B3G5_GORGOBETA-l,3- 
GALACTOSYLTRANSFERASE 5 (BETA-1.3. 
GALTASE 5) (BETA3GAL-T5) (B3GAL-T5) (UDP- 
GALACTOSE:BETA-N-ACETYLGLUCOSAMINE 
BETA.1,3-GALACT0SYLTRANSFERASE 5) (UDP- 
GAL:BETA-GLCNAC BETA-1,3- 
GALACTOSYLTRANSFHIASE 5) (BETA-3-GX-T5) 
dbj|BAA94501.1| (AB041416) UDP-GaI:GlcNAc 

t^l^ 1i ^ m writ • «■ 

Detal,3-gaiactosyItransferase 5 [Homo sapiens] 


4 


4194 


7295768 


gi|7295768|gb|AAF5 1070.11 (AE003579) CG3410 gene 
product [Drosophilamelanogaster] 


1.5 


my J 


7290544 


gi|7290544|gblAAF45996.1| (AE003432) CG6903 gene 
product [Drosophila melanogaster] 


6 




9966502 


gi|99665021gb|AAG10295. 11AF275272_1 (AF275272) 
unknown [Schizophyllum comniune] 


0.83 


4213 


6010435 


giI6010435|gblAAF01135.1| (AF087699) erythrocyte 
membrane protein 3 [Plasmodium falciparum] 


2.2 


4216 


14775884 


gi|14775884|re£lXP_043964.1| similar to KIAA0220 
protein (H. sapiens) [Homo sapiens] 


5E-12 


4218 


7511578 


gi|751 1578|pir|rn9209 probable protein kinase 
E02H4.3 - Caenorhabditis elegans emblCAA94122.1| 
(Z70205) Similarity to Drosophila Doa kinase (FIR 
Acc. No. S44077), contains similarity to P&m domain: 
PF00069 (Eukaryotic protein kinase domain), 
Score=184.6, E-value=5.2e-52, N^l'-^DNA EST 
yk5d6.3 comes from Ihis gaie-cDNA EST yk5d6.5 
comes fromthis> embICAA91979.1I (Z68003) 
Similarity to Drosophila Doa kinase (PIR Acc. No. 
S44077), contains similarity to Pfem domain: PF00069 
(Eukaryotic protein kinase domain), Scores 1^4.6, & 
value=5.2e-52, N— l~cDNA EST yk5d6.3 comes &om 
this gene-cDNA EST yk5d6.5 comes from this> 


0.069 


4220 


7471938 


gi|7471938|pir||G75366glucose-l-phosphate 
^denylyltransferase - Deinococcus radiodurans (strain 
Rl) gb|AAFl 1244.1|AE002010_7 (AE002010) glucose- 
1-phosphate adenylyltransferase [Deinococcus 
radiodurans] 


2.6 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 
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4224 


4506051 


gil45060511reflNP_000937.1| primase, polypeptide 1 
(49kDi); primase polypeptide 1 (49kD) Porno sapiois] 
refpCP_048930.1| primase, polypeptide 1 (49kD) [Homo 
sapiens] refpCP_006706.3| primase, polypqrtide 1 
(49kD) [Homo sapiens] splP49642|PRIl_HUMAN 
DNA PRIMASE SMALL SUBUNlt (DNA PRIMASE 
49 KDA SUBUNTI^ (P49) pir|lS45630 DNA primase 
chain p48 - human emb|CAA52377.1| (X74330) DNA 
primase (subunit p48) [Homo sq>iens] , 
gblAAH05266.1|AAH05266 (BC005266) piimas^ 
polypeptide 1 (49kD) [Homo sapiens] 


0.014 


4228 


13812048 


gi|13812048|ref|NP_113182.11 putative protein kinase 
;Guillardiatheta]gb|AAK39750.1|AF083031_107 
:AF08303 1) putative protein kinase [Guillardia theta] 


1.8 


4229 


7465475 


gi|7465475|pir||S70173 autoinducer synthesis protein - 
Pseudomonas aeruginosa 


L3 


4236 


11288518 


gi| 1 12885 1 8|pir||T49586 related to nif-spedfic 
regulatory protein [imported] - Neurospora crassa 
emblCAB91387.1I (AL355930) rdatedto nif-spedfic 
regulatory protein [Neurospora crassa] 


6.8 


4237 


2072951 


gi|2072951|gb|AAC5 1263.11 (U93564) putative pl50 
[Homo sapiens] 


3.1 


4244 


1903416 


gi|1903416|gb|AAC53095.1| (U761 12) translation 
repressor NAT 1 [Mus musculus] 


2E-15 


4248 


14749171 


gi| 14749171|refiXP_038309.1| hypothetical protein 
XP 038309 [Homo sapiens] 


4.3 


4251. 


7432367 


gi|7432367|pir|rn3881 NADH dehydrogenase 
(ubiquinone) (EC 1.6.5.3) chain 4 - Chlorogonium 
elongatum mitochondrion embICAA73990.1| (Y13644) 
NADH dehydrogenase subunit 4 [Chlorogonium 
elongatum] 


1.2 


4255 


13621755 


gi|13621755|gb|AAK33536.1| (AE006511) putative 
nucleotide sugar dehydrogenase [Streptococois 
pyogoies Ml GAS] 


2.7 


4259 


9880 


gi|9880|embICAA36427.1| (X52177) KNA polymerase 
beta subunit (697 AA) [Plasmodium falciparum] 


1.1 


4260 


10314010 


gi|10314010IrefINP_066241.1|rq»Ucasepolypiotein 
[acute bee paralysis virus] 

gb|AAG13118.11AF150629_l (AF150629) repUcase 
polyprotein [acute bee paralysis virus] 


7.5 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


PVALUE 


4261 


1 170902 


gill 170902|sp|P43245|MDRl JIAT MULTIDRUG 
RESISTANCE PROHEIN 1 (P-GLYCOPROTEIN 1) 

pir||JH0502 p-glycoprotein - rat 




4265 


10180785 


gill01807851gblAAG14273.1|AF243438J8 
;AF243438) RSI immediate-early gene transacdvator- 
like protein [Gallid herpesviras 2] 
gb|AAG14284.1|AF243438_99 (AF243438) RSI 
immediate-early gene transacdvator ICP4-Iike protein 
[Gallid herpesvirus 2] 


1.3 


4267 


1353257 


gi|1353257|gb|AAB06234.1| (U26665) dimethyl 
sulphoxide reductase subunit B [Haemophilus 
influenzae] 


4.8 


4268 


4240315 


gi|4240315|dbj|BAA74936.1| (AB020720) KIAA0913 
protein [Homo sapiens] 


3.3 


4269 


4493991 


gi|4493991|emb|CAB39050.1| (AL034559) hypothetical 
protein, PFC1060c [Plasmodium &lciparum] 


6.3 


4272 


4557503 


gi|4557503|ref|NP_001072.1| cubilin precursor, cubiUn; 
intrinsic fector-cobalamin receptor, intrinsic fector B12- 
receptor [Homo sapiens] pir||T09456 nitrinsic &dDr- 
B12 receptor CubiUn precursor - human 
gb|AAC82612.1| (AF034611) intrinsic fector-B12 
receptor precursor, cubilin [Homo sapiois] 


5E-10 


4277 


7504212 


gi|7504212|pir||T22670 hypothetical protein F54F11.1 - 
Caenorhabditis elegans emb|CAB05738.1| (Z83229) 
Weak similarity with glycerol phospholipid-cholesterol 
acyltransferasC'-cDNA EST yk479hl2.3 comes from 
this gene-cDNA EST yk479hl2.5 comes from this gene 
[Caenorhabditis elegans] 


8 


4279 


421548 


gi|421548|pir|lB47013 butanol dehydrogenase OEC Ll.l. 
) n - Clostridium acetobutyhcum 


1.7 


4284 


7497553 


gi|7497553|pirlIT19999 hypothetical protein C47D12.2 - 
Caenorhabditis elegans emb|CAA93767.1| (Z69902) 
predicted using Genefinder-cDNA EST ykl4e2.3 comes 
from this gene-cDNA EST yk88e3.3 comes from this 
gene-cDNA EST ykl32hl .3 comes from ftis 
gene-cDNA EST yk88e3.5 comes from this 
gene-cDNA EST ykl32hl .5 comes from this 
gene^-cDNA EST 5dc422c3;3 > 


6.7 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4292 


5042237 


gi|5042237|emb|CAB44655.1| (Y18605) hypothetical 
jrotein RvDl-Rv2024c' [Mycobacterium bovis BCG] 

)utative/cons6rved hypothetical protein [Mycobacterium 
tuberculosis CDC1551] 


6.3 


4298 


14746217 


gi|14746217|refpa>_011563.2| hypothetical protein 
FLJ21634 [Homo sapiens] dbjlBAB15338.1| 

(AK026056) unnamed protein product [Homo sapiens] 


0.000000002 . 




\J\J\J<J 7 # V> 


gi|6005978|reflNP J)09098. 1! zinc finger protein 258 

mr^***^ oo«^;aMc1 rt\\\K ATM ^707 1 1 ^AF^^^A7^^ 7M177^8 

[Homo sapiens] gD|AAUiD/y/.i| ^ArujjH/u^z«jNrzjo 
[Homo sapiens] 


9E'26 


4303 


9845291 


gi|984529I|refINP_063945. 1| phosphatidybnositol 
polyphosphate 5-phosphatase type IV [Homo sapiens] 
gb|AAF81404.1|AF187o91_l (Arlo/oyi) 
phosphatidylinositol polyphosphate S-phosphatase type 
IV [Homo sapiens] 


7.7 


4305 


13620879 


gi|136208791dbj|BAB40992.11 (AB049938) alphal,3- 
fucosyltransferase [Rattus norvegicus] 


2.7 


4308 


6424813, 


gi|6424813|gb|AAF08148.1| (AF130192)NADH 
dehydrogenase subunit F [Valeriana feuriei] 


9.6 


4311 


5834894 


gi|5834894|refINP_006964.1|ND5J0021 NADH 
dehydrogenase subumt 5 [Caenoifaabditis d^ans] 
sp|P24896|NU5M_CAEEL NADH-UBIQUINONE 
OXIDOREDUCTASE CHAIN 5 pir||S26037 NADH 
dehydrogenase (ubiquinone) (EC 1.6.5.3) chain 5 - 
Caenorhabditis elegans mitodbondiion 
emblCAA38 162.11 (X54252) ND5 protein (AA 1 - 527) 
l^waenornaDQius exegansj 


1 6 


4314 


11135954 


gi|l 1 135954|sp|Q9TC94|YM16_NEPOL 
HYPOTHETICAL PROTEIN YMF16 

gb|AAF03203.1|AF11013o_35 ^Ar ilUlio) nomolog or 
E. coli MttB, a protein involved in folded protein 
translocation and tar&etins across bacterial membranes 
[Nephroselmis olivacea] 


2.2 


4316 


14089831 


gi|14089831|emb|CAC13590.1| (AL445564) unknown; 
predicted coding region [Mycoplasma pulmonis] 


6.5 


4317 


10728595 


gi|10728595|gb|AAF52302.2| (AE003611) CG9011 
gene product Prosophila melanogaster] 


4E-19 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4318 


9187479 


oilOl 874.'70lAmKl/^ A "DOAQ/CO 1 1 / A TAATCAOX ; 

gi|y 1 0 /4 /y|emD|C/VDyoyoz. i| (AJUU /d\)o) magnesium- 
chelatase subunit chll [Gnetum gnemon] 


2.4 


4322 


7469635 


giI7469635|pir|lS76563 hypothetical protein - 
Synechocystis sp. (strain PCC 6803) dbj|BAA10409.1| 
(D64002) ORFJD:sll0188-unknown protein 
[Synechocystis sp. PCC 6803] 


1.6 


4324 


15021476 


gi| O Uz 1 4 / o|gD|AAJv77753 . 1 jAF369029^84 
(AF369029) ORF84 [vMte spot syndrome virus] 


1.7 


4333 


11466210 


gi|l 1466210|reflNP_066533.1|NADH dehydrogenase 
subunit 2 [Naegleria gruberi] 
gblAAG17811.1|AF288092J6 (AF288092) NADH 
dehydrogenase subunit 2 [Naegleria gruberi] 


0.46 


4336 


127494 


gi|127494|sp|P25 127|MT.ESOLU 
METALLOTHIONEIN (MT) pir||S17175 
Metallothionein - Northern pike pir||S38334 
metallothionein - northern pike pir||S3 1 723 
metallothionein - northern pike emb|CAA42035.1| 
(X59392) metallothionein [Esox lucius] 
emb|CAA49636.1| (X70042) Metallothioein [Esox 
lucius] 


1 


4341 


6009729 


gi|6009729|dbj|BAA85039.1| (AB026129) alpha-2- 
macroglobulm-2 [Cyprinus carpio] 


0.00002 


4342 


1170606 


gi|1170606|sp|P43188|KADC MAIZE ADENYLATE 
KINASE, CHLOROPLAST (ATP-AMP 
TRANSPHOSPHORYLASE) pir||S45634 adenylate 
kinase (EC 2.7.4.3), chloroplast - maize pdb|lZAK|A 
Cham A» Ad^ylate Kinase From Maize In Complex 
With The Inhibitor Pl,P5-Bis(Adenosine-5*- 
)pentaphosphate (Ap5a) pdb| 1ZAK|B Chain B, 
Adenylate Kinase From Maize In Compkx With The 
Inhibitor Pl,FS-Bis(Adenosine-5 -)paitaphospnate 
(Ap5a) 


5E-13 


4345 


543537 


gipf /|pir||ji>u /zu giucosyi uansierase * omgeiia 
flexneri phage X gb|AAA71895.1| (L05001) glucosy! 
transferase [bacteriophage SfX] 


8.1 


4347 


7297011 


gi|7297011|gblAAF52281.1| (AE003611) CG11149 
gene product [Drosophila melanogaster] 


0.93 


4348 


11558496 


gi|11558496|emb|CAC17816.1| (AJ276292) sodium 
iodide synqx)Tter [Sus sao&] 


2.6 
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SEQm 
NO 


ACCESS 

XT 
IN 


Diio uKlr 1 lUJN 


U A/ A T TTC 


4351 




gi|7293017|gb|AAF48404.1| (AE003497) CG12398 
gene product [Drosophila melanogaster] 


9 


4352 


7486021 


gi|7486021|pir||T06133 hypothetical protein 
F23E12.200 - Arabidopsislhaliana emb|CAAI874S.l| 
(AL022604) putative protein [Arabidopsis thaliana] 
embICAB8024Ll| (AL161587) putative protein 
[Arabidopsis thabana] 


0.085 


4353 


10047323 


gi|100473231dbjIBAB13449.1| (AB046843) KIAA1623 
protein [Homo sapiens] 


2.7 




262249 


gi|262249|gblAAB24620.1| (S52010) orfl 5* of EpoR 
[Mus spj 


0.67 


4361 


14589828 


gi| 145 89828|gblAAK70656. 1 IAC024771 J 
(AC024771) Hypothetical protein Y40B10A.1 
[Caenorhabditis elegans] 


0.45 


4364 


543537 


gi|543537|pir(|JN0720 glucosyl transferase - Shigella 
flexneri phage X gb|AAA71895.11 (L05001) glucosyl 
transferase [bacteriophage SfX] 


6.6 


4366 


14587208 


gi|14587208|dbjlBAB61142J| (AP003199) hypothetical 
protein [Oryza sativa] 


5.1 


4370 


13385738 


gi|13385738|reflNP_080509.1| RIKEN cDNA 
4933434120 gene [Mus musculus] dbjlBAB30173.1| 
(AK016272) putative [Mus musculus] 


0.046 


4372 


7507823 


gi|75078231pir||T24908 hypothetical protein T14D7.2 - 
Caenorhabditis elegans emb|CAB03365.11 (Z81123) 
cDNA EST EMBL:M88978 comes from this 
gene-cDNA EST yk419b8.3 comes from Ibis 
gene--cDNA EST yk285a8.3 comes from this 
genC'-cDNA EST yk398cl.3 comes from this 
gene-cDNA EST yk350c8.3 comes from this 
gene-cDNA EST yk350c8.5 comes from this gene-O 


0.33 


4376 


7302573 


gil73025731gb|AAF57655.1| (AE003798) CG15086 
gene product [Drosophila melanogaster] 


1.1 


4377 


531764 


gil531764|emb|CAA56961.11 (X81072) hypothetical 
protein in YTA7 5 'region [Saccharomyces cerevisiae] 


5.4 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4378 


585100 


gi|585100|sp|Q072871ZPB_PIG ZONA PELLUCIDA 
SPERM-BINDING PROTEIN B PRECURSOR 
(ZONA PELLUCIDA 3-ALPHA) (ZONA 
PELLUCIDA GLYCOPROTEIN ZP3-ALPHA) 
pir||S35712 spam-binding gfycoprotein ZP3-alpha 
precursor - pig gb|AAA50164.1| (LI 1000) ^3-alpha 
sperm-binding glycoprotein [Sus scrofe] 


2.5 


4382 


2148043 


gi|2148043|pir||S5I527 S-recq)tor kinase (EC 2.7,1.-) 
A14 precursor - rape gblAAA62232.1| (U00443) S- 
receptor kinase [Brassica napus] 


6 


4383 


2257556 


gi|2257556|dbj|BAA21448.11 (AB004539) probable 
membrane protem YOL130w [SduzosacdiaronQrces 
pombe] 


7.9 


4386 


8928528 


gi|8928528|sp|Q44601|YTRl_BUCSC 
HYPOTHETICAL 35. 1 KDA PROTEIN IN TRPA 
31030^ gb|AAA92793.1| (U09185) unknown 
(Budmera aphidicola] 


9.3 


4389 


12518050 


gi| 125 1 80501gb|AAG585 18. 1IAE005564_3 (AE005564) 
maltodextrin phosphorylase [Escherichia coli 0157.H7 
EDL933] dbj|BAB37682.1| (AP002565) maltodsctrin 
phosphorylase [Escherichia coli 0157:H7] 


4.8 


4391 


13813161 


gi|13813161|gb|AAK40397.1| (AE006644) Hypothetical 

protein [Sulfolobus solfataricus] 


0.64 


4393 


13626090 


gi|13626090|sp|P78704|ACR2_NEUCR . 
ACRIFLAVINE SENSITIVITY CONTROL 
PROTeNACR-2 


3 


4394 


6680736 


gi|6680736|reflNP_03 1522.11 AT motif binding fector 1 
[Mus musculus] dbj|6AA05046. 1| (D26046) AT motif- 
binding factor [Mus musculus] prfl|2207230A 
transcription factor ATBFl [Mus musculus] 


1.1 


4395 


7269957 


gi|7269957|emblCAB79774.1| (AL161577) cyclic 
nucleotide and calmodulin-rpgulated ion channel-like 

protein [Arabidopsis thaliana] 


5 


4396 


13812152 


gi|13812152|refINP_113279.1| hypothetical protein 
[GuillardiaAeta]gb|AAK39839.1|AF165818_47 
(AF165818) hypoftetical protein [Guillardiatheta] 


2 
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11350074 


gi|l 1350074|pir||G83Ml hypoflietical protein PA4035 
[imported] - Pseudomooas aeruginosa (strain PAOl) 
gb|AAvj07422.1|AE004820_7 (AE004820) hypothetical 
protein [Pseudcmonas aeruginosa] 


1.8 


4399 


6601484 


gj|6601484|gblAAF18995.11AF21 185'6_1 (AF21 1856) 
pulmonary sur&ctant protein A [Ovis aiies] 
gb|AAF31148.1|AF076633_l (AF076633) pulmonary 
sui&ctant-assodated protdn A [Ovis aries] 


2.3 


4402 


7480194 


gi|7480194lpir||T37054 hypothetical protein SCJ21.05 - 
Streptomyces coelicolor emb|CAB52351.1| (AL109747) 
hypothetical SCJ21.05 [Streptomyces coelicolor A3(2)] 


6.9 


4403 


123346 


gi|123346|splP16393pMDH_STRPU3-HYDROXY-3- 
METHYLGLUTAKVL-COENZYME A 
REDUCTASE (HMG-COA REDUCTASE) 
pir||A3 1 898 hydroxymethylglutaryl-CoA reductase 
(NADPH) (EC 1.1.1.34) - sea urchin 
(Strongylocoitrotds purptnatus) gb|AAA30060.1| 
(J04200) HMGCoA reductase (EC 1.1.1.34) 
[Strongylocentrotus purpuratus] 


4.2 


4404 


1870163 


gi|1870163iemb|CAB05927.1| (Z83335) unknown 
[Strqjtococcus pneumoniae] 


8.3 


440S 


5739524 


gi|5739524|refINP_000544. 1| Werner syndrome protein 
[Homo sapiens] splQ14191|WRN_HUMAN WERNER 
SYNDROME HELICASE gb|AAC41981.1| (L76937) 
Homo sapiens Werner syndrome gene, complete cds 
gb)AAC63361.1| (AF091214)WRN DHomos^ens] 
gb!AAF06162.1| (AF181897) WRN [Homo sapiens] 


7.2 


4409 


7494315 


gi|74943 15|pir||C7I607 hypothetical protein PFB0745w 
malaria parasite (Plasmodium &lcipaium) 
gD|AAL>7l73B. i| (AbiKii4i3) nypomencai pioftem 
[Plasmodium falciparum] 


2.4 


4414 


13477147 


gi|13477147|gb)AAH05031.1IAAH05031(BC005031) 
Unknown (protein fbrIMAOE:3532103) [Homo 
sapiens] 


9.1 


4415 


6650234 


gi|6650234|gb|AAF21778.1| (AF072567) zmc finger 
protein 74 isoform m [Homo sapiens] 


3.3 
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SEQID 
NO 


ACCESS 

It 


JL/JboUKlr 1 lUlN 


r VALUE 


4419 


7498637 


8i|7498637|pirl|T32474 hypothetical protein F08F1.3 - 
Caenorhabditis elegans gb|AAB71303.1| (AF026213} 
Hypothetical protein F08F1.3 [Caenorhabditis elegans] 


9.9 


4420 


OuiOO*IZ 


gi|6016842idbj|BAA8S182.1| (AB033168) nuclear 
proieui £*Ar [jvLus muscuiusj 


2.2 


4422 


125704 


gi|1257041splP08630|SRC2J)ROME TYROSINE- 
PROTEIN KINASE SRCzic pir||TVFFDS protdn- 
tyrosine kinase (EC 2.7. 1. 1 12) src2 - fruit fly 
(Drosopnila melanogaster) gD|AAA2o912.1| (Mlo599) 
Dsrc28C protein Prosophila melanogaster] 


8.9 


4423 


14/4o1j / 


gi|14746157|refpa>_046163.1| T-ceD lyn9)hQma-l 
[Homo sapiens] 


8.6 


4424 


13235641 


gi|13235641|emb|CAC33768.1| (AJ308570) S-adenosyl- 
L-niethionine:salicy]ic acid carboxyl methyltransferase 
[Stephanotis fioribunda] 


6.3 


4426 


12805257 


gill28052571gb|AAH02091.1|AAH02091 (BC002091) 
Unknown (protein for MGC:6342) [Mus musculus] 


5.5 


4428 


7488979 


gi|74889791pir||T07612 cellulase(EC 3.2.1.4) Cel3, 
membrane-anchored - tomato gblAAC49704. 1| 
(U78526) endo-l,4-beta-glucanase {Lycopersicon 
esculentimi] 


9.5 


4429 


14741807 


gill4741807|refpa>_049622.1| KIAA1630 protein 
[Homo sapiens] 


2E-16 


4434 


(53241 37 


gi|6324137|ref|NPJ)14207.1| chitin synthase 1; Chslp 
[Saccharomyces cerevisiae] splP08004[CHSl_YEAST 
CHTTIN SYNTHASE 1 (CHTTIN-UDP ACETYL- 
GLUCOSAMINYL TRANSFERASE 1) pir|lA23944 
chitin synthase (EC 2.4.1.16) CHSl - yeast 
(Saccharomyces cerevisiae) gb|AAA34491.1| (M14045) 
chitin synthase [Saccharon^ces cerevisiae] 
emb|CAA96086.1| (Z71468) ORF YNL192w 


6 % 


4436 


6678958 


gi|66789581refp^IP_032667.11 microtubule associated 
testis specific serine/threonine protein kinase [Mus 
musculus] pir||A54602 microtubule-associated 
serine/threonine protein kinase MAST205 - mouse 
gblAAC043 12.11 (U02313) protein kinase [Mus 
musculus] 


0.41 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQK) 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4445 


7494262 


gi|7494262|pirliT18489 hypothetical protein C0820w - 
malaria parasite (Plasmodium &Icipaium) 
embjCABl 1128.11 (Z98551) hypothetical proton, 
PFC0820W [Plasmodium felt^anim] 


6.3 


4454 


11245201 


gi|11245201jgb|AAG33502.1|AF302058_l(AF302058) 
cytochrome oxidase I [Apooypta sp. MSPAS2] 


9.1 


4457 


6752960 


gi|6752960|rei3NP_033743.1| a disint^grin and 
metalIq)rotease domain 1 1; a dismtegrin and 
metalloprotease domain (ADAM) 1 1 [Mus musculus] 
sp|Q9RlV4|ADll_MOUSE ADAM 11 PRECURSOR 
(A DISINTEGRIN AND METALLOPROTEINASE 
DOMAIN 11) (METALLOPROTEINASE-LIKE, 
DISINTEGRIN-LIKE, AND CYSTEINE-RICH 
PROTEIN) (MDC) dbj|BAA83384.1| (AB009676) 
ADAMl 1 [Mus musculus] 


3.8 


4462 


103076 


gi|103076jpir!!B2U24 Bkm-like sex-detennining region 
hypothetical protein CS3 14 - firuit fly (Drosophila 
melanogaster) (firagmeot) 


0.14 


4463 


14742023 


gi|14742023irefpa>_039778. 1( HSPC047 protein (Homo 
sapiens] 


lE-65 


4464 


13816057 


gi|13816057|gb|AAK42842.1| (AE006867) Agmatinase 
(agmatineurediydrolase) (speB-2) [Sulfolobus 
solfataricus] 


6.5 


4466 


295359 


gil2953591gblAAA21303.11 (L14824) surfece antigen 
[Tiypanosoma cruzi] 


4.2 


4471 


2429459 


gi|2429459|gb|AAB70995.1| (AF02S461) cantains 
similarity to Canis familiaris (dog) 180k ribosome 
receptor (NID:g984113) [Caenorhabditis elegans] 


2.2 


4474 


7296176 


gi|7296176|gb)AAF51469.1) (AE003588) CG2839 gene 
product [Drosophila melanogaster] 


8.9 


4475 


14736857 


gi|14736857|refp£P_005322.2| KIAA0967 protein 
[Homo sapiens] 


0.33 


4480 


13959004 


gill3959004|gb|AAK51055.1|AF361075_2(AF3jS1075) 
1JL24 [Canine herpesvirus] 


0.35 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4483 


7511539 


gi|751 1539lpirl|T18770 probable calcium channel 
protein - Caenorhabditis el^gans emb|CAA90091.1| 
;Z49907) similar to calcium channel alpha-2 
subunit'-cDNA EST ykl34g4.5 comes from this 
gene-cDNA EST yk49c7.3 comes from this 
gene^DNA EST ykl34g4.3 comes from tibis 
gene-cDNA EST yk49c7.5 comes from this 
gene-<:DNA EST yk349a4.3 comes from this gene^D> 
emb|CAA90 141.11 (Z49912) similar to calcium diannel 
alpha-2 subunit-cDNA EST ykl34g4.5 comes fromtihds 
gene-cDNA EST yk49c7.3 comes from this 
gene-cDNA ESTykl34g4.3 comes from this 
gene-cDNA EST yk49c7.5 comes from this 
gene-cDNA EST yk349a4.3 comes from this gOTe-cD> 


6 


4484 


11288486 


gi|l 1288486|pir||T49552 hypothetical protein 
B21J21.300 [imported] -Neurospora crassa 
emb|CAB91353.1| (AL355929) hypothetical protein 
[Neurospora crassa] 


9.5 


4488 


11120676 


gi|11120676|refINP_068546.1| putative envelope 
polyprotein [DG-75 Murine leukemia virus] 
gb|AAG29094.1|AF221065_2 (AF221065) putative 
envelope polyprotein [DG-75 Murine leukemia virus] 


1.8 


4489 


3901274 


gil3901274|gb|AAC78630.1| (AF077821) inducible 
nitric oxide synthase; iNOS [Canis familiaiis] 


3.5 


4491 


11595582 


gi|11595582|emb|CAC18184.1| (AL451014) conserved 
hypothetical protein [Neurospora crassa] 


3 


4493 


5835447 


gi|5835447|refINP_00837Ll|ND6J3186 NADH 
dehydrogenase subunit 6 [Onchocerca volvulus] 
pir||TlI066 NADH dehydrogenase (ubiquinone) (EC 
1.6.5.3) chain 6 - nematode (Onchocerca volvulus) 
mitochondrion gb|AAC61613.1| (AF015193) NADH 
dehydrogenase subunit 6 [Onchocerca volvulus] 


1 


4494 


13814848 


gi|13814848|gDlAAK41824.I| (Ab00o7/4j asVl 
hypothetical 14.8 kd protein (orf B-129) homolog 
[Sulfolobus sol&taiicus] 


5.4 


4500 


14529727 


gi|145297271emb|CAC42176. 1| (AL135758) 

dMl 17J5.1 (novel protein similar to anonymous human, 

fly, worm and yeast proteins) [Mus mnsculus] 


7E-97 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4504 


13512594 


gi|13512594|gb|AAK28688.1| (AF078553) unknown 

function U3 [Ehrlichia canis] 


8.8 


4506 


6635084 


gi|6635084|emb|CAB64573.1| (AL135930) hypothetical 
protein L4738.02 [Leishmania major] 


3.2 


4508 


11467470 


gi|114674701reflNP_043616.1| SOS ribosomal protein 
L4 [Odontella sinensis] sp|r4y54o|RK4_OJJUal 
CHLOROPLAST SOS RIBOSOMAL PROTEIN L4 
pir||S78275 ribosomal protein L4, chloroplast - 
Odontella sinensis chloroplast embICAA91648,l| 
(Z67753) SOS ribosomal protein L4 [Odontella sinensis] 


5.9 


4509 


4512681 


gi|4S12681|gb|AAD21735.I| (AC006931) hypotbetical 
protein [Arabidopsis tfaaliana] 


0.73 


4510 


5835704 


gi|5835704|refINP_008S19.1|ND4JS045 NADH 
dehydrogenase subunit 4 [Rhipicq)halus sanguineus]. 
sp|09982S|NU4M_RHISA NADH-UBIQUINONE 
OXIDOREDUCTASE CHAIN 4 pir||Tl 1 162 NADH 
dehydrogenase (ubiquinone) (EC 1.6.5.3) chain 4 
[similarity] - hardbacked tick (Rhipicephalus 
sangumeus) mitocnononon gD|AAUU3DzD.i| 
(AF0gl829) NADH dehydrogenase 4 [Rhipicephalus 
sanguineus] 


6.8 


4511 


8922500 


gi|8922500|ref|NP_060600.1| hypothetical protein 
FLJ10539 [Homo sapiens] dbj|BAA91669.1| 

f AX^ f\(\^ A(\W Mtmamp'A rtrnf^m nrnrlii/^ FKninn GfmiPticI 
\iTj\\j\j L**\/ 1 J uiiiiaincu pruicul piuuui^i (^nuiiiu Doi^xcuaj 


2E-13 


4514 


12018296 


gi|12018296|ref|NP_072138.1| CDCIO (ceU division 
cycle 10, S.cerevisiae, homolog) [Rattus norvegicus] 

c«ir>Q\lA/PniCT7P'7 P AT C17DTTM 7 fnT\r*\(\ 

PROTEIN HOMOLOG) gblAAD37861.1[AF142759_l 
(AF142759) CDCIO [Rattus norv^cus] ■ 


6.9 


4518 


11357368 


cill 1357368birHT48358 hvnothetical nrotein 
F12E4.100 - Arabidopsis thaliana emb|CAB83293.1| 
(AL162751) putative protein [Arabidopsis thaliana] 


l.I 


4520 


6754038 


gi|6754038|refINP_034456.11 glycoprotein la, alpha 
polypeptide [Mus muscuhis] gb|AAC53320.1| (U91967) 
platelet glycoprotein Ib-alpha [Mus musculus] 


o;53 
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SEQIP 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4521 


7437434 


gi|7437434|pir|p72038 DNAtopoisomerase I CPI103 
[imported] - Chlamydophila pneumoniae (strains 
CWL029 and AR39) gb|AAD18907.1| (AE001658) 
DNA Topoisomerase I-Fused to SWI Domain 
[Oblamydqphila pneumoniae CWL029] 
gblAAF38871.I| (AE002266) DNA topoisomerase I 
[Chlamydophila pneumoniae AR39] dbj|BAA98977,l| 
(AP002547) DNA topoisomerase I-fosed to SWI 
domain [Chlamydophila pneumoniae J138] 


8.2 


4525 


1514669 


gi|1514669|emb|CAA87082.I| (Z46958) adenyl cyclase 
[Xenopus laevis] 


0.86 


4526 


6321382 


gi|6321382|ref|NP_01 1459.11 similar to S. pombe sdsZS; 
Sds23p [Saccharomyces cerevisiae] 
sp|P53172|YGF6_YEAST HYPOTHETICAL 58.1 KD 
PROTEIN IN UBC2-0LE1 INTERGENIC REGION 
pir||S64060 probable membrane protein YGL056c - 
yeast (Saccharomyces cerevisiae) emb|CAA96759.1| 
(Z72578) ORF YGL056C [Saccharonyces cerevisiae] 


•x 

4.2 


4528 


7487690 


gi|7487690|pirl|T01961 hypothetical protein T5H22.5 - 
Arabidopsis thalianagb|AAC62796.1| (AF096372) 
contains similarity to reverse transcriptase (P&m: 
PF00078 rvt, E=4.3e-08) [Arabidopsis ffaaliana] 
emb|CAB80803.1| (AL161498) similaiityto 
[Arabidopsis thaliana] 


3.9 


4530 


12839203 


gi|12839203|dbj|BAB24467.1| (AK006222) putative 
[Mus musculus] 


9.2 


HDD 1 


1177607 


gi|l 177607|emb|CAA63219.1| (X92485) pval 
[Plasmodium vivax] 


0.11 


. 4534 


7506781 


gi|750678 l|pir)|T24250 hypothetical protein R53.3a - 
Caenorhabditis elegans emb|CAA91353.1| (Z66515) 
contains similarity to Pfam domain: PF00096 (Zinc 
finger, C2H2 type), Score=105.7, E-value=2.9e-28, 
N=5 [Caonoihabditis elegans] 


3.2 


4538 


14041637 


gi|14041637[emblCAC38421.1| (AJ302647) POL 
protein [Htunan immunodeficiency virus type 1] 


2.8 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4546 


6324843 


gil6324843|refINP_0 14912.11 Required for visibility in 
the absence of CinSp; Paclp [Saccharomyces 
cerevisiae] sp|P39946|PACl_YEASTPACl PROTEIN 
pir||S67166 PACl protein - yeast (Saccharomyces 
cerevisiae) emb|CAA61775.1| (X89633) hypoth^cal 
protein [Saccharomyces cerevisiae] gb|AAB00685.1| 
(U16827) Paclp [Saccharomyces cerevisiae] 
emb|CAA99493.1| (Z75177) ORF YOR269w 
[Sacdiaromyces cerevisiae] 


42 


4555 


14424433 


gi|14424433|refiNP_0778 16.11 ATPase, Class V, type 
IOC; ATPase type IV, phospholipid transporting CP- 
type) (putative) [Homo sapiens] gb|AAK33100.1| 
(AY029504) aminophospholipid-transporting ATPase 
[Homo sapiens] dbj|BAB47392.1| (AB051358) putative 
aminqphospholipidtranslocase (Homo sapiens] 


3E-10 


4560 


6714740 


gi|6714740|emb|CAB66205.1| (AL136502) putative 
prolyl aroin(q>eptidase. [Streptomyces coelicolor A3(2)] 


4.7 


4562 


6724176 


gil6724176|gblAAF26878.1|AF196232_l(AF196232) 
T cell receptor V delta 6 [Rattus norvegicus] 


7.4 


4563 


14783807 


gi|14783807MXP_027541.1| typothetical protan 
FLJ2 1858 [Homo sapiens] 


3.1 


4564 


6478266 


gi|6478266|gb|AAF1378 1. 1|AF129403_2 (AF129403) 
gamma subunit of membrane-boond ATP synthase 
[Buchnera aphidicola] 


2 


4566 


7509812 


gi|75098121pir||T2686I hypothetical protein Y43F8B.5 - 
Caenorhabditis elegans emb|CAA21513.1| (AL032623) 
contains similarity to Pfem domain: PFOOl 88 (SCP-like 
extracellular protein), Score=34.9, E-vaIue=4.2e-09, 
N=2 [Caenodiabditis elegans] 


- 

5,7 


4567 


5230656 


gi|5230656|gb|AAD40953. liAF148934_l (AF148934) 
phantastica [Lycopersicon esculentum] 


7.9 


4578 


14732381 


gill4732381|refp£P_050222.1| hypothetical protein 
XP_0S0222 (Homo sapiens] 


0.0009 


4581 


14349161 


gill4349161|dbj|BAB60707.1| (AB049622) ficoKn 4 
[Halocynthia roretzi] 


2.5 


4585 


3599476 


gi|3599476|gblAAC69336.1| (AF084637) serendipity 
alpha protein [Drosophila virilis] 


2.4 
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Table 3B Nearest Neighbor (BlastX vs. Non-RedundanI 


t Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4586 


145512 


gi|1455121gb|AAC41418.1| (M55661) colonisation 
factor antigen d' [Escherichia coli] 


8.9 


4590 


7499104 


gi|7499104|pir||T20906 hypothetical protein F14F7.1 - 
Caenorhabditis elegans embICAB0411Ll| (Z81503) 
predicted using Genefinder-contains similarity to Pfem 
domain: PF01484 (Nematode cuticle collagen N- 
terminal domain), Score=31.5, E-value=6.2e-06, 
N=l-cDNA EST yk56g5.3 comes from this 
genc'-cDNA EST yk56g5.5 comes from this gene 
[Caenoihabditi> 


9.8 


4591 


7267234 


gi|7267234|emb|CAB80841.1| (AL161501) putative 
sugar transporter [Arabidopsis thaliana] 


9.9 


4593 


401050 


gi|401050Isp|Q01656|RSP4_CHLRE FLAGELLAR 
RADIAL SPOKE PROHEIN 4 pir||A44498 radial spoke 
protein 4 - Chlamydomonas reinhardtii gb|AAA33092.1| 
(M87S26) flagellar radial spoke protein 

[Chlamydomonas reinhardtii] 


0.31 


4594 


7300719 


gi|7300719|gb|AAP55865.1| (AE003734) CG5862gene 
product [Drosophila melanogaster] 


1.5 


4596 


12851516 


gi|12851516|dbj|BAB29072.1| (AK013941) putative 
[Mus musculus] 


1.1 


4598 


14193314 


gill4193314|gb|AAK55896.1|AF267213_2(AF267213) 
ATP synthase gamma subunit [Candidates Carsonella 
ruddii] 


52 


4599 


13898998 


gi|13898998|gbIAAK48930.1|AF359251J (AF359251) 
extracellular polypeptide Ecp76 [Chlamydomonas 
reinhardtii] 


0.17 


4601 


8922500 


giI8922500|refINP_060600. 1 1 hypothetical protein 
FLI10539 [Homo sapiens] dbj|BAA91669.1| 
(AK001401) unnamed protein product [Homo sapiens] 


4.7 


4605 


7494152 


gi|74941521pir||T18410 carbamoyl-phosphate synth^e 
(glutamine-hydrolyzing) (EC 6.3.5.5) II - malaria 
parasite (Plasmodium falciparum) gb|AAA29522.1| 
(L32150) carbamoyl phosphate synthetase U 
[Plasmodium falciparum] 


8.7 


4607 


6178092 


gi|6178092|dbj|BAA86168.1| (AB031705) 0RF2 
protein [TT virus] 


3;4 


4608 


122078 


gi|122078|sp|P023011H34_MOUSE HISTONE H3.4 
(EMBRYONIC) emb|CAA24131.1| (V00754) readiqg 
frame histone H3 [Mus musculus] 


0.059 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


PVALUE 


4610 


1 

2598224 ( 


5i|25982241emb|CAA69955.1| (Y08696) aldehyde 
dehydrogoiase [Gluconacetobacter europaeus] 


2.1 


4612 


12382242 


gi|123822421gb|AAG53080.1|AF263824J(AF263824) 
5*A2rel-related protein [Leishmania donovani] 


3.2 


4613 


1405336 


gi|1405336|dbj|BAA13060.1| (D86240) hypothethecal 
membrane transporter [Staphylococcus aureus] 
gb|AAD21958.1| (AF101234) putative membrane : 
protein DltB [Staphylococcus aureus] dbj|BAB42033.1| 
;AP003132) DltB membrane protein [Staphylococcus 
aureus subsp. aureus N3151 dbj|BAB57095.1| 
(AP003360) DltB membrane protein [Staphylococcus 
aureus subsp. aureus MuSO] 


7.4 


4olo 


6321803 


gi|6321803|ref|NP_011879.1| PolyA-binding protein; 
SAipSp [Saccharomyces cerevisiae] 
sp|P38760IYHH5_YEAST HYPOTHETICAL 75.9 
KDA PROTEIN IN SP013-ARG4 INTERGENIC 
REGION pir||S46788 PES4 protein homolog YHROlSw 
- yeast (Saccharomyces cerevisiae) gb|AAB68942,l| 
(U10400) YhrOlSwp [Saccharomyces cerevisiae] 


5.3 


4618 


14749154 


gi|14749154|refpa>_031524.11 AF15ql4 protein (Homo 
sapiens] 


9E-94 


4621 


12837658 


gi|12837658|dbj|BAB23899.1| (AK005241) putative 
[Mus musculus] dbjlBAB26680.1| (AKOl 0067) putative 
[Mus musculus] 


6.8 


4622 


Qf>18166 


gi|9628166|refINP_042752.1| CD2 homolog [African 
swine fever virus] pir||A40678 T-cell adhesion receptor 
CD2 homolog - African swine fever virus 
gblAAA42691.1| (L16864) cd2 homologue [African 
swine fever viras] gblAAA65288.1| (U18466) CD2 
homolog [African swine fever virus] prfl|21 13434BJ 
CD2-like protein [African swine fever virus] 


7.6 


4625 


56691 


gi|56691|embICAA68549,l| (Y00497) precursor (AA - 
24 to 198) [Rattus norvegicus] 


4.2 


462S 


1094671C 


gill0946710|refINP_067350.1| Rhesus blood group- 
associated B glycoprotein; Rh type B glycoprotem [Mus 
musculus] gb|AAF19371.1| (AF193808) Rh type B 
glycoprotein [Mus musculus] 


9.9 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4631 


7507118 


gi|7507118|pirl|T24482 hypothetical protein T05AL2 - 
Caenorhabditis elegans emb|CAA92476.1| (Z68219) 
contains similarity to P&n domain: PF01391 (Collagen 
tnple hehx repeat (20 copies)), Score=86.4, E- 
vaIue=1.8e-22, N=2; PF01484 (Nematode cutide 
collagen N-terminal domain), Score=23.9, E- 
value=0.0012, N=l'-cDNA EST CEMSEZIF comes 
from this > 


3.6 




2072964 


gi|20729o4|gb|AAC5 127 1 . 1 1 (U93369) putative p 15 0 
[Homo sapiens] 


0.12 


4636 


13385228 


gill3385228|refINP_080036,l| RIKEN cDNA 
4933428103 gene [Mus musculus] dbj|BAB30529.1| 
(AKO 16968) putative [Mus musculus] dbjIBAB30656.1| 
(AK017257) putative [Mus musculus] 


2.1 


4639 


13637800 


gill3637800|refpa>_017899.1| hypothetical protejn 
FLJ 12673 [Homo S^iensj 






14759884 


gi|14759884|refpa>_010198.3| 64448 (Homo sapiens] 
sp|Q9BZSl|FXP3_HUMAN FORKHEAD BOX 
PROTEIN P3 (ZINC FINGER PROTEIN JM2) 
(SCURFI^J) gb|AAO53607.1|Ar277993_l (Ar 277993) 
scurfin [Homo sapiens] 


0.000002 


4651 


9758192 


gi|9758192|dbj|BAB08666.1| (AB018109) 
pectinesterase [Arabidopsis thaliana] 


< < 


4653 


9989055 


gi|99890551gb|AAG10818.1lAC011808_6(AC011808) 
Hypothetical protein [Arabidopsis thaliana] 


6E-11 


4658 


560700 


gi|560700|gblAAB31458.1I gibbon ape leukemia virus 
molossinus, susceptible cells, Peptide, 680 aa] 


7 


4659 


3878238 


gi|3878238|emb|CAA81588.1| (Z27078) cDNA EST 
ykl81gl.5 comes from this gene-cDNA EST 
ykl53al 1.5 comes from this gene~cDNA EST 
yk46Sbl.S ctmies from this gene [Caenoifaatxlitis 
el^ans] 


1.3 
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SEQro 

NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4663 


141028 


gi|1410281sp|P04540INU5M_TKYBB NADH- 
UBIQUINONE OXIDOREDUCTASE QIAIN 5 
pir||QQUTC5 NADH dehydrogenase (ubiquinone) (EC 
1.6.5.3) chain 5 - Trypanosoma brucei nutochondnon 
gblAAB59225.1| (M14820) NADH dehydrogenase 
subumtS [Trypanosoina brucei] emblCAB57807.1| 
(X01094) unidentified reading frame 10 [Trypanosoma 
brucei] 


0.54 




5442110 


gi|5442 1 1 0|gb|AAD43259. 1|AF126468 J2 (AF 126468) 
protease [Simian retrovirus type 2] 


0.3 


40OO 


12860471 


gi|12860471|dbj|BAB31968.1| (AK020018) putative 
[Mus musculus] 


7.6 


4Doy 


4103974 


gi|41039741gb|AAD05047.1| (AF030414) FeMo protein 
of mtrogenase alpha subunit; NifD [Gluconacetobacter 

diazotrophicus] 


9.1 


4678 


^ Ann A If ^ 

2072953 


gi|20729531gblAAC51264.1| (U93565) putative pl50 
[Homo sapiens] 


0.057 


4679 


7208454 


gil7208454|gb|AAF40208. 11AF233885_1 (AF233885) 
phospholipase C-like protein [Mus musculus] 


9.6 


4680 


14193286 


gi|14193286|gb|AAK55875.1|AF267206_2 (AF267206) 
ATP synthase gamma subunit [Candidatus Carsonella 
ruddii] 


9 


4681 


11361549 


gi|11361549|pir||A82772 hypothetical protein XF0722 
[imported] - Xylella festidiosa (strain 9a5c) 
gb|AAF83532.1|AE003914J3 (AE003914) 
hypothetical protein [X>della festidiosa 9a5c] 


3.1 


4682 


7463298 


gi|7463298|pir||A70144 hypothetical protein BB0354 - 
Lyme disease spirochete gb|AAC66737.1| (AE001141) 
B. burgdorferi predicted coding region BB0354 
[Borrelia burgdorferi] 


5.4 


4685 


9631610 


gi|9631610|refiNP_.048389.1| contains Pro-rich Px 
motif, P APK (8X); similar to Thermoproteus virus 
protein TPX, corresponds to Swiss-Prot Accession 
Number P19275 p>aramecium bursana Chlorella virus 
1] pir||T17S31 proline-ridi protein A41R- OiloreUa 
virus PBCV-1 gblAAC96409.1| (U42580) contains Pro- 
rich Px motif, PAPK (8X); similar to Thennoproteus 
virus protein TPX, corresponds to Swiss-Prot Accession 
Number P19275 [Paramecium bursaria Chlorella virus 

11 


1.8 
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SEQE) 
NO 


ACCESS 
N 


DESCRIPTION 


PVALUE 


4688 


14754644 


gi|14754644|refiXP_030896.1| smularto hypothetical 
protein MGCS384 (H. sapiens) [Homo sapiens] 


9E-48 


4689 


2865163 


gi|2865163|dbj|BAA24799.1| (AB007836) Hic-5 [Homo 

sapiens] 


2E.16 


4693 


6760239 


gi|6760239|gb|AAF28263.1|AF178655_4(AF178655) 
fiision F [Bovine parainfluenza virus 3] 


9.8 


4698 


13446199 


gi|134461991emb|CAC34985.1| (AL035536) veiy 
hypothetical protein [Schizosaccharomyces pombe] 


5.2 


4699 


6320491 


gi|6320491|ref|NP_010S7Ll| synaptonemal complex 
protein; Ziplp [Saccharomyces cerevisiae] 
sp|P31111|ZIPl_YEAST SYNAPTONEMAL 
COMPLEX PROTEIN ZIPl pir||S70115 ZIPl protein - 
yeast (Saccharomyces cerevisiae) gb|AAB64474.1| 
(U51031) Ziplp: Synaptonemal complex protein (Swiss 
Prot. accession number P3 1 1 1 1). [Saccharomyces 
cerevisiae] 


0.001 


4703 


416704 


gi|416704|splQ033761BAR3_CHITE BALBL^NI RING 
PROTEIN 3 PRECURSOR pir||S08167 Balbiani ring 3 
protein - midge (Chironomus tentans) emb|CAA36506.1| 
(XS2263) balbiani ring 3 (BR3) [Chironomus tentans] 


5.4 


4709 


6005948 


gi|6005948|refINP 0091 i8.1| WW domain-containing 
binding protein 4; fbrniin binding pVotem 21 [Homo 
sapiens] ref|XP_007153.1| WW domain-containing 
binding protein 4 [Homo sapiens] ref|XP_049374.1| 
WW domain-containing binding protein 4 [Homo 
sapiens] ref|XP_049375.1| WW domain-containing 
binding protein 4 [Homo sapiens] gb|AAC3481 1.1| 
(AF071 185) fonnin binding protein 21 [Homo sapiens] 


0.007 


4713 


629166 


gi|629166|pir||S39791 neurotoxin - Clostridium 
botulinum 


2.5 


4719 


4096360 


gi|40963601gb|AAC99858.1| (U31159) CR16 [Rattus 
norvegicus] gb|AAC99859.11 (U31169) SH3 domain 
binding protein [Rattus norvegicus] 


4.3 


4723 


11352438 


gi|l 1352438|pir|lF83161 pyocin protein PA3866 
[imported] - Pseudomonas aeruginosa (strain PAOl) 
gb|AAG07253.1|AE004804_l (AE004804) pyocin 
protein [Pseudomonas aeruginosa] 


9.1 


4725 


14761847 


gi|147618471refIXP„017198.2| hypothetical protem 
FLJ12085 [Homo sapiens] 


0,0007 
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SEQm 
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N 
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4726 


7475497 


gi|7475497|pir||B70045 hypo&etical protein yvpB - 
Bacillus subtilis gb|AAC67292.1| (AF017113) YvpB 
nSacillus subtilisi emblCAB15499 11 CZ99121) wdB 
[BaciUus subtilis] 


9 


4731 


11466185 


gi|11466185|ref|NP_066508.1| NADH dehydrogenase 
subunit 1 1 [Naegleria gruberi] 

dehydrogenase subunit 1 1 [Naegleria gruberi] 


6.2 


4735 


9802589 


gi|9802589|gb|AAF99791.1|AC012463J(AC012463) 
T2E6. 16 [Arabidopsis thaliana] 


7.7 


4741 


7512245 


gl} fJ IZZ^^Ipilll X VDO'ry raS~UUiQiIlg pruiCxU UeUUL " 

green monkey gblAAB66586.1| (AF015957) Fas- 
binding protein Daxx [Cercopithecus aethiops] 


7.1 


4746 


345660 


gi|345660|pir||A45031 cysteine-rich fibroblast growth 
&ctor receptor - chicken gb|AAA48769.1| (M9S766) 
cysteine-rich fibroblast growth &ctor receptor [Gallus 
gallus] 


1 


4750 


6324550 


gi|63245501ref|NP_014619.1| mitochondrial initiation 
factor 2; Ifinlp [Saccharomyces cerevisiae] 
sp|P25038|IF2MJfEAST TRANSLATION 
INITIATION FACTOR IF-2, MITOCHONDRIAL 
PRECURSOR (IF-2MT) (IF.2(MT)) pir||S66706 
xraiisiauon uuuaLion lawior ir nuiocnonunax - ycaot 
(Saccharomyces cerevisiae) emb|CAA99023.1| 
(Z74765) ORF YOL023w [Saccharomyces cerevisiae] 


8J 


4751 




gi|12249161|re£lNP_066211.2| cytochrome c oxidase 
subunit m [Schistosoma mansoni] gb|AAG13163.2| 
(AF2 16698) cytochrome c oxidase subunit 3 

r^oViictncranA infiTicnnil 


6.6 


4758 


10835218 


gi|10835218|ref|NP_004609.1| topoisomeiase (DNA) m 
alpha [Homo sapiens] re^XP_008635.1|topois(8nNase 
{^ur^Aj ill aipna [riomo sapiensj 
splQ13472|TP3A_HUMAN DNA TOPOISOMERASE 
m ALPHA gb|AAB03694.1| (U43431) DNA 
topoisomerase m [Homo sapiens] 


9.4 


4759 


9294528 


gi|9294528|dbj|BAB02791 . 11 (AB024034) 
gb|AAF50915. l~geneJd:MDCl 1.5-siinjlar to unknown 
protein [Arabidopsis thaliana] 


7.1 


4760 


6624755 


gi|6624755|emb|CAB63872.1| (AJ251846) 0TX5b 
protein [Xenopus laevis] 


8.8 



5S5 
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NO 


ACCESS 
N 


DESCRIPTION 


PVALUE 


4762 


14768465 


gill4768465|refp£P_038469.11 hypothetical protein 
XP_038469 [Homo sapiens] 


0.88 


4768 


7290081 


gi|72900811gb|AAF45547.1| (AE003418) fe3 gene 
product [alt 2] [Drosophila melanogaster] 


4.7 


4770 


13358052 


gi|13358052|refINP_078326.1| unique hypothetical 
membrane lipoprotein [Ureaplasma urealyticiun] 
pir||H82883 hypothetical protein UU489 [unported] - 
Ureaplasma urealyticum gb|AAF30901.11AE002147_2 
(AE002147) unique h>'pothetical membrane lipoprotein 
[Ureaplasma urealyticum] 


0.95 




12698025 


gi|12698025|dbj|BAB21831.1| (AB051527) KIAA1740 
protein [Homo sapiens] 


0,24 


4784 


116910 


gi|l 16910|sp|P10169|CON8 JflBUCR CONIDIATION- 
SPECIFIC PROTEIN 8 pir||S02210 con-8 protein - 
Neurosppra crassa emb|CAA30092.1| (X07040) c<m-8 
[Neurospora crassa] 


4.3 


4788 


3694664 


gi|3694664|gb|AAC62434.1| (AC004893) simflarto 
NEDD-4 (KIA0093); similar to P46934 
(PID:gl 171682) [Homo sapiens} 


^ 8.2. 


4790 


1731439 


gi|173 1439|sp|P5 1505|ZN80_MACMU ZINC FINGER 
PROTEm 80 emb|CAA61771.1| (X89629) zofSO 
[Macaca mulatta] 


1.3 


4794 


11257183 


gi|11257183|pir||F82319transketolase 1 VC0473 
[imported] - Vibrio cholerae (group 01 strain N 16961) 
gb|AAF93646.1| (AE004133) transketolase 1 [Vibrio 
cholerae] 


9.1 


4795 


11466520 


gi|l 1466520|refINP_044769. 1| SecY-type transporter 
protein [Reclinomonas americana] pir||S78151 secY 
protein homolog - Rechnomonas americana (ATCC 
50394) mitochondrion gblAAD11884.1| (AF007261) 
SecY-type transporter protein [Reclinomonas 
americana] 


2.3 


4799 


5869811 


gi|586981 llemb|CAB55552.1| (AJ243538) Fox2 protein 
[Glomus mosseae] 


8.5 
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SEQID 
NO 
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N 
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P VALUE 


4801 


6324187 


gi|6324187|ref|NP_014257.1| Ammonia transport 
protein; Mep2p [Saccbaromyces cerevisiae] 
splP41948|MEP2_YEAST AMMONIUM 
TRANSPORTER MEP2 pir|lS51089 ammonium 
transport protein MEP2 - yeast (Saccbaromyces 
cerevisiae) emb|CAAS8S87.1| (X83608) amnunium 
transporter [Saccbaromyces cerevisiae] 
emb|CAA86884.1| (Z46843)NH3 peimease 
Saccbaromyces cerevisiae] emb|CAA96025 . 1| 
(Z7I418) ORF YNL142W [Saccbaromyces cwevisiae] 


8.3 


4805 


14738182 


gi|14738182|reflXP_038231.1| KIAA0793 gene product 
Homo sapiens] 


3E-16 


4806 


481861 


gi|481861|pir|lS39796 aggrecan precursor - chicken 


0.065 


4808 


462116 


gi|4621 16|sp|Q05394|FMLR_RABIT FMET-LEU-PHE 
RECEPTOR (FMLP RECEPTOR) (N-FORMYL 
PEPTIDE RECEPTOR) (FPR) (N-FORMYLPEPTIDE 
CHEMOATTRACTANT RECEPTOR) pii||A46520 N- 
formyl peptide receptor - rabbit gb|AAA31254.1| 
(M94549) N-foimyl peptide receptor [Oiyctolagus 
cuniculus] ^ 


2.2 


4809 


12832739 


gi|128327391dbj|BAB22236.1| (AK002621) putative 
[Musmuscuhis] 


1.1 


4813 


464359 


gi|464359|sp|P33295|PEPC_ASPNGSUBTIUSIN- 
LEKE SERINE PROTEASE PEPC PRECURSOR 
pir||JU0146 serine proteinase (EC 3.4.21.-) precursor - 
Aspergillus niger gb|AAA32702.1| (M96758) serine 

protease [Aspergillus niger] 


0.91 


4814 


14741436 


gi|14741436|refpa>_032168.1| hypo&etical protein 
XP 032168 [Homo salens] 


1.3 . 


4821 


6322061 


gi|6322061|reflNP_012136.1|Yill30wp 
[Saccbaromyces cerevisiae] sp|P40467[yiN0_YEAST 
PUTATIVE 108.8 KD TRANSCRIPTIONAL 
REGULATORY PROTEIN IN FKHl-STHl 
INTERGENIC REGION pu1|S48404 probable 
membrane protein YIL130w - yeast (Saccbaromyces 
cerevisiae) emb|CAA86148.1| (Z38059) or^ len: 964, 
CAI: 0.15, possible regulatory protein [Saccbaromyces 
cerevisiae] 


6.7 


4822 


14784569 


gi|147845691refpCP_016395.2| 11729 [Homo sapiens] 


5E-26 
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NO 
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N 
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4825 


13926079 


gi|139260791gblAAK49526. I|AF356082_1 (AF356082) 
C2H2 zinc finger transcription £ictor UNG [Drosophila 
melanogaster] 


2.7 


4827 


1209370 


gi|1209370|gblAAA91081.1| (L33971) EBVBKRF4 
homologue [Leporid herpesvirus 1] 


8 


4829 


11359537 


gi|l 1359537|pirHT51023 hypothetical protein B7F21.40 
[imported] - Neurospora crassa emb|CAB97476.1| 
(AL389901) conserved hypothetical protein 
[Neurospora crassa] 


0.57 




13629392 


gi|13629392|splP97523|MET_RAT HEPATOCYTE 
GROWTH FACTOR RECEPTOR PRECURSOR 
(MET PROTO-ONCOGENE TYROSINE KINASE) 
(C-MET) (HGF RECEPTOR) (HGF-SF RECEPTOR) 
emblCAA65582.1| (X96786) c-met [Rattus norvegicus] 


1.3 


4834 


4508019 


gi|4508019|re^_003449.1| bassoon ^lesynsqitic 
cytomatrix protein); neuronal double zinc finger protein; 
zinc finger protein 231 [Homo sapiens] gb|AAC83555.1| 
(AF0S2224) neuronal double zinc finger protm [Hcnno 

sapiens] 


1.5 


4835 


5734374 


gi|5734374|emb|CAB52680.1| (AJ133723) Ran-binding 
protein 2 [Bos taurus] 


4.7 


4837 


3281932 


gi|3281932|anb|CAA76796.1| (Y17584) beta-lactamase 
class A [Escherichia coU] emb|CAC43180.1| 
(AJ277416) TEM-29 ES-beta-Iactamase [Escherichia 
coli] 


9.4 


4839 


15021417 


gi|15021417|gbIAAK77694.1|AF369029_25 
(AF369029) ORF25, goie fiunily 4 [vAato spot 
syndrome vims] 


9.4 


4841 


7507283 


gi|7507283|pir||T32024 hypothetical protein T06D4.4 - 
Caenorhabditis elegans gb|AAB66123.1| (AF016673) 
similar to endothelin-converting enzymes 
Caenoibabditis cleans] 


6.7 


4843 


1165132 


gijl 16S132|emb|CAA64491.1| (X95193) homeobax- 
leucine zipper protein [Pimpinella brachycaipa] 


8.5 
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SEQID 
NO 
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N 
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P VALUE 


4845 


11466755 


gi|11466755|reilNP_039351.1i ORrl91 ^aicnanba 
polymoipha] splP06266|NU6C_MARPO NADH- 

CHLOROPLAST pir||DELVN6 NADH dehydrogenase 
(ubiquinone) (EC 1.6.5.3) chain 6 - liverwort 
^jyiarcnaiiua poiymoipna/ ciuoropiasi 
emb|CAA28137.1|pC0446S)ORFI91 (Marchantia 
polymoipha] 


9.5 


4849 




gjll40106051gblAAK52051.11AF363973_l(AF363973) 


63 


4853 




gi|14755906|refpa>_044358.1| similar to cleft lip and 
palate associated transmembrane protein 1 (H. s^iens) 

[^noino Sapiens J 


1 7 


4859 


13647785 


gi|136477851refpff_018036.1| hypothetical protein 
FLJ13166 [Homo sapiens] repP_051378.1I similar to 
hypothetical protein FLJ13166 (H. sapiens) [Homo 
sapiens] 


\ 

6.1 


4866 




gi|i /^\aD}\DJ\ji\jAjjJL.i\ ^AiJUiyzzy/ 
geneJd:MDC16.14~imknown protein [Arabidopsis 

lUd.Xla.ficij 


4.7 


4872 


12514590 


orf, hypothetical protein [Escherichia coU 0157:H7 
EDL933] dbj|BAB34856.1( (AP002555) hypothetical 
protein [Escherichia coli 0157:H7] 


6 


4873 


14017847 


gill40178471dbj|BAB47444.11 (AB058718) KIAA1815 
protein [Homo sapiens] 


6E-18 


4878 


7506698 


gi|75066981pirl|T24214 hypothetical protein R134.2 - 
Caenorhabditis elegans 


7.3 


4880 


7505750 


gi|7505750|pirHT23590 hypothetical protem KlOHlO.l - 
Caenorhabditis elegans embtCAB05777.11 (Z83236)^ 
contains similarity to Pfem domain: PF00083 (Sugar 
(and other) transporter), Score=-89.7, E-value=0.00037, 
Tfcl^wrHNA F^T vlc^O^hll 5 cnmpQ frnm thw 

gene~cDNA EST yk653all.3 comes from this 
gene-cDNA EST yk653al 1.5 comes from this gene 

[Caenoriia> 


1.4 


4882 


2500112 


gi|25001 121sp|P71359|RECQ_HAEIN ATP- 
DEPENDENT DNA HEUCASE RECQ 
gb|AAC22387.1| (U32756) ATP-dq)endent DNA 
helicase (recQ) hemophilus influenzae R4I 


8.7 



599 



BNSDOCID: <WO_0214S00«.L> 



wo 02/14500 



PCT/USOl/25840 





Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQIP 
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4883 


13447070 


gi|13447070|gb|AAK26617.1| (AF340025) NADH 
dehydrogenase subunit V [Ccturdix chinensis] 


3.1 


4886 


14775307 


gi|14775307|refpaP_042250.1| similar to nuclear pore 
complex interacting protein (H. sapiois) (Homo sapiens] 


4.2 


4888 


6434530 


gi|6434530|emb|CAB61080.1| (AL132949) predicted 
using Genefinder-cDNA EST yk51g5.3 comes fiomthis 
gene~cDNA EST yk62d6.3 comes from this 
gene~cDNA EST yk5 lg5 .5 comes from this 
gene~cDNA EST 34c62d6.S comes from Has 
gene-cDNA EST ykl05f8.5 comes tern tiiis 
gene-cDNA EST 5ic99f8.3 > 


0.28 


4896 


12832739 


gi|12832739idbj|BAB22236.1| (AK002621) putative 
[Mus muscuhis] 


1.1 


4903 


11281764 


gi|l 128 1764|pir||C81739 conserved hypothetical protein 
TC0120 [imported] - ChlanQ^muiicbrum (strain 
Nigg) gb|AAF38998.1| (AE002279) conserved 
hypothetical protein [Chlamydia muridarum] 


2.7 


4908 


12838194 


gi|12838194|dbj|BAB24118.1| (AK005558) putative 
[Mus musculus] 


1.7 


4911 


12721131 


gi|12721 131|gb|AAK02908.1| (AE006121) unhiown 
[Pasteurella multocida] 


8.3 


4913 


10638457 


gi|10638457IanblCAC12644.1| (AL136442) bA25J23.1 
(KIAAl 165 protein, similar to Drosophila CG80S6 
protein) [Homo sapiens] 


lE-18 


4916 


11346431 


gi|11346431|pirilT47803 mitogoi-activated protein 
kinase-like protdn - Aiabidopsis ftaHana 
emb|CAB75798.1| (AL138647) mitogen-activated 
protein kinase-like protein [Arabidopsis thaliana] 


4 



600 



BNSDOaO: <WO_02M500M_I_> 



wo 02/14500 



PCT/USOl/25840 





Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 
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14758601 


gi|14758601|refp{P_010183.3| protein phosphatase, EF 
land calcium-binding domain 1 [Homo sapiens] 
refpa>_040201.11 protein phosphatase, EF hand calcium 
binding domain 1 [Homo sapiens] refpff_040202.1| 
protein phosphatase, EF hand calcium-binding domain 1 
Homo sapiens] spl0148291PPEl_HUMAN 
SERINE/THREONINE PROTEIN PHOSPHATASE 
WITH EF-HANDS-I (PPEF-1) (PROTEIN 
PHOSPHATASE WITH EF CALCIUM-BINDING 
DOMAIN) (PPEF) (SERINE/THREONINE PROTEIN 
PHOSPHATASE 7) (PP7) gb|AAB82795.1| 
(AF023455) protein phosphatase with EF-hands-1 
[Homo sapiens] gb|AAC05825.1| (AF027977) 
serine/threonine protein phosphatase 7 catalytic subunit 
[Homo ssqnens] 


0.08 


4932 


12007365 


gill2007365|gblAAG45157.1|AF316823_l(AF316823) 
cellulase Cel9-H [Clostridium cellulolyticum] 


3.2 


4933 


8745051 


gi|8745051|emb|CAB95305.1| (AL359781) dynein 
heavy diain, cytosolic [Leishmania major] 


8 


4934 


7499345 


gi|7499345|pir||T21083 hypothetical protein F18A11.4 - 

Caenorhabditis elegans emblCAB04136.1| (Z81507) 
cDNA EST yk65 Ihl .5 comes from this gcaie 
[Caenorhabditis elegans] emb|CAA21639.1| 
(AL032639) cDNA EST yk651hl .5 comes from this 
gene [Caenorhabditis elegans] 


0.4 


4935 


14133229 


gi|14133229Idbj|BAA76843.21 (AB023216) KIAA0999 
protein [Homo sapiens] 


. 0.91 


4936 


5835447 


gi|5835447|refiNP_00837Ll|ND6J3186 NADH 
dehydrogenase subunit 6 [Onchocerca volvxilus] 

v^ivltTI 1 XT A r\l-I /^Afiv^r/^o-prisi CP /^iiViiniiinATie^ CPjC^ 
pir{|l IIUOO iN/TJ-fJl UCIiyuiOgCItttaC ^uuii^uuiUiivy V."*^^ 

1.6.5.3) diain 6 - nanatode (Onchocerca volvulus) 
mitochondrion gb|AAC61613.1| (AF015193) NADH 
dehydrogenase subunit 6 [Onchocerca volvulus] 


2.8 


4940 


6978439 


gi|69784391ref|NP_036622.1| acrosin [Rattus 
norvegicus] emb|CAA41441.2| CX58550) preproacrosin 
[Rattus sp.] 


9.1 
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4946 


11349140 


gi|l 1349140|pir||G83492 hypo&etical protein PA1232 
[imported] - Pseudomonas aeruginosa (strain PAOl) 
gD|AAuU4o21a|AE004552_ll (AE0U4552) 
hypothetical protem [Pseudomonas aeruginosa] 


1 


4950 




gi|12862434|dbj|BAB32470.1| (AB047280) Pol-like 
protein rol-2 [incnoloma matsutakej 


4.0 


4956 


15011489 


gi| 1501 1489|gb|AAK77584. 1|AF396436_24 
(AF396436) heme maturase [Tetrahymena themqphila] 


2.8 


4958 




gi|1944163idbjpAA19637.1| (AB002668) unnamed 
protein product [Actinobacillus actinomycetemcomitans] 


0.84 


4966 


7522108 


gi|7522108|pk||T29097 pro-pol-dUTPase polyprotein - 
murine endogenous xetrovirus ERV-L (fragment) 
emb|CAA73251.1| (Y12713) protease; reverse 
transcriptase; RNaseH; integrase; dUTPase; Pro-Pol- 
dUTPase polyprotein [Mus musculus] 


0.0005 


4968 


12963743 


gi| 12963743|ref|NP_076085 . 1 1 equilibrative nucleoside 
transporter 3 [Mus musculus] 

gb|AAK00957.1|AF326986_l (AF326986) equilibrative 
nucleoside transporter 3 [Mus musculus] 


9.3 


4971 


6503300 


gi|6503300|gb|AAF14676.1|AC011713_24(AC011713) 
Contains PF|01535 Domain of unknown function. 
[Arabidopsis thaliana] 


3.1 


4976 


7498863 


gil7498863|pir||T20730 hypothetical protein F10G8.8 - 
Caenorhabditis elegans emb|CAB02286.2| (Z80216) 
Weak similarity with intermediate filament protein 
(TREMBL id G633240), contains similarity to Pfem' 
domain: PF00169 (PH domain), Scoie=79.3, E- 
value=2.7e-21. N=^2-cDNA EST EMBL:T01262 comes 
from this gene-cDNA EST yk23d5.3 comes from this 
gene~> emb|CAA19441.2| (AL023823) Weak similarity 
with intermediate filament protein (TREMBL id 
G633240), contains similarity to Pfam domain: 
PF00169 (PH domain), Score=79.3, E-value=2.7e-21, 
N=2~cDNA EST EMBL:T01262 comes from this 
gene-cDNA EST yk23d5.3 comes from this getf> 


7 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4981 


436923 


gi|436923|gblAAA62274,ll (U01849) ORFl 
Trypanosoma brucei] 


1.2 


4982 


2827416 


gi|2827416|gb|AAB99843.1| (AF043083) glycoprotBiii 

3 [human herpesvirus 5] 


9.1 


4989 


11135234 


eill 1 135234lsDlP57642ISYK3 BUCAI PUTATIVE 
LYSYL-TRNA SYNTHETASE (LYSINE-TRNA 
LIGASE) (LYSRS) (GX) dbj|BAB1327M| 
(APOOl 119) hypothetical lysyl-tRNA synthetase 
lomolog [Buchnera sp. APS] 


1.4 


4990 


2129953 


gi|2129953|pirl|JC5229 laccase (EC 1.10.3.2) precursor ' 
common tobacco gb|AAC49536.1| (U43542) diphenol 
oxidase [Nicotiana tabacum] 


9.1 


4995 


13786443 


gill3786443|gb|AAK39568.1|AC025296_3 
(AC025296) hypothetical protein [Oryza sativa] 


0.83 


4998 


7494262 


gi|7494262|pir|iT18489 hypothetical protein C0820w - 
malaria parasite (Plasmodium falciparum) 
emblCABl 1128.11 (Z98551) hypothetical protem, 
PFC0820W [Plasmodium felciparum] 


0.81 


5000 


10121788 


gi|101217881gb|AAG13373.1| (AF268180) polyprotein 
[bovine viral diarrhea virus type 2] 


7.4 


5007 


6906704 


gi|6906704|dbj|BAA90553.1| (AB032551) proline-rich 
inositol polyphosphate 5-phosphatase [Rattus 
norvegicus] 


1.6 


5008 


8978523 


gi|8978523|dbjlBAA98360.1| (AP002545) CT147 
hypothetical protein [Chlamydophila pneumoniae J138] 


7.4 


5009 


9630127 


gij9630127|reflNP_046554. 1| putative lipoprotein 
ITiartf>rinnhaffe SPRc21 nirHT12766 Drobable HnODrotein 

yokB - BaciDus subtilis pha^ SPBc2 emb|CAB 14083.1 
(Z99115) yokB [BaciUus subtilis] gbIAAC12975.1| 
(AF020713) putative lipoprotein [Bacteriophage 
SPBc2] 


• 

2.7 


5011 


8978523 


gil89785231dbj|BAA98360.1| (AP002545) CT147 
hypothetical protein [Chlamydophila pneumoniae J138] 


7.4 


5012 


13636469 


gi|13636469|FefpCP_016747.1| latent transforming 
growth &ctor beta binding protein 1 precursor [Ifomo 
sapiens] 


1.7 


5016 


3694664 


gi|3694664|gblAAC62434.1| (AC004893) similar to 
NEDD-4 (KIA0093); similar to P46934 
(PID.gl 171682) [Homo sapiens] 


7.9 


5020 


14751816 


gill4751816|refpa>J)34239.1| hypothetical protein 
XP 034239 [Homo sapiens] 


0.064 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


PVALUE 


5022 


4768840 


gi|4768840Igb|AAD29638.11AFl 17611_1 (AF11761 1) 
DosA protein [Dictyostelium discoideum] 


9.9 


5023 


7442182 


gi|7442182|pir||T04989 pathogenesis-related protein 1 
precursor, 19.3K - Arabidopsis thaliana 
enib|CAA20585.1| (AL03 1394) pathogenesis-related 
protein 1 precursor, 19.3K [Arabidopsis thaliana] 
emb|CAB80089.1| (AL161584) pathogenesis-related 
protein 1 precursor, 19.3K [Arabidopsis thaliana] 
gb|AAG40056.1|AF324705J (AF324705) AT4g33720 
[Arabidopsis thaliana] gb|AAG42009.1|AF327419_l 
(AF327419) putative pathogenesis-related protein 1 
precursor protein [Arabidopsis thaliana] 
gb|AAK00381.1|AF339699_l (AF339699) putative 
pathogenesis-related protein 1 precursor protein 
[Arabidopsis thaliana] gb|AAK62632.1| (AY039577) 
AT4g33720/T16Ll 210 [Arabidopsis Aaliana] 


- 

9.3 


5029 


4884674 


gi|48846741gb[AAD31763.11AF121945_l(AF121945) 
aldehyde oxidase [Mus musculus] 


7.9 


5031 


2133751 


gi|2133751|pui|S66610 sulfakinin - bluebottle fly 
(Calliphora voniitoria) prf||2120269A sul&kinin 
Calliphora vbmitoria] 


9 


5033 . 


975667 


gil975667|emb|CAA61500.1| (X89213) RNA 
polymerase [Infectious hematopoietic necrosis virus] 
prfl|2121413F RNA polymerase [Infectious 
lematopoietic necrosis virus] 


4.1 


5035 


11267434 


gi|11267434|pir|lF82853 DNAhelicase n XF0050 
^imported] - Xylella festidiosa (strain 9aSc) 
gb|AAF82863.1|AE003859J (AE003859) DNA 
helicase II [Xylella fastidiosa 9a5c] 


3.1 


5036 


11994373 


gi|11994373|dbj|BAB02332.1| (AB019229) 
thaliana] 


4.8 


5050 


1 

1 

1 

1082778 


gi|1082778|pir||A56395 secretory phospholipase A2 
receptor precursor, transmembrane form - human 
gb|AAA70110.11(U17033) 180 kDa transmembrane 
PLA2 receptor precursor (Homo sapiens] 


3.5 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQE> 
NO 


N 


DESCRIPTION 


P VALUE 


5051 


13518480 


gi|13518480|reflNP_084839.1| hypothetical protein 
[Lotus japonicusj rei|Nr_084s5D.l| nypouietical protein 
[Lotus japonicus] dbj|BAB33238.11 (AP002983) 
hypothetical protein (Lotus japonicus] dbj|B AB33256.il 
(AP002983) hypothetical protein pLotus japonicus] 


5 


5065 


7460247 


gi|7460247|pirl|B71612 hypothetical protein PFB0555c - 
malaria parasite (Plasmodium falciparum) 
gb|AAC71900.1| (AB001402) hypothetical protein 
[Plasmodium &lciparum] 


7.1 


5069 


13486795 


gi|1348679S|dbj|BAB40028.1| (AP003021) hypothetical 
protein [Oryza sativa] 


2.6 


5072 


6166049 


gi|6166049|sp|O55017|CCAB_MOUSE VOLTAGE- 
DEPENDENT N-TYPE CALCIUM CHANNEL 
ALPHA-IB SUBUNIT (CALCIUM CHANNEL, L 
TYPE, ALPHA-1 POLYPEPTIDE ISOFORM 5) 
(BRAIN CALCIUM CHANNEL ffl) (BIO) 
gb|AAB97840.11 (AF042317) neuronal type calcium 
channel alpha-1 subunit [Mus musculus] 


1.2 


5074 


7 495367 


gi|7495367|pir|jT33395 hypothetical protein C04F2.1 - 
Caenorhabditis elegansgblAAC26911.1) (AF078780) 
Similar to chemorecqytor; C04F2.1 [Caenoifaabditis 
elegans] 




5075 


yjKJi iDy 


gi|95077391reflNP_061 405.11 23 pet identical(9 gaps) to 
343 residues of 1286 aa protein 
sp:AIDAJECOLI[Adhesin AidA-I precursor] piasmid 
F] dbj|BAA97896.1| (AP001918)23 pet identical(9 
gaps) to 343 residues of 1286 aa protein 
sp:AIDAJBCOLI[Adhesin AidA-I precursor] [Plasmid 
PI 


Q 7 


5076 


7495508 


gi|74955081pir|lT18993 hypothetical protein C06B8.1 - 
Caenorhabditis elegans emb|CAB03850.1| (Z81463) 

sindlaiity to P&m domain: PF00104 (Ugand-binding 

domain of nuclear hormone receptor). Score— 13.7, E- 
value=0.051,N=l [Caenorhabditis elegans] 


4.2 


5077 


14018037 


gi|14018037|reflNP_114377.1| ATP syn&aseFO subunit 
6 [Hymenolepis diminuta] 
gb|AAK51337.1|AF314223_9 (AF314223) ATP 
synthase subunit 6 [Hymenolepis diminuta] 


4.9 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redimdant Proteins) 


SEQE) 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5086 


6562005 


gil6562005|emblCAB62499.1| (AJ250586) chitinase 
[Aitbrobacter sp.] 


1.5 


5087 


9631327 


gi|9631327|reflNP_048161,ll ORF MSV090 putative 
MoUuscum contagiosum viras MC121L (vaccinia 
A16L) homolog, similar to GB:U603I5 [Melan(q)lus 
sanguinipes entomopoxvirus] pi]i|T28!Z51 ORF 
MS V090 probable MoUuscum contagiosum virus 
MC121L (vaccinia A16L) homolog - Melanoplus 
sanguinipes entomqpoxvirus g^|AAC97640. 1 1 
(AF063866) ORF MSV090 putative MoUuscum 
contagiosum virus MC121L (vaccinia A16L) homolQg, 
similar to GB:U603 15 pvielanoplus sanguinipes 
entomopoxvirus] 


• 

8.7 


5088 


4321813 


gi|4321813|gb|AAD15835.1| (AF063236) variant2 
major surface glycoprotein [Pneumocystis carinii] 


6.5 


5089 


12853765 


gi|12853765|dbj|BAB29840.1| (AK015427) putative 
[Mus musculus] 


0.0003 


5094 


732059 


gi|732059|sp|P39372IYJHA_ECOLIHYPOTHETICAL 
28.3 KDA PROTEIN IN FECI-FIMB INTERGENIC 
REGION PRECURSOR pir||S56536 hypodietical 
protein £241 (fecI-fimB intergenic region) - Escherichia 
coli gblAAA97207.1| (U14003) 0RF_e41 [Escheridiia 
coU] gblAAC77267.1| (AE000501) or^ hypothetical 
protein [Escherichia coU K12] 
gb|AAG59493.1|AE005662_5 (AE005662) ort 
hypothetical protein [Escheridiia coh 0157:H7 
EDL933] dbj|BAB38693.1| (AP002569) hypothetical 
protein [Escherichia coU 0157:H7] 


1.4 


5095 


84124 


gi|84124|pir||B24785 hypothetical protein 1028 • slime 
mold (Dictyostelhim discoideum) transposon DIRS-1 
(fragment) 


2,9 


5096 


84043 


gi|84043Ipir||C22845 NADH dehydrogenase 
(ubiquinone) (EC 1.6.5.3) chain 4 - Trypanosoma brucei 
mitochmdrion 


2.3 


5100 


5441886 


gi|5441886Idbj|BAA82384.1| (AP000367) EST 
AU069246(C53478) corresponds to a r^on of the 
predicted gene.; hypothetical protein [Oiyza sativa] 


. 4,9 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS. 
N 


DESCRIPTION 


P VALUE 


5102 


6678810 


gi|6678810|ref]NP_032581.1| mannan-binding lectin 

Qpnn^ nrntAsici* 1 HV^iic miicniltiQl 

sp|P98064|CRAR.MOUSE COMPLEMENT- 
ACTIVATING COMPONENT OF RA-REAGTIVE 
FACTOR PRECURSOR (RA-REACTIVE FACTOR 
SERINE PROTEASE PlOO) (RARF) (MANNAN- 
BINDING LECTIN SERINE PROTEASE 1) 
dbj|BAA03944.11 (D16492) PlOO serine protease of Ra- 
reactive factor (RaRF) [Mus musculus] 


7.3 


5106 


13357651 


gi|13357651|reflNP_^077925.1| unique hypothetical 
membrane lipoprotein [Ureaplasma urealydcum] 
pir|lG82934 hypothetical protein UU094 [imported] - 
Ureaplasma urealyticmn gb|AAF30500.1|AE002109_3 
(AE002109) xmique hypothetical membrane lipoprotein 
[Ureaplasma urealyticum] 


2.4 


S108 


2499547 


gi|2499547|splP77153IWZB^ECOLI PROBABLE 
LOW MOLECULAR WEIGHT PROTEIN- 
TYROSINE^PHOSPHATASE WZB pir||D64972 
probable protein-tyrosine-phosphatase (EC 3.1.3.48) 
wzb, low molecular weight - Escherichia coli 
gD|/\/\v^ / / Om^H, i \ yyjDoH iD) puiauve aciu pnospnaia se 
[Escherichia coU] gb|AAC75122.1| (AE000296) 

K12] gb|AAG57121.11AE005432_2 (AE005432) 
nrobable nrotein-tvrosine-nhosDhatase rEscheiidiia coli 
0157:H7 EDL933] dbj|BAB36289.1| (AP002560) 
probable protein-lyrosine-phosphatase [Eschericliia coli 
0157:H7] 


1.4 


5109 


5292165 


gi|52921651gb|AAB01085.21 (U34402) single-subunit 
RNA polymerase C [Triticum aesdvum] 


2.9 


5112 


2598890 


gil25988901dbj|BAA23297.11 (D86277) VP7 Puman 
rotavirus 3] 


0.52 


5115 


7301702 


gi|7301702|gb|AAF56815,l| (AE003767) wdn gene 
product [Drosophila melanogaster] 


2 


5116 


12853765 


gill28537651dbj|BAB29840.11 (AK015427) putative . 
[Mus musculus] 


0.0003 


5121 


4009428 


gi|4009428|gb|AADI 1553.11 (AF019894) replication 
protein A [Helicobacter pylori] 


4.2 


5128 


12849716 


gi|12S49716|dbj|BAB28451.1| (AK012761) putative 
[Mus musculus] 


7.3 
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Table 3B Nearest Neighbor (BlastX vs. Ncm-Redundant Proteins) 


SEO ID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5129 


7496182 


gi|7496182|pii||T19344 Iqpoftetical protdn C17D12.4 - 
Caenoihabditis elegans emb|CAB03892.1| (Z81473) 
predicted using Genefinder [Caenorhabditis elegans] 


5.7 


5130 


9634540 


gi|9634540|reflNP_038078.1| TA35L [Vaccinia virus 
(strain Tian Tan)] gb|AAF3403 1.1| (AF095689) TA35L 
[Vaccinia virus (strain Tian Tan)] 


9.5 


5136 


12045115 


gi|12045 1 15|ref|NP_072926.1| Upoprotein, putative 
[Mycoplasma genitalium] spP47502[y260_MyCGE 
HYPOTHETICAL LIPOPROTEIN MG26b 
PRECURSOR pirl|G64228 hypothetical protein 
homolog MG260 - Mycoplasma gemtalhim 
gb|AAC71481.1| (U39705) lipqpiotein, putative 
[Mycoplasma genitalium] 


3.3 


5138 


2144796 


gi|2144796|pir||I36912 involuciia S - douroucouli 
(fragment) gb)AAA35376.1| (M25314) invohiciin (small 
allele) [Aotus trivitgatus] 


4.3 


5140 


7509951 


gi|7509951|pir||T33900 hypothetical protein Y48A5A.1 - 

Caenoiiabditis elegans gbIAAD12829.1| (AF125455) 
Y48A5A.1 gene product [Caenorhabditis elegans] 


1.3 


5143 


13701664 


gil 137016641dbj|BAB42957. 1] (AP003 135) 
ORFID:SA1688~lQpothetical protdn, similar to 
teichoic acid translocaticm ATP-binding protein tagH 
[Staphylococcus aureus subsp. aureus N315] 
dbj|BAB58033.1| (AP003363) hypothetical protein 
[Staphylococcus aureus subsp. aureus Mu50] 


6.1 


5147 


7243223 


gi|7243223|dbj|BAA92659.i| (AB037g42) KIAA1421 
protein [Homo sapiens] 


6E-96 


5148 


14771907 


gi|14771907|iefpa>_045S94.1| hypoOetical protein 
MGC4816 [Homo sapiens] 


5E-30 


5163 1 


6056374 


gi|6056374|gb|AAF02838. 1|AC009894_9 (AC009894) 
Similar to serine/threonine kinases [Arabidqpsis 
fhaliana] 


9.5 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5164 


6322278 


gi|6322278|refINP_0 12352. 1| mannosyltraasferase 
conq)lex con^nent; Mmllp [Saccharomyces 
cerevisiae] spIP46985|YJS3_YEAST 
HYPOTHETICAL 47.8 KD PROTEIN IN SWEl- 
ATPI2 INTERGENIC REGION pirl|S56966 probable 
membrane protein YJL183w - yeast (Saccharomyces 
cerevisiae) emb|CAA89478.1) (Z49458) ORE YIL183w 
[Saccharomyces cerevisiae] 


0.5 


5168 


14738479 


Si|14738479|re^_027836.1| general transcriptiaa 
fector HTC, polypeptide 4 (90kD) {Homo sapiens] 


7 


5169 


4505321 


gi|450532 1 |ref|NP 003862. 1 1 myelin transcrqrtion &ctor 
2; cerebrin-50 (Homo sapiens] pir||I52374 cerebrin-SO - 
human gblAAB34231.1| (S76853) cerebrin- 
SO=cerebrospinal fluid protein [human, cerebral brain. 
Peptide, 435 aa] [Homo sapiens] 


5 


5171 


14336722 


gi|14336722|gbIAAK61254.1|AE006464_22 
(AE006464) Similar to pre-pro-megakarycyte 
potentiating factor precursor [Homo sapiens] 


0.22 


5173 


13700778 


gi|13700778|dbj|BAB42074.1| (AP003132) 
ORFID:SA0834~}opotfaetical protein, similar to 
lipopolysaccharide modification acyttransferase 
[Staphylococcus aureus subsp. aureus N3 15] 
dbj|BAB57136.I| (AP003360) hypothetical protein 
[Staphylococcus aureus subsp. aureus Mu50] 


5.7 


5174 


8894607 


gil8894607|emblCAB94193.2| (AJ289710) envelope 
protein [HERV-H/eiiv60] 


0.0002 


5176 


14772400 


gi|14772400|iefpCP_045944.1| hypothetical protein 
XP_045944 [Homo sapiens] 


2.5 


5181 


8248741 


gil8248741|gb|AAB20211.2) (S61973) NMDA receptor 
glutamate-binding subunit [Rattus sp.] 


7.4 


5186 


12329963 


gi|12329963(emb|CAC24680.1| (AL513062) possible 
high molecular mass nuclear antigen [Leishmania major] 


9.7 


5187 


3915815 


gi|39158 151sp|Q450321PRIA_BORBU PRIMOSOMAL 
PROTEIN N (REPUCATION FACTORY) 
pirI|F70101 primosomal protem N (priA) homolog - 
Lyme disease spirochete gb|AAC66393.1| (AE001115) 
primosomal protein N (priA) [BorreUa bmgdorferi] 


0.86 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQE) 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5191 


7516796 


gi|7516796|pirllH72575 hypodietical protein APE1888 - 
Aeropyrum pemix (strain Kl) dbjpAA80893.1| 
(AP000062) 107aa long bypaOnOksi protdn 
[Aeropyrum pemix] 


9.9 


5192 


4691710 


gi|4691710|gb|AAD28038.1|AF119712_l(AF119712) 
bone moiphogenetic protein BMP2/4 [Lytedunus 

variegatus] 


4.5 


5198 


10639274 


gi|10639274|emb|CAC11276.1|(AL445063) 
amylopuUulanase related protein [Thennoplasnia 
acidophihim] 


2.4 


5199 


10998836 


gi|10998836|gb|AAG26008.1|AF312017_l(AF3 12017) 
beta-gjucosidase precursor [Tenebrio molitor] 


3.1 


5205 


7657228 


gi|7657228|ref|NP_055258.1| interieukin 17B pomo 
sapiens] refpa>_003898.3| 50367 [Homo sq)iens] 
refp(P_046987.I| interieukin 17B [Hcnno sapiens] 
refpa>_046984.1| interieukin 17B \Homo sapiens] 
reflXP_046985.li interieukin 17B [Homo sapiens] 
reflXP_046986.1| 50372 [Homo sapiens] 
gblAAF01318.1|AF184969_l (AF184969) cytokine-like 
protein ZCYT07 [Homo sapiens] 
gb|AAF28104.11AF152098_l (AF152098) interieukin 
17B [Homo sapiens] gblAAF78775.1|AF212311_l 
(AF21231 1) interieukin 20 Porno sapiois] 
gbIAAG39637.1|AF110385_l (AFl 10385) interleukin- 
17 beta; IL-17 beta [Homo sapiens] 
gb|AAG44136.1|AF218727_l (AF2 18727) neuronal 
interIeukin-17 related &ctor [Homo s^iens] 
gb|AAK60336.1|AF386077_l (AF386077) interieukin 
17B [Homo sapiens] 


5.5 


5207 


12311878 


gi|123 1 18781emb|CAC22694. 1| (AL389894) 
hypothetical protein L779.02 [Leishmania major] 


1.6 
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fable 3B Nearest Neighbor (BlaslX vs. Non-Redundant Protans) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5208 


7657683 


gi|7657683|ief|NP_0S5146.1| solute carrier fim% 7, 
[cationic amino acid transporter, y+ system) mmber 11; 
cystine/glutamate transporter [Homo sapiens] 
sp|Q9UPY5pCCT_HUMAN CYSTINE/GLUTAMATE 
TRANSPORTER (AMINO ACID TRANbPORT 
SYSTEM XC-) (XCT) dbj|BAA82628.11 (AB026891) 
cystine/glutamate transporter [Homo sapiens] 

gD|AAwj5y2J|AjrzUU7Uo_l (ArxUU/Uo; caiClUm 
channel blocker resistance protein CCBRl [Homo , 
sapiensj gD|ri/\Jv4'yiii.i|/vrz^ito/z_i \j\r^j^oi^/ 
cystine/glutamate transporter xCT [Homo sapiens] 


2.2 


5212 


2388574 


gl|ZJooj /4|gD|AAl5 / 143^. 1| \/\^vUUU70^ ouOng 

similarity to Phalaenopsis homeobox protdn 
(gb|U34743). [Arabidopsis thaliana] 


7 


S221 


14740481 


ivi 1 1 A1AnA9^ 1 1r^fl VP (\A'\ 1 '^/^ 1 1 cimilar tn r^rlherm 
gljlH /^U^ol|rei|-A.l:^_^U'f jli30.J.j SUlUlaT lU Cauncna 

related 23 (H. sapiens) [Homo sapiens] 


lE-18 




12852452 


rrJII'Jfi^O/i^OMViilPATlOOAl? 11 { ii'\Cfi\A^U\ mvtairue 
gl|l/o3/^0Z|aDj|I>Al3Z7H'l / ^AJ\.Ui*fJj*t^ puULUVC 

[Mus musculus] 


8E.21 


5224 


2119250 


i7z3U|pu^||i<^ooO / nucroniDUie-associaxcu proicm 
lA - human gb!AAA8l362.1| (U14577) microtubule- 

associaieu proxein ia [nomo sapiensj 


0.99 


5226 


1304610 


gi|1304610|gb|AAC59915.1| (U41783) cytochrome b 

[L^ynoieDias amnisj 


4.7 


5,227 


12311878 


gi|123 1 1 878|emb|CAC22694. 1| (AL389894) 
nypoxnexicai proiein ju/ ly.vz [x^isnniauia iua|uij 


1.3 


5228 


6650047 


gi|6650047|gb|AAF21692. 1|AF051987_1 (AF05 1987) 
maturase K [Hyobanche sanguinea] 


1.9 


5232 


3859671 


gi|3859671|emb|CAA22009.1| (AL033502) hypothetical 
protein [Candida albicans] 


0.0009 


5240 


9963891 


gi|9963891|gbIAAG09748.1|AF233276_l(AF233276) 
peroxin~x ^jt ciiiwiiii uin wiiiyo^gwuuiiij 


9.3 


5242 


3024924 


gil30249241sp|Q583 15IY905_METJA 
HYPOTHETICAL PROTEIN MJ0905 pirl|A64413 
bypodietical protein MJ0905 - Methanoooccus 
jannaschii gb|AAB98915.1| (U67534) M. jannaschii 
predicted coding region MJ0905 ^etfaanococcus 
jannaschii] 


1.8 


5245 


11279021 


gi|l 1279021|pirl|T47996 hypothetical protein 
F21F14.210 - Arabidopsis thaUana anb|CAB71911.1| 
(AL138642) putative protein [Arabidopsis flialiana] 


5.2 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Protems) 


SEQD) 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5255 


2746323 


gi|2746323|gb|AAB97896.1| (AF037166) major surfece 
glycoprotein [Leishmania panamensis] 


2.2 


5260 


7506750 


gi|7506750|pir||T16770 hypothetical protein R153.2 - 
Caeaorhabditis elegans gb|AAA68293.1| (U28729) 
Hypothetical protein R1S3.2 [Caenorhabditis elegans] 


4.1 


5264 


14737112 


gi|147371 12|reflXP_046972.1| hypothetical protdn 
XP_046972 [Homo sapiens] 


3.4 


5266 


7432465 


gi|7432465ipirl|Tl3677 NADH dehydrogenase 
(ubiquinone) (EC 1.6.5.3) diain 5 - Santolina 
chamaecyparissus chloropIastgblAAC37776.1| 
(L39444) NADH dehydrogenase [Santolina 
chamaecyparissus] 


8.1 


5267 


9845030 


gi|9845030|dbj|BABl 1914.11 (AB034726) 5- 
oxoprolinase precursor [Alcaligenes faecalis] 


6.8 


5268 


7429144 


gi|7429144|pirj|GNMSLL retrovirus-related reverse 
transcriptase homolog - mouse retrotransposon 
gb|AAA66024.1| (M13002) 2855 is the position of the 
first start codon in ORF 2; putative [Mus musculus] 


0.0003 


5269 


6689319 


gi|6689319)emblCAB65444.1| (AJ238583) penicillin 
binding protein 2x [Streptococcus pneumoniae] 


0.37 


5274 


7522099 


gi|7522099|pir||T28658 polyketide synthase - Sorangium 
cellulosum (fragment) 


3.9 


5278 


13786182 


gill3786182|reflNP_112634.11 delta-6 fsXty acid 
desaturase [Rattus norv^cus] pir||JG0180 Delta6 &tty 
acid desaturase (EC 1.14.99.-) [imported] - rat 
dbj|BAA75496.1| (AB021980) deha-6 &tty add 
desaturase [Rattus norvegicus] 


4E-12 


5279 


7674158 


gi|7674158|spl076942|PTP_ENCCU MAJOR POLAR 
TUBE PROTEIN PRECURJSOR (^4AJ0R PTP) 
emb|CAA06662. 1| (AJ005666) polar tube protein 
[Encephalitozoon cuniculi] 


1.2 


5280 


10726396 


gill0726396|gblAAF5428821 (AE003680) CGI 1773 
gene product [Drosophila melanogaster] 


LI 


5282 


14767779 


gi|14767779|rBflXP_007023.2| G protein-coupled 
receptor kinase-interactor 2 [Homo s^iois] 
gb|AAD28047.1|AF124491_l (AF124491) ARF 
GTPase-activating protein GIT2 [Homo sapiens] 


4E-13 


5284 


14602920 


gi|146029201gb|AAH09955.1|AAH09955(BC009955) 
Unknown (protein for IMAGE:4297851) [Homo 
sapiens] 


1.4 
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SEQDD 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5287 


7487876 


gi|7487876|pirl|T02741 hypothetical protein T9I4.19 - 
Arabidopsis thaliana gblAAC33237.1| (AC005315) 
putative ligand-gated ion diamiel protein [Arabidq>sis 
thaliana] 


9.9 


5288 


14423780 


gi|14423780|sp|O95013|O4F3_HUMAN OLFACTORY 
RECEPTOR 4F3 gblAAD05i95.1| (AC004908) similar 
to rat olfactory receptor 0R18; similairto S29710 
(PID:g423702) [Homo sapiens] 


0.000002 


5290 


14764967 


gi|14764967|refpa»_049605.1| KIAA1467 protein 
[Homo siq)iais] 


0.00003 


5291 


7496712 


gi|7496712|pir|lT15708 hypothetical protein C30B5.1 - 
Caenorhabditis elegans gb|AAK31466.11 (U23450) 
Hypothetical protein C30B5.1 [Caenorhabditis elegans] 


2.6 


5292 


4468835 


gil4468835|emb|CAB38221.1| (AJ232783) hairless 
[Drosophila hydei] 


1.3 


5298 


7481600 


gi|74816001pir||T36589 probable transmembrane protein 
- Streptomyces coelicolor emb|CAB42730.1| 
(AL049826) putative transmembrane protem 
[Streptomyces coelicolor A3(2)] 


5.6 


5301 


4885323 


gi|4885323|refINP_005293.1| G protein-coupled 
receptor 37 (endothelin receptor type B-Uke); endothdin 
receptor type B-like; hET(B)R-LP [Homo sapiais] 
ref|XP_004804.1| G protein-coupled receptor 37 
(endothelin receptor type B-Iike) [Homo salens] 
refpflP_032150.1| 58490 [Homo sapiats] 
refp£P_032151.1| Gprotdn-coupled receptor 37 
(endothelin receptor type B-like) [Homo sapiens] 
spl015354|GP37_HUMAN PROBABLE G PROTEIN- 
COUPLED RECEPTOR GPR37 PRECURSOR 
(ENDOTHELIN B RECEPTOR-LKE PROTEIN-1) 
(ETBR-LP-1) emb|CAA73080.11 (¥12476) Gprotein 
coupled receptor 37 [Homo sapiens] gb|AAl308853.1| 
(AC004925) G protein coupled receptor 37 [Homo 
sapiens] 


1.9 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5304 


11467524 


gi|l 1467524|refINP_043670. 1| PSI, subunit m, 
plastocyanin-binding [Odontdla sinensis] 
sp|P49483|PSAF_ODOSI PHOTOSYSTEM I 
REACTION CENTRE SUBUNIT EI (PSI-F) 
pir||S78329 photosystem I diain in - Odontella sinoisis 
chJoroplast emb|CAA91702.1| (Z67753) PSI, subunit 
m, plastocyanin-binding [Odontella sinensis] 


6.2 


5306 


7292767 


gil7292767|gb|AAF48162.1| (AE003489) CG15927 
goie product [Diosopbila melanogaster] 


6.3 


5309 


14601766 


gi|146017661ref|NP_148307.1| hypothetical protein 
[Aeropynun penux] pir||C72501 hypotiietical protein 
APE1985 - Aeroi^TOm pemix (strain Kl) 
dbj|BAA80995.1| (AP000063) 160aa long hypothetical 
protein [Aeropynun petnix] 


1.8 


5310 


13661965 


gi|13661965|gb|AAK38127.1|AC058781_4 
(AC058781) L344.4 [Leishmania major] 


7.1 


5312 


6320879 


gi|6320879|ref|NP_010958.1| Transcriptional activator 
of nitrogen-regulated genes; Ghi3p [Sacdiaromyces 
cerevisiae] sp|P18494|GLN3_YEAST NITROGEN 
REGULATORY PROTEIN GLN3 pir|lS50543 GLN3 
protein - yeast (Sacdiaromyces cerevisiae) 
gb|AAB64575.11 (U18796) Gln3p: Nitrogai regulatory 
protein [Sacdiaromyces cerevisiae] 


8.S 


5313 


4493990 


gi|44939901emb|CAB39049.1| (AL034559) hypothetical 
protein, PFC1045c [Plasmodium falciparum] 


0.74 


5314 


10047245 


gill0047245|dbj|BAB13411.1| (AB046805) KIAA1585 
protein [Homo sapiens] 


2E-69 


5317 


14762995 


gi|14762995|reflXP_044123.1| cadherin 20, type 2 
[Homo sapiens] 


4E-17 


5321 


14773348 


gi|147733481reflXP_038450.1| 20849 [Homo sapiens] 


3E-45 


5326 


4691710 


gi|46917101gb|AAD28038.1|AFl 19712_1 (AFl 19712) 
bone morphogenetic protein BMP2/4 [Lytediinus 

vaiiegatus] 


5.4 


5328 


13161382 


gi|13161382|dbjlBAB32977.1| (AB034197) lamin B3 
[Carassius auratus] 


6;9 


5333 


12654811 


gill265481 llgb|AAH01248.1|AAH01248 (BC001248) 
hypothetical protein FLJ20272 [Homo sapiens] 


6.2 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


PVALUE 


5334 


4504455 


gi|45044551reflNP_000183.1| T-box5 [Homo sapiens] 
emb|CAA70592J| (Y09445) transcrq)tion factor (Homo 
sapiens] 


2.5 


5337 


6642649 


gi|66426491gb|AAF20230.1|AC012395J7(AC012395) 
putative glucan synthase [Aiabidopsis Ifaaliana] 


1.7 


5342 


7330072 


gi|7330072|gb|AAF6006LllAF210726J2(AF210726) 
0RFRU4-R [Macaca mulatta rhadinovirus 26-95] 


* 

0.012 


5344 


90587 


gi|90587|pir|lPS0135 H-2 class I histocompatftility 
antigen T7 - mouse (fragment) emb|CAA34332.1| 
(X16213) MHC T7 class I antigen (64 AA) (1 19 is 2nd 

base in codon) [Mus musculus] 


6.4 


5345 


14749813 


gi|14749813|re£pCPJM1197.1| intpgrin, alpha 11 piomo 
sapiens] 


0.48 


5348 


2143962 


gil2143962|pir|1159422 rsec8 - rat (fragmeit) 
gb|AAC52265.1| (U32498) rsec8 [Rattus norvegicus] 


3E-96 


5349 


V 

7549797 


gi|7549797|reflNP_035731.1| T lymphoma oncogene 
[Mus musculus] sp|P17408|TLM_MOUSE TLM 
PROTEIN (TLM ONCOGENE) pir||S10151 
transforming protein tlm - mouse (strain balb/c) 
emblCAA36859. 1| (X52634) tlm protein [Mus 
musculus] 


1.9 


5351 


7505043 


gi|7505043|pir||T33641 hypothetical protein K01A2.7 - 
Caenorhabditis elegans gb|AAC69507.1| (AF099925) 
Hypothetical protein K01A2.7 [Caenorhabditis elegans] 


0.71 


5357 


6677735 


gil6677735|ref|NP 033084. 1| ral guanine nucleotide 
dissociation stimulator [Mus musculus] 
splQ03385|GNDS_MOUSE RAL GUANINE 
NUCLEOTIDE DISSOCIATION STIMULATOR 
(RALGEF) (RALGDS) pirlIS28415 guanine nucleotide 
dissociation stimulator ralGDS - mouse 
gb|AAA37714.1| (L07924) guanine nucleotide 
dissociation stimulator [Mus musculus] 


4 


5360 


11499595 


gi|l 1499595|refI>}P.070837.1( coenzyme F390 
synthetase (ftsA-3) [Archaeoglobus fulgidus] 
pirllD69501 coenzyme F390 synthetase (ftsA-3) 
homolog - Archaeoglobus fulgidus gblAAB89243.1| 
(AE000964) coenzyme F390 syntiietase {flsA-3) 
[Ardiaeoglobus fulgidus] 


4.8 
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SEQm 
NO 


ACCESS 
N 


DESCRIPTION 


PVALUE 


5365 


12383066 


gill2383066|ref|NP_073737.1| hypothetical protein 
DKFZp586Fl 122 similar to axotrophin [Homo sapiens] 
reflXP_016117.2| hypothetical protein 
DKFZp586Fl 122 similar to axotrophin [Homo sapiens] 
dbj|BAB14340.1| (AK022973) unnamed protein product 
[Homo sapiens] 


8E-61 


5368 


7500833 


gi|7500833|pir|lT21991 hypothetical protein F39B2.10 - 
Caenorhabditis elegans emb|CAB07390.1| {Z92834) 
contains similarity to Pfam domain: PF00226 (DnaJ 
domain), Score=132.3, E-value=2.8e-36,N=l; 
PF00684 (DnaJ central domain (4 repeats)), 
Score=103.9, E-value=9.9e-28, N=l; PF0I556 (DnaJ C 
terminal region), Score=35.8, B-value=1.5e-08, 
N=1m:DNA> 


3.2 


5370 


11499595 


gi|11499595|ref|NP_070837.11 coenzyme F390 
synthetase (ftsA-3) [Archaeoglobus fulgidus] 
pir||D69501 coenzyme F390 synthetase (ftsA-3) 
homolog - Archaeoglobus fulgidus gb|AAB89243.1| 
(AE000964) coenzyme F390 synthetase (ftsA-3) 
[Archaeoglobus fulgidus] 


5.5 


5371 


11387290 


gi|l 1387290|splP57436IY355.BUCAI PUTATTVE 
DEOXYRIBONUCLEASE BU355 dbjIBAB13059.1| 
(APOOl 1 19) hypothetical protein [Buchnera sp. APS] 


7.1 


5374 


8923462 


gi|8923462|re£lNP_060317.1| hypothetical protein 
FU20505 [Homo sapiens] dbjlBAA91218.1| 
(AK0005 12) unnamed protein product [Homo sapiens] 


5E.76 


5376 


7491381 


gil7491381|pir||T39498 hypothetical protein 
SPBC1604.16C - fission yeast (Schizosaccharomyces 
pombe) emb|CAA22349. 1| (AL034433) hypothetical 
protein [Schizosaccharomyces pombe] 


5.1 


5378 


5835229 


gil5835229Iref|NP_008273.1|ND4J0703 NADH 
dehydrogenase subunit 4 [Protopterus dolloi] 
pir||S68137 NADH dehydrogenase (ubiquinone) (EC 
1.6.5.3) chain 4 - Protopterus dolloi mitochondrion 
gb|AAC38030.11 (L42813) NADH dehydrogenase 
subunit 4 [Protopterus dolloi] 


7.9 


5381 


12861366 


gi|12861366|dbj|BAB32182.1| (AK020701) putative 
[Mus musculus] 


lE-20 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


PVALUE 


5387 


12957488 


gi|12957488|ref]NP_075463.1| putative gene product 
(Homo sapiens] emb|CAB42442.1| (AL049784) 
faypoAetical protein (Homo sapiens] 


lE-23 


5390 


13621158 


Eill36211581reflNP 112433 11 NADH dehvdioeenasc 
subunit 1 [Tetrodontophora bielanensis] 
gb|AAK30952.1|AF272824_13 (AF272824) NADH 
dehydrogenase subunit 1 [Tetrodontophora bielanensis] 


8.5 


.5391 


14720363 


Bill4720363lreflXP 042844 11 similar to ALU 
SUBFAMILY SC SEQUENCE CONTAMINATION 
WARNING ENTRY (H. sapiens) [Homo sapiens] 


5.5 


5399 


14916308 


gi|14916308|gb|AAK73874.1|U00067_3 (U00067) 
Hypothetical protein F54E7.3a [Caenorhabditis elegans] 


7.6 


5401 


12856615 


gi|128566151dbjlBAB30727.1| (AK017396) putative 
[Mus musculus] 


lE-91 


5406 


625580 


giI625580|pir)|A49626 transregulatory protein lE-I - 
Autographa califomica nuclear polyhedrosis virus 
gb|AAB29676.1| (868091) IE-l=transregulatory protein 
[Autographa califomica nuclear polyhedrosis virus 
AcNPV tsB821 Peotide Mutant 582 aal FAutoeranha 
califomica nucleopolyhedrovirus] 


2.9 


5408 


7511058 


gi| fj I xujo\pu.\\ i£, / ouj liypuuicucai pruicin ^jts^u^.l i 

Caenorhabditis elegans emblCAB16552.1| (Z99288) 
contains similarity to Pfem domain: PF01604 (7TM 
chemoreceptor), Score=138.5, E-valu©=3.8fr-38,N=l 

[Caenorhabditis elegans] 


8 


5412 


5869818 


gi|58698181emb!CAB55575.1| (AJ249395) NADH- 
ubiquinone oxidoreductase subunit 6 [Globodera 
pallida) 


V 

0.36 


5413 


7492086 


gi|7492086|pir||T41670 hypothetical zinc finger protein - 
fission yeast (Schizosaccharomyces pombe) 
emb|CAA20703.1| (AL031530) hypothetical zinc finger 
protein; C3HC4 type (RING finger) family 
[Schizosaccharomyces pombe] 


8.5 


5416 


6056374 


gi|6056374|gb|AAF02838.1|AC009894^9(AC009894) 
Similar to serine/threonine kinases [Arabidopsis 
thaliana] 


9.5 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5417 


7464490 


gi|7464490|pir||E64666 hypothetical protein Hpi 173 - 
Helicobacter pylori (strain 26695) gb|AAD0822S.l| 
(AE000623) H. pylori predicted coding i^onHP1173 
[Helicobacter pylori 26695] 


4 


5418 


13812393 


gi|13812393|refINP_113511.1| hypothetical protein 
[GuiUardiatheta] emb|CAC27080.1| (AJ010592) 
hypothetical piotein [Guillardia theta] 


1.9 


5420 


6041669 


gi|6041669|ref|NP_004538.2| NADH dehydrogenase 
(ubiquinone) 1 beta subcomplex, 4 (15kD, B15) [Homo 
sapiens] refpa>_002929.1| NADH dehydrogenase 
(ubiquinone) 1 beta subcomplex, 4 (15kD, B15) [Homo 
sapiens] refpfP_041367.1| NADH dehydrogenase 
(ubiquinone) 1 beta subcomplex, 4 (15kD, B15) [Homo 
sapiens] sp|095168|NB5M_HlIMAN NADH- 
UBIQUINONE OXIDOREDUCTASE B15 SUBUNTT 
(COMPLEX I-B15) (CI-B15) pir||JE0383 NADH 
ddiydrogenase (ubiquinone) (EC 1.6.5.3) chain 
NDUFB4 - human gb|AAD0542 1 . 1| (AF044957) 
NADH:ubiquinone oxidoreductase B15 subunit [Homo 
sapiens] gb|AAH00855.1|AAH00855 (BC000855) 
NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 
4 (15kD, B15) [Homo sapiens] 


0.00002 


5422 


7296624 


gi|7296624|gb|AAF5 1905.11 (AE003600) CG10303 
gene product [Drosophila melanogaster] 


4.2 


5429 


6453299 


gi|6453299|emb|CAA04499.2| (AJ001045) P-lype 
cation-transporting ATPase [Blastocladiella emersonii] 


6.2 


5430 


14784393 


gi|14784393|repP_033306.1| sodium channel, 
nonvoltage-gated 1 alpha [Homo sapiens] 


7.6 


5438 


7657956 


gi|7657956|dbjpAA94876.1| (AB028668) ORFl [IT 
virus] 


3.4 


5449 


7206840 


gi|7206840|gb|AAF39999.1| (AC006832) similar to a 
femily of C. cleans protems; see (GB:AF016684) 
[Caonoihabditis elejgans] 


6.3 


5451 


13636619 


gi|13636619|refpa>_002437.3| cAMP-regulated guanine' 
nucleotide exchange &ctor II [Homo sapiens] 


0.000001 


5454 


7303178 


gi|7303178|gbIAAF58242.1I (AE003814) CG17390 
gene product [Drosophila melanogaster] 


3.1 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5457 


7446747 


gi)7446747|pir||T07607 phosphate transport protein 2 - 
potato emb|CAA67396.1| (X98891) inorganic phosphate 
transporter 2 [Solanum tuberosum] 


4.2 


JHJO 


7471296 


gi|7471296Ipir||A75450 conserved hypothetical protein - 
Deinococcus ladiodurans (strain Rl) 
gb|AAFi0584.1|AE001952_12 (AE001952) conserved 
hypothetical protein [Deinococcus radiodurans] 


0.32 


5460 


11267150 


gi|11267150|pirl|A81338 H+/K+-exchanging ATPase 
(EC 3.6.1.36) B chain Cj0677 [imported| - 
Campylobacter jejuni (strain NCTC 11168) 
emblCAB7295I.l| (AL139076) potassium-transporting 
ATPase B chain [Campylobacter jejuni] 


0.37 


5467 


1246530 


gi|12465301emb|CAA64368.1| (X94742) olfectoiy 
receptor 2 [Gallus gallus] 


0.00000001 


5475 


1353257 


gi|13532571gblAAB06234.1| (U26665) dimethyl 
sulphoxide reductase subunit B [Haemophilus 
influenzae] 


4.2 


5476 


585053 


gi|585053|splP37202|DIS3_SCHPO MITOTIC 
CONTROL PROTEIN DIS3 pirl|A41944 mitotic 
control protein dis3+ - fission yeast 
(Schizosaccharomyces pombe) gb|AAA3S302.I| 
(M74094) mitotic control protein [Schizosaccharomyces 
pombej emb|CAA2I102,I( (AL031743) mitotic control 
protein dis3 [Schizosaccharomyces pombe] 


2.6 


5477 


7388318 


gi|73883181splQ9ZL01|THIE_HELPJ PROBABLE 
THIAMINE.PHOSPHATE PYROPHOSPHORYLASE 
(TMP PYROPHOSPHORYLASE) (TMP-PPASE) 
(THIAMINE-PHOSPHATE SYNTHASE) pir|lG71889 
tiuainui-pnospnate pyropnospnoiyiase v.cc - 
Helicobacter pylori (strain J99)gb|AAD06361,l| 
(AE001508) THIAMINE PHOSPHATE 
PYROPHOSPHORYLASE {Helicobacter pylori J99] 


7 


5483 


6754362 


gi|6754362|ref|NP_035962.1| insulin receptor-related 
receptor [Mus musculus] dbj|BAA77835.11 (AB007135) 
insulin recqrtor-related receptor [Mus musculus] 


7.5 
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SEQID 
NO 


ACCESS 

XT 

N 
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5486 


10697032 


gi|10697032|emb|CAC12661.1| (AJ296086) cytodirame 
c oxidase subunit I [Anabaena variabilis] 


0.96 


5491 


8919908 


gi|8919908|emb|CAB96228.1| (AJ133067) env 

polypeptide [Human immunodeficiency virus type 1] 


7.4 


5496 


OAT'S 

7658073 


gi|7658073|dbj|BAA94924.1| (AB028715) ORFl nT 
virus] 


3.8 


5500 


9437326 


gi|9437326|gb|AAF873 12. 1|AF124441_1 (AF124441) 

NBC-like protein [Rattus norvegicus] 


6.5 


5501 


6707844 


gi|6707844Igb|AAF25692.1| (AF1135 17) ventral 
anterior homeobox 3 pCenq)us laevis] 


3.1 




12698075 


gi|12698075|dbj|BAB21856.1| (AB051552) KIAA1765 
protein [Homo sapiens] 


1.9 


JJyJD 


7673065 


gi|7673065|gblAAF66723.1|AF146723J{AF146723) 
cytochrome b [Tapinoma sp. ACBJ.l] 


4.2 


5508 


6754932 


gi|6754932|refINP_035121.1| olfactory receptor 49 
[Mus musculus] gb|AAD13315.1| (AF1025?3) olfactory 
receptor C6 [Mus musculus] 


8E-12 




7296803 


gi|7296803|gblAAF52080.1| (AE003604) CG2008 gene 
product [Drosophila meianogaster] 


3.7 


5514 


5824783 


gi|58247831emb|CAB54433.1| (AL110487) contains 
similarity to Pfam domain: PF01529 (DHHC zinc finger 
domain), Score=108.2, E-value=4e-29, N=l--cDNA 
EST >4<282dl2.5 comes fit>m this gene [Caenoifaabditis 
elegans] 


4.9 


5SI6 


14750790 


gi|14750790|refpa>_034677.1| general transcription 
fector n, i, isoform 5 [Homo sapiens] refpa>_011605.4| 
general transcription factor n, i, isoform 5 [Homo 
sapiens] refpCPJ)34678.1| similar to gen^ 
transcription factor II, i (H sapiens) [Homo sapiens] 
refpff_034682. 1| similar to general transcription &ctor 
n, i (H. sapiens) [Homo sapiens] 


4.2 


5519 


3327362 


gi|3327362|dbjIBAA31704.1| (AB015754) cytochrome c 
oxidase subunit I [Spirometra erinaceieuropaei] 


5.2 


5520 


14149807 


gi|14149807|refINPJ 155 17.11 hypothetical protem 
DKFZp434K1421 [Homo sapiens] emb|CAB66740.1| 
;AL136806) hypothetical protein [Homo sapiens] 


5E-53 
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SEQID 
NO 


ACCESS 
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P VALUE 


5521 


10567777 


gi|10567777|gb|AAG18583.1|AF292395_I(AF292395) 
KRP170 [Strongylocentrotus purpuratus] 


8.2 


5524 


5931705 


gi|593 1705|emblCAB56603.1| (Y18890) pol protein 
[Human endogenous retrovirus Kj 


6.2 


5528 


11271464 


gi|l 12714641pirlIC82792 methionyl-tRNA synthetase 
XF0549 [inq>orted] - Xylella festidiosa (strain 9aSc) 
gbiAAF83359.1|A£003902_4 (AE0039Q2) methionyl- 
tRNA syndietase [Xylella &stidiosa 9a5c] 


6.5 


5530 


2193879 


gi|2193879|emb|CAA54180.1| (X76785) hypothetical 
protein [Homo sapiens] 


8.7 


5531 


7292567 


gi|7292567|gb|AAF47967.1| (AE003484) CG2186 gene 
product [Drosophila melanogaster] 


6.7 


5532 


729093 


gi|729093|sp|P39881|CUTl_CANFA CCAAT 
DISPLACEMENT PROTEIN (HOMEOBOX - 
PROTEIN CLOX) (CLOX-1) pir||S33121 homeotic 
protein CDP - dpg (fragment) emb!CAA48782.1| 
(X69017) CIox [Canis sp.] 


0.14 


5534 


13569850 


gill35698501refINP_076357.1| RKEN dDNA 
9330127120 [Mus muscuhis] gb|AAG34081.1| 
(AF295 105) cardiac Ca24- release dhannel [Mus 
musculus] 


0.00000006 


5535 


14250321 


gi|1425032ligb|AAH08590.11AAH08590(BC008590) 
hypothetical protein FLJ21313 [Hmio sapiens] 


lE-60 


5536 


2143962 


gi|2143962|pir||I59422 rsec8 - rat (fragment) 

gb|AAC52265.I| (U32498) rsec8 [Rattus norvegicus] 


3E-99 


5539 


13475196 


gi(13475196|refINP_106760.1( transposase 
[Mesorhizobium loti] dbj|BABS2546.1| (AP003008) 
transposase [Mesorhizobium loti] 


5.6 


5544 


13376066 


gill3376066|reflNP_079019.1| hypothetical protdn 
FLJ21934 [Homo sapiais] ieflXP_017673.21 
hypothetical protein FLJ21934 [Homo s&piens] . 
dbj|BAB15 179. 1| (AK025587) unnamed proton product 

[Homo sapiens] 


1E40 


5545 


13365831 


gi|13365831|dbj|BAB39301.1| (AB056753) hypothetical 
protein [Macaca fascicularis] 


4.7 


5547 


2865238 


gi|2865238|gb|AAC38862.1| (U89706) DNA 
polymerase alpha [Urostyla grandis] 


5.5 


5548 


14752983 


gill4752983|refpaP_004626.3| hypothetical protein 
FLJ10377 [Homo sapiens] 


2.5 
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5550 


13489060 


gi|13489060|ref|NP_109590.1| retinoic acid induced 1; 
hypothetical protein DKFZp434A139 [Homo sapiois] 
emb|CAC20423.1| (AJ271790) retinoid-acid induced 
protein 1 (Homo sapiens] 


lE-21 


5556 


7512077 


gi|7512077jpir||T30878 dynein heavy diain isolype 4 - 
sea urchin (Tiipneustes gratilla) (fiagmeot) 
gb|AAA63587.1I (U03973) ^em heavy chain isotype 
4 [Tripneustes gratilla] 


4E-27 


5564 


9971630 


gi|9971630|dbj|BAB 12582.11 (AB046525) polymerase 
protein |Hq)atitis B virus] 


9.1 


5565 


1072920 


gi|10729201pir||S49369 mobilization protein - 
Campylobacter coli plasmid pCCTl and PCCT2 
emb|CAA57597.1| (X82080) Mob [Campylobacter cohl 
emblCAA57594.1| pf82079) mobihzation protein 
[Campylobacter coli] 


4.7 


5568 


12644030 


gi|12644030|sp|Q28295(VWF_CANFA VON 
WILL^RAND FACTOR PRECURSOR (VWF) 


8.8 


5572 


9964333 


gi|9964333|ref|NP_064801.1| AMV019 [Amsacta 
moorei entomopoxvirus] gb|AAG02725.1|AF250284_19 
(AF250284) AMV019 [Amsacta moorei 
entomopoxvirus] 


8.3 


5579 


10436768 


gi|10436768|dbj|BAB14906.1| (AK024391) unnamed 
protein product [Homo sapiens] 


1.2 


5580 


13786443 


gi|13786443|gb|AAK39568. 1|AC025296_3 
(AC025296) hypothetical protein [Oiyza sativa] 


0.75 


5581 


13376632 


gi|13376632|reflNP_079355.1| hypothetical protein 
FU23231 [Homo sapiens] dbj|BAB15581.1| 
(AK026884) unnamed protein product [Homo sapiens] 
gbIAAH05O01.1|AAH650Ol (BC005001) hypothetical 
protein FLJ23231 [Homo sapiois] 


0.58 


5584 


12641960 


gi|12641960|gb|AAK00073; 11AF200382_1 (AF200382) 
cytochrome oxidase subunit I (COI) [Ceratosolen nanus] 


4.9 


5585 


1708893 


gi|1708893|sp|P5 1782|LYC_TRIVU LYSOZYME C 
PRECURSOR (1,4-BETA-N- 

ACETYLMURAMIDASE C) gbIAAB97109.1| 
(U40664) lysozyme [Trichosunis vulpecula] 


2.3 


5586 


10047155 


gi|10047155|dbj|BAB13371.1| (AB046765) KIAA1545 
protein [Hcxno s^ims] 


1.7 
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NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5587 


7446806 


gi|7446806|pir|lF69791 conserved hypothetical protein 
yebB - BaciUus subtilis gb|AAB623I2.1| (U51 115) 
unknown protein [Bacillus subtilis] emb|CAB12456.1| 
(Z99 1 07) sinular to hypothetical proteins [Bacillus 
subtilis] 


9.3 


5391 


400222 


gi|400222|sp|P22533|MANB_CALSA BETA- 
MANNANASE/ENDOGLUCANASE A 
PRECURSOR [INCLUDES: MANNAN ENDO-1,4- 
BETA-MANNOSIDASE A (BETA-MANNANASE) 
(ENDO-l,4-MANNANASE);ENDO-l,4-BETA- 
GLUCANASE (CELLULASE)] pirllA48954 mannan 
a)do-l,4-beta-mannosidase (EC 32.1.78) - CaldoceUum 
sacchan>lyticumgb|AAA71887.1| (L01257)beta- 
mannanase [Caldicellulosiruptcr saccharolyticus] 


8.6 


5593 


14029388 


gi|14029388|gb|AAK52669. 1|AF3 19948_1 (AF3 19948) 
MMS19 [Drosophilamelanogaster] 


7.7 


5595 


1196482 


gi|l 196482|gb|AAA88209.1| (M20307) unknown 
protein [Plasmid PI] 


5.2 


5599 


14762995 


gi|14762995|rcfpa>_044123.1| cadherin 20, type 2 
[Homo sapiens] 


4E-17 


5oUU 


13383732 


gi|13383732|gb|AAK21 107.1|AF327877__3 (AF327877) 
envelope polyprotein [Equine infectious anemia virus] 


3.7 


5611 


7521539 


gi!7521539|piTliA70410 processing proteinase (EC 3,4.-.- 
) - Aquifex aeolicus gb|AAC07272. 1| (AE000732) 
processing protease [Aquifex aeolicus] 


9.5 


5612 


14721452 


gi!14721452|reflXP_049513.1| 48294 [Homo sapiens] 


1 


5615 


13512594 


gi|13512594|gb|AAK28688.1| (AF078553) unknown 
fonction U3 [Ehriidbia canis] 


9.1 


5618 


7490184 


gi|7490184|pir||T37997 caiboxypeptidase y - fission ' 
yeast (Schizosaccharomyces pombe) pir||T43236 
carboxypeptidase C (EC 3.4.16.5) precursor [vabdated] 
fission yeast (Schizosacchannnyces pombe) 
emblCAB10121.1| (Z97209) caitoxypeptidase y 
[Schizosaccharomyces pombe] dbj|BAA25568.1| 
P86560) carboxypq)tidase Y [ScbizosaccbaronQves 
pombe] 


o:oi 


5619 


11119139 


giilllI9139|gb|AAG305i8.I| (AF308549) 
immunoglobulin heavy diain [Homo sapiens] 


1.1 
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SEQID 
NO 
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N 
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PVALUE 


5622 


7507209 


gi|75072091pir||T29623 hypothetical protein T05E8.3 - 
Caenorhabditis elegans gb|AAB52427.1| (U97014) 
strong similarity to the DEAH subfamily of the DEAD' 
box family of helicases [Caeaoifaabditis elegans] 


0.7 


5623 


7484413 


gi|74844131pir||T08026 hypothetical protein B - 
Chlamydomonas reinhardtii chloroplast 
gb|AAB05800.1I GJ62943) unknown [Chlamydomonas 
reinhardtii] 


- 

9.3 


5624 


14766128 


gi|14766128|ref|XP_038109.1| KIAA1683 protein 
[Homo sapiens] emb|CAB66801.1| (AL136867) 
hypothetical protein [Homo sapiens] 


0.15 


5629 


6491915 


gi|6491915Igb|AAF14073.1|AF104231J (AF104231) 
paired-homeodomain transcription fector PAX4 [Mus 
musculus] 


2.8 


5630 


14149940 


gi|14149940|ref|NPJ 1S610.1| hypothetical protdn 
FLJ23059 [Homo sapiens] dbj|BAB15536.1| 
(AK026712) unnamed protein product [Homo sapiens] 


lE-10 


5636 


7500466 


gi|7500466|pir||T21747 hypothetical protein F35C12.2 - 
Caenorhabditis elegans 


3.7 


5638 


7490377 


gi|7490377|pir||T41496 conserved hypothetical protein 
SPCC622.16C - fission yeast (SchizosaccharonQ^ 
pombe) emb|CAA21872.1| (AL033127) conserved 
hypothetical protein [Schizosaccharomyces pombe] 


6.3 


5642 


6322907 


gi|6322907|refINP_012980.1| heavy chain of 
cytoplasmic dynein; Dynlp [Saccharomyces cerevisiae] 
sp|P36022|DYHCJiTAST DYNEIN HEAVY CHAIN, 
CYTOSOLIC (DYHC) pir||S38128 dynein heavy chain, 
cytosolic - yeast (Saccharomyces cerevisiae) 
emb|CAA82132.1| (Z28279) ORF YKR054c 
[Saccharomyces cerevisiae] 


4 


5646 


7594617 


gi|7594617|emb|CAB88111.1| (AL078581) dJ12Gl4.1 
(novel cyclophilin type peptidyl-prolyl cis-trans 
isomerase) [Homo sapiens] 


8E-73 


5647 


14916439 


gi|14916439|refINP_149094.1| rhophilin-like protein 
[Homo sapiens] gblAAK58588.1|AF268032J 
(AF268032) ihophilin-like protein [Homo sapiens] 


2E-14 
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5648 


7227910 


gi|7227910|sp|O77408|OARl_LYMSTOCTOPAM[NE 
RECEPTOR 1 (OAl) gb|AAC61296.1| (U62771) 
octopamine receptor type 1 p^ymnaea stagnalis] 


5.5 


5649 


13161815 


gill31618151emb|CAC32956.11 (AJ293063) cytochrome 
oxidase I [Aleochara punctatella] 


7.9 


5651 


13631750 


gi|13631750|refpa>J>10294.3| aiylsul&tase E precursor 
[Homo sapiens] 


2E-12 


5653 


9181886 


gi|918 1886|gb|AAF85678. 1|AF266288_4 (AF266288) 
C protein [Measles virus] 


3.3 


5654 


14755042 


gi| 147550421refpa>_045122. 1| KIAA145 1 protein 
[Homo sapiens] 


0.000000005 


5655 


9408429 


gi|94084291gb|AAF87294.1| (AF228467) unknown 
[Lediariavulpina] 


2.4 


5656 


14530763 


gi|14530763|emb|CAC42469. 1| (AL137139) 
bA134015.I (similar to citrate lyase) [Homo sapiens] 


2E-11 


5661 


2496882 


gi|2496882|sp|Ql 1 187iyPD8_CAEEL 
HYPOTHETICAL 99.0 KD PROTEIN C05D1 1.8 IN 
CHROMOSOME HI gb|AAB53828.I| (U00048) 
C05D1 1 .8 gene product [Caenorhabditis el^ans] 


4.9 


5663 


1276867 


gi|1276867|gb|AAA97866.1| (U40233) alkane 
hydroxylase [Stenotropbomonas mahophilia] 


8.2 


5664 


4867907 


gi|4867907|dbj|BAA77721.1| (AB008177) hepatic 
nuclear fector 1-beta short form [Mus musculus] 


3.8 


5667 


7292501 


gil7292501|gb|AAF47904.I| (AE003481) CGI 1345 
gene product [Drosophila melanogaster] 


3.9 


5673 


1346543 


gill346543Isp|P49285|MLlA_CHICK MELATONIN 
RECEPTOR TYPE lA (MEL-IA-R) (CKA) 
gb|AAA92498.1| (U31820) Md-la melatcmin receptor 
[Callus gallus] 


7 


5675 


14731714 


gi|14731714|refpCP_028009.1| KIAA1563 protein 
[Homo sapiens] 


4E-26 


5676 


9628467 


gil9628467|refINP_043350.1| putative Puman 
papillomavirus type 21] gb|AAA79398.1| (U31779) 
putative [Human papillomavirus type 21] 


1.2 


5680 


13241978 


gi|132419781gb|AAK16497.11AF329199_l(AF329199) 
CocoaCrisp [Gallus gallus] 


1.9 


5681 


11466217 


gi|11466217(refINP_066540.1|SecY-independeot 
transporter protein [Naegleria gruberi] 
gb|AAG17818.1|AF288092_43 (AF288092) SecY- 
independent transports protein [Naegleria gniberi] 


4.2 
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S682 


10581459 


gi|105814591gblAAG20194.1| (AE005096) enoyl-CoA 
hydratase; Fadl [Ifelobacteriuin sp, NRC-I] 


5 


5684 


4903124 


gi|4903124|dbj|BAA78009.1| (AB027308) nndeotide- 
binding protein [Plasmid R64] 


3.1 


5685 


13242251 


gil 1 324225 llreflNP 077336 11 hairv and mhanrfT of 
split 1, (Drosophila) [Rattus norvegicus] 
sp|Q04666|HES 1_RAT TRANSCRIPTION FACTOR 
HES-1 (HAIRY AND ENHANCER OF SPLIT 1) 
(HAIRY-LIKE) (RHL) pirl|S36748 transcription fector 
HES-1 - rat dbj|BAA02682.1| (D13417) HES-1 fector 
[Rattus norvegicus] prfl|1905315A HES-1 protein 
[Rattus norvegicus] 


9.4 


5689 


9957880 


gi|9957880|gb|AAG03352.1| (AY005440) 51-kDa 
antigen [Qirlidbia ristidi] 


6.9 


5691 


7509017 


gi|7509017|pir||T33819 hypothetical protein W05F2.7 - 
Caenorhabditis elegans gb|AAC78217.1| (AF106582) 
Hypothetical protein W05F2.7 [Caenorhabditis elegans] 


0.82 


5692 


1082343 


gi|1082343|pir||S50832 atrophin-1 - human 


0.05 


5696 


11595629 


gi|11595629IemblCAC18249.1| (AL451018) conserved 

hypothetical protein [Neurospora crassa] 


3.6 


5698 


11465898 


gi|l 1465898|reflNP_066447.1| ATP synthase FO subunit 
6 [Ochromonas danica] gb|AAG18413.11AF287134_38 
(AF287134) ATP synthase FO subunit 6 [Oduxjmonas 
danica] 


6.6 


5699 


13384736 


gi|13384736|refiNP_084514.1| dynein, cytoplasmic, 
leavy chain 1; dynein heavy chain, retrograde transport 
[Mus musculus] sp|Q9JHU4|DYHC_MOUSE DYNEIN 
HEAVY CHAIN, CYTOSOLIC (DYHC) 
(CYTOPLASMC DYNEIN HEAVY CHAIN) 
gb|AAF91078. 1| (AY004877) cytoplasmic dynein h^vy 
chain [Mus musculus] 


3E-12 


5701 


11431299 


gi|11431299|refpaP_00796Ll| phosphoiylase kinase, 
>eta [Homo sapiens] 


8.8 


5704 


7486830 


gi|7486830|pir||T04917 hypothetical protein T10I14.I90 
- Arabidopsis thaliana emb|CAA16786.1| (AL021712) 
putative protem [Arabidopsis thaliana] 
emb|CAB7919Ll| (AL161557) putative protein 
^Arabidopsis thaliana] 


0.4 
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5707 


7470729 


t*f i\j t Z7 ipir ||o / jjz I lysosiapiun ~ oynccnocysns sp. 
(strain FCC 6803) dbj|BAA17241.1| (D90904) 


o.o 


5708 


7330072 


gi|733O072|gb|AAF6006 1 . 1|AF2 10726_82 (AF210726) 
0RFRU4-R [Macaca mulatta rhadinovirus 26-95] 


0.24 


5711 


14774911 


gi|1477491 l|refpCP_027365.1| ADP-ribosylation fedor- 

like 6 interacting protein (Homo sapiens] 


lE-ll 


5712 


14721018 


gi|147210181reflXP_051562.1| similar to agrin (H. 
sapiens) [Homo sapiois] 


0.14 


5716 


6324014 


gi|6324014|refINP_014084. 1| FIFO ATPase assembly 
protem; Atpllp [Sacdiaromyces cerevisiae] 
sp|P32453|ATPS_YEAST ATPll PROTEIN 
PRECURSOR pir||S5 1297 ATPl 1 protein - yeast 
(Saccharomyces cerevisiae) gbIAAA34447.1| (M87006) 
ATPll protein [Saccharomyces cerevisiae] 
emb|CAA8638M| (Z46259) AlTll [Saccharomyces 
cerevisiaej eniD|v^/\Ayoz*f3.ii ytiiijyk) uivr i jnlioidc 
[Saccharomyces cerevisiae] 


4.1 


5718 


1286184$ 


gi|12861848|dbj|BAB32292.1| (AK021073) putative 
[Mus musculus] 


0.07 


5719 


14744130 


giI14744130|reflXP_045895.1| 57406 [Homo sapiens] 


1.4 


5722 


11612206 


gi|11612206|gblAAG37299.1| (AY009937) unknown 
[Sinorhizobium firedii] 


7.4 


5723 


4494967 


gi|4494967|gb|AAD213S9.1i (AF083501) Rll [Macaca 
mulatta rhadinovirus 17577] 

crKIAAP^nndl llAT77in77^; A7-/'AP71A77A^i/TRT7 

[Macaca mulatta rhadinovirus 26-95] 


3.3 


5727 


12644379 


gilI2644379|sp|Q02099IRAD3_SCHPO DNA REPAIR 
PROTEIN RAD3 pir|rn9911 rad3 checkpoint protem - 
nssion yeasi ^ocnizos&cciiaromyces pomoe^ 
emblCAB40165.1| (AL049558) rad3 checlq)oint protein 
rSchizosaccharomvces nombel 


9.3 


5732 


7492633 


gi|7492633tpirHT40241 probable guanine nucleotide 
exchange factor - fission yeast (Schizosaccharomyces 
pombe) emb|CAB58155.1| (AL121815) putative 
guanine nucleotide exchange factor 
[Schizosaccharomyces pombe] 


8.2 


5737 


10047255 


gi|100472551dbjlBAB13416.1| (AB046810) KIAA1590 
protein [Homo s^iens] 


0.00000002 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQm 
NO 


ACCESS 
N 


DESCRIPTION 


PVALUE 


5742 


2498204 


1 

gi|2498204Isp|Q05682|CALD_HUMAN 
CALUbbMUN (LDM) pir||JJi0o2o caiaesmon - numan 
gb|AAA58419.1| (M83216) caldesmon [Homo sapiens] 


8E-23 


5744 




gi|l 1037059|refINP_036540.11 proteiii kinase C binding 
protein 1 [Homo sapiens] gb|AAF71262.1| (AF233453) 
KACK-liKe protein rKKLbrl liiomo sapiens] 


U.UuUUUUUi 


5746 


1437Do7y 


gi|14575679|gb|AAK68690.11AF156100J(AF156100) 
hemicentin [Homo sapiens] 


1.9 


J #*ro 


11466210 


gi|l 1466210|refINP_066533. 1| NADH dehydrogenase 
subunit2 [Naegleria gruberi] 
gb|AAG17811.1|AF288092_36 (AF288092) NADH 

dehydrogenase subunit 2 [Naegleria gruberi] 


8.2 


5750 


8096340 


gi|8096340|dbj|BAA95898.1| (AB036737) RERE 
[Homo sapiens] 


0.5 


5751 


14275752 


gi|14275752|emb|CAC40032.1| (AJ310844) P-type 
ATPase [Hordeum vulgare] 


0.53 


^ / J/ 


5834582 


gi|5834582|emb|CAB55313.1| (AJ132948) rfg7 protem 
[Homo sapiens] 


1.7 


5754 


13877921 


gi|13877921|gb|AAK44038.1|AF370223J(AF370223) 
unknown protein [Arabidopsis thaliana] 


4 


5755 


5869818 


gi|5869818|emb|CAB55575.1| (AJ249395) NADH- 
ubiquinone oxidoreductase subunit 6 [Globodera 
pallida] 


4.2 


5756 


7023033 


gi|7023033ldbjlBAA91809.1l (AK001649) unnamed 

protein product [Homo sapi^] 


e-102 


5757 


14729667 


gi|147296671reflXP_029101.1| KIAA0947 protein 
[Homo sapiens] 


0.22 ^ 


5758 


14726213 


gijl4726213|ref|XP_010556.3| PR domain containing 16 
[Homo sapiens] 


0.87 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


PVALUE 


5761 


4757Q00 


gi|47579001ref|NP_004334.1| calreticulin precursor; 
Sicca syndrome antigen A (autoantigen Ro; 
calreticulin); autoantigen Ro [Homo sapiens] 
reflXP_032020.1| calreticulin precursor [Homo sapiens] 
reflXP_032023.1| calreticulin precursor [Homo sapiens] 
refp£P_032022.1| calreticulin precursor [Homo sapiens] 
ref|XP_009055.3| calreticulin precursor [Homo sapiens] 
ref|XP_032021.1| calreticulin precursor [Homo sapiens] 
sp|P27797|CRTC JIUMAN CALRETICULIN 
PRECURSOR (CRP55) (CALREGULIN) (HACBP) 
(ERP60) (52 KDA RIBONUCLEOPROTEIN 
AUTOANTIGEN RO/SS-A) pir||A37047 calreticulin 
precursor - human gD|AAA5191o.l| (M84739) 
calreticulin [Homo sapiens] gb|AAA36582.1| (M32294) 
Ro ribonucleoprotein autoantigen (Ro/SS-A) precursor 
[Homo sapiensj gD|AADJii / o.i| yAUvwwz) 
calreticulin [Homo sapiens] 

gu[nJ^JlUZJVU, L\nJ\JriUAJUU \D\z^v\f£,J\f\f/ wauCuwUllu 

[Homo sapiens] gb|AAH079U.l|AAH07911 
rBf*007Ql 1^ calreticulin IHomo saoiensl 


5E-16 


5762 


14714688 

1*7/ 1*tUOO 


gi|I4714688|gbIAAH10485.1iAAH10485 (BC010485) 
TTnlmoAvn rnrntetn forMGC*7224^ rMus musciiliisl 


1.1 


5765 


14751380 


gill4751380|refpa>_041291.1| cAMP response element- 
binding protein CRE-BPa [Homo sapiens] 


5E-14 


5767 


2105193 


git2105193|gblAAB57925.1| (U86889) hypothetical 
protein [Molluscum contagiosum virus subtype 1] 


7.8 


5771 


13278418 


gi|132784181gb|AAH04019.11AAH04019(BC004019) 
Similar to mesoderm specific transcript [Mus musculus] 


0.94 


5772 


14720481 


gill4720481|ref|XP_048811.1| hypodietical protein 
FU22116 [Homo sapiens] reflXP_0488l0.1| 
hypothetical protein FLJ22116 [Homo sapi^] 


2E-23 
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Table SB Neaiest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


PVALUE 


5773 


6321548 


1 

gi|6321548|reflNP_011625.1|Ygrll0wp 
[Saccharomyces cerevisiae] sp|P53264|YG2VYEAST 
HYPOTHETICAL 52.0 KD PROTEIN IN CLB6- 
SHYl INTERGENIC REGION pir||S64418 
hypothetical protein YGRl lOw - yeast (Saccharomyces 
cerevisiae) emb|CAA97118.I| (Z72895) ORF 
YGRl lOw [Saccharomyces cerevisiae] 


2.4 


5776 


12853842 


gi|12853842|dbj|BAB29864.1| (AK01S480) putativje 
[Mus musculus] 


5.6 


5778 


13384736 


gi|13384736|reflNP_0845 14.11 dynein, cytoplasmic, 
heavy chain 1; ^ein heavy chain, retrograde transport 
[Mus musculus] spjQ9JHU4|DYHC_MOUSE DYNEIN 
HEAVY CHAIN, CYTOSOUC (DYHC) 
(CYTOPLASMIC DYNEIN HEAVY CHAIN) 
gb|AAF91078.1| (AY004877) cytc?)lasmic dynein heavy 
chain [Mus musculus] 


2E-92 


5781 


7498705 


gi|74987051pir||T20640 hypothetical protein F09C3.3 - 
Caenorhabditis elegans 


9.7 


5782 


11356402 


gi|11356402|pir||T44074 hypothetical protein [imported] 
- Staphylococcus aureus (firagment) 


5.5 


5783 


10726396 


gi|10726396|gblAAF54288.2I (AE003680) CGI 1773 
gene product [Drosophila melanogaster] 


4.1 


5784 


11935116 


gi|l 1935 1 16|gb|AAG41977. 1|AF3 1 1942 J (AF3 1 1942) 
ethylene receptor [Carica papaya] 


7.5 


5787 


4456467 


gi|4456467|emb|CAB37294.1| (AJOIIOOI) TM7XN1 
protein [Homo sapiens] 


3.8 


5788 


13676779 


gi|13676779|gblAAK38272.1|AF330197_l (AF330197) 
Arkadia [Mus musculus] 


2.2 


5789 


13676779 


gi|13676779|gb|AAK38272.1|AF330197J(AF330197) 
Arkadia [Mus musculus] 


2.3 


5795 


11024704 


gi|I 1024704Iref|NPJ)61956. 1| hypothetical protein 
FLJ11219 [Homo sapiens] dbjlBAA92074.1| 
(AK002081) unnamed protein product [Homo sapiens] 


8E-23 


5797 


13606086 


gi|13606086|gb|AAK32948.1( (U41014) Hypothetical 
protein C06G1.1 [Caenorhabditis elegans] 


8.3 


5798 


10728595 


gi|10728595|gb|AAF52302.2| (AE003611) CG9011 
gene product [Drosophila melanogaster] 


8E-21 


.5799 


12847975 


gi|128479751dbj|BAB27780.1| (AK01I690) putative 
[Mus musculus] 


3E-44 
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Table 3B Nearest Nei^bor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


r: P VALUE 


5801 


7243247 


gil7243247|dbj|BAA92671.1| (AB037854) KIAA1433 
protein [Homo sapiens] 


3E-84 


5803 


10728595 


gi|10728595|gb|AAFS2302.2| (AE003611) CG9011 

cene oroduct fDrosoDhila melanosflst^l 


8E-21 


5804 


1354082 


gi|1354082|gblAAB37237.1| (U47033) polyprotein 
[bean yellovr mosaic virus] 


6.8 


5808 


11354734 


gilll3547341piTl|C82043 conserved hypothetical protein 

N16961) gb|AAF95843.1| (AE004336) conserved 

hypothetical protein [Vibrio cholerae] 


4.9 


5809 


13272353 


gi|13272353igbiAAK17116.1|AF291051_13 

I 1 ^ frandrptnlacp TPanHiHsitiic P^TQAnplla 

ruddii] 


8.9 


5810 




gi|10728595|gb|AAF52302.21 (AE003611) CG9011 

opnp nrndnpf rnroQfmhila melannffaiSbteT'l 


9E-21 


5818 




gi|7340927|dbj|BAA92999.1| (AP001550) Similar to 
Schizosaccharomyces pombe chromosome I cosmid 
clD4; hypothetical protein &SPAC1D4J0 (QlOi55) 


5.6 


5821 


4115911 


gi)4115911|gb|AAD03423.1) (U78517) cAMP-regulaled 
guanine nucleotide exchange &ctor n [Rattus 
norvegicus] 


3E-11 


5822 


7498336 


Caenorhabditis elegans gb|AAB94164.1| (AF039036) 
Hypothetical protein E03D2.4 [Caenorhabditis elegans] 


7.1 


5825 


7492270 


gi| MyZi. /u|pir|| X pauiuioyi~pFO[cin uuoestciasc 
precursor - fission yeast (Schizosacdiaromyces pombe) 
anb|CAAI9178. 1| (AL023634) palmitc^'l-piotBin 
thioesterase precursor [Schizosaccharomyces pombe] 


1.2 


5827 


7497138 


gi|7497138|pirHT30158 hypothetical pro^ C37A2.6 - 
Caenorhabditis elegans gb|AAB52451.1| (U97194) 
Hypothetical proton C37A2.6 [Caenorhabditis cleans] 


5.4 


5830 


7469981 


gi|7469981|pir||S74598 hypothetical protein 8ni040 - 
Synechocystis sp. (stram PCC 6803) dbj|BAA16750.11 
(D90900) ORF_ID:slll040Minknown protein 
[Synechocystis sp. PCC 6803] 


9.4 
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Table 3B Nearest Neighbor (BlasOC vs. Ncm-Reduiidaiit Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5831 


10177727 


gi|10177727|dbj|BAB10973.1|(AB015471) 
gene Jd:K9B18.6~xiDknawii protein [Axabidopsis 
thaliana] 


2.6 


5834 


2231323 


gi|22313231gb|AAB61999.1| (U77045) bactinecin 6 
[Ovis aries] 


6.9 


S838 


7495511 


gi|74955 1 1 |pir||Tl 8990 hypothetical protein C06B8,4 - 
Caenorhabditis elegansemb|CAB03847.1| (Z81463) 
predicted using Genefinder-Similarity to Celegans 
olfactory receptor ODR-10 (TR:Q17376), contains 
similarity to Pfem domain: PF0I461 (7TM 
chemoreceptor), Score=-92.4» E-valueF=4.9e-10, N=l 
[Caenorhabditis elegans] 


0.84 


5839 


14722156 


gi|14722156|ref|XP_001418.4| centromere proteinF 
(350/400kD) [Homo sapiens] 


2 


5841 


14590902 


gi|14590902|ref|NP_142975,l| hypothetical protein 
[Pyrococcus horikoshii] pir|jE71100 hypothetical protein 
PH1064 - Pyrococcus horikoshii dbjjBAA30163.11 
(AP000004) 718aa long hypothetical protein 
[Pyrococcus horikoshii] 


3.5 


5844 


10173304 


gi|10I73304|dbj|BAB04409.11 (AP001509) transposase 
(04) [Bacillus halodurans] 


2.2 


5845 


7510388 


gil75103'881phi|T27298 hypothetical protein Y68A4A.7 - 
Caenorhabditis elegans emb|CAA16418.1| (AL021503) 
predicted using Genefinder'-contains similarity to P&m 
domain: PF01604 (7TM chemoreceptor), Score=^8.3, 
E-value=7.1e-07,N=l [Caenorhabditis elegans] 


2.9 


5851 


13812127 


gi|13.812127|reflNPJ13254.1| hypothetical protein 
[Guillaidiatheta] gblAAK39814.1|AF165818Ji2 
(AF 165 8 18) hypothetical protein [GuiUardia theta] 


0.92 


5852 


t 

6016842 


gi|6016842|dbj|BAA85182.I| (AB033168) nuclear 
protdn ZAP [Mus musculus] 


3,3 


5854 


8922744 


gi|8922744|refiNP_060730.1| hypothetical protein 
FLJ10891 [Homo sapiens] dbjpAA91884.11 
(AK001753) unnamed protein product [Homo sapiens] 


8E-69 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5856 


118965 


gi| 1 1 8965|sp|P23098pYHC_TRIGR DYNEIN BETA 
CHAIN, CILIARY pir||S 17653 dynein beta heavy 
chain, ciliary - seanichm (Tiqmeustes gratilla) 
emblCAA42176.1| (X59603) Beta heavy chain of outer- 
arm axonemal dynein ATPase [Tripneustes gratilla] 
prlQ|1714372A dyndn:SUBUNIT=beta heavy diain 
[Tripneustes gratilla] 


U.UUUUUUl 




10640323 


gi|10640323|emb|CAC12137.1| (AL445066) conserved 
hypothetical membrane protem [Tiiennoplasma . 
acidophilmn] 


1.3 


5859 


9964574 


gil99645741reflNP J65042.ll AMV260 [Amsacta 
moorei entomopoxvirus] 

gb|AAG02966.11AF250284^260 (AF250284) AMV260 

[Amsacta moorei entomopoxvinis] 


4 


5861 


5360226 


gi|5360226|dbj|BAA36472.1| (AB015177) FO-ATPase 
subunit 6 [Beta vulgaris] 


3 


5868 


7327641 


gi|7327641|gb|AAF45040.2| (AF146609) putative 
modification methyltransferase [Aeromonas hydrophila] 


2.8 


5871 


- 

5031969 


gi|5031969|ref|NPJ)05758.I| purinergic receptor 
(family A group 5) [Homo sapiens] 
sp|P43657lP2Y5 JiUMAN P2Y PURINOCEPTOR 5 
(P2Y5) (PUWNERGIC RECEPTOR 5) (RB INTRON 
ENCODED G-PROTEIN COUPLED RECEPTOR) 
pir||T09508 intron 17 purinergic receptor P2Y5 - human 
gblAAB62190.1| (AF000546) purinergic receptor P2Y5 
[Homo sapiens] 


3.2 


5872 




gi|929721pir|lS04757 NADH dehydrogenase 

AiKimiinnn^^ fPC^ 1 ^ ^ cYijiin ^ - rat mftnclirynffrinn 


■ 9.8 


5876 


13540669 


gi|13540669|ref|NP_l 10480. l\ linker for activation of T 
cells (Rattus norvegicus] sp|O70601ILAT_RAT 
LINKER FOR ACTIVATION OF T CELLS (36 KDA 
PHOSPHO-TYROSINE ADAPTOR PROTEIN) 
(PP36) (P36-38) emb|CAA04577.11 (AJ001184) 36 kDa 
phospho-tyrosine [Rattus norv^cus] 


0.4 



633 



BNSDOCID: <W0 0214500A2J_> 



wo 02/14500 



PCT/USOl/25840 







Fable 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


PVALUE 


5877 


7510482 


gi|7510482|pir||T27406 hypothetical protein Y75B8A.24 
- Caenoiliabditis elegans emb|CAA22108.1| 
(AL033514) contains similarity to Pfam domain: 
PF00454 (Phosphatidylinositol 3- and 4-kinases), 
Score=392.3, E-value=1.6e-114, N-2; PF006I3 
(Phosphoinositide 3-ldnase &mily, accessory domain 
(PIK domain)), Score=76.1, E-valu^2.4e-19, 
N=KcDNAESTyk2> 


• 

0.32 


S881 


11284162 


gill 1284162|pirl|H81077 hypothetical protein NMB1490 
[imported] - Neisseria meningitidis (group B strain 
MD58) gb|AAF41846.1| (AE002498) hypothetical 
protein [Neisseria meningitidis MC58] 


4.2 


5882 


4503801 


gi|4503801|ref|NPJ)03893.1| fer upstream element- 
binding protein; fer upstream element binding protein; 
FUSE-binding protein [Homo sapiens] pir||A53184 myc 
far upstream elemait-binding protein - human 
gb|AAA17976.1| (U05040) FUSE binding protein 
[Homo sapiens] 


0.4 


5883 


9929953 


gi|9929953|dbj|BAB12133.1| (AB047609) hypothetical 
protein [Macaca fesdcularis] 


9.7 


5884 


13631383 


giI1363l383|refiXP_010272.2|retinoblastoma-binding 
protein 7 [Homo sapiens] ref|XP_0451 12.11 
retinoblastoma-binding protein 7 [Homo sapiens] 


7.3 


5886 


7662084 


gi|7662084|ref|NP^055474.1| KIAA0377 gene product 
[Homo sapiens] dbj|BAA20831.1| (AB002375) 
KIAA0377 [Homo sapiens] 


2E-44 


5888 


4507023 


gi|4507023|reflNP_00303Ll| solute carrier family 4, 
anion exchanger, member 2 (erythrocyte membrane 
protein band 3-Iike 1) [Homo sapiens] 
sp|P049201B3A2_HUMAN ANION EXCHANGE 
PROTEIN 2 (NON-ERYTHROID BAND 3-LIKE 
PROTEIN) (BND3L) pir||S21086 anion exdiange 
protein 2 - human emb|CAA44067.I| (X62137) anion 
exchange protein 2 (AE2) [Homo sapiens] 


9.1 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


PVALUE 


5892 


6321764 


gi|6321764|refINP_011840.1| Yhl023cp 
[Saccharomyces cerevisiae] sp|P38742|YHC3_YEAST 
HYPOTHETICAL 130.0 KD PROTEIN IN SNF6- 
SPOl 1 INTERGENIC REGION nirllS46837 
hypothetical protein YHL023c - yeast (Saccharomyces 
cerevisiae) gb|AAB6S076. 1| (Ul 1582) No definition line 
found [Saccharomyces cerevisiae] 


7.4 


5894 


7507827 


gi|7507827|pirl|T16876 hypothetical protein T14E8.3 - 
Caenorhabditis elegans gb(AAA82386. I| (U4I036) 
Hypothetical protein T14E8.3 [Caenorhabditis elegans] 


2.4 


5896 


119714 


giI119714|sp|P13983|EXTNjrOBAC EXTENSIN 
PRECURSOR (CELL WALL HYDROXYPROLINE- 
RICH GLYCOPROTEIN) pirl|S06733 hydroxyproline- 
rich glycoprotein precursor - common tobacco 
emb|CAA32090.1| (X13885) ertoisin (AA 1-620) 
rMicotiana tabacuml 


\. 

2.4 


5897 


13540669 


gij 1 j3Huooy|reijiNir_i xuhou. i( iinKer ror acuvauon or i 

cells [Rattusnorvegicus] sp|O70601|LATJlAT 

T TNICFR FOR ACTIVATTON OF T TFLLS Hfi KDA 

PHOSPHO-TYROSINE ADAPTOR PROIHN) 
(PP36) (P36-38) emb|CAA04577.1KAJ001184) 36 kDa 

phospho-tyrosine [Rattus norv^cus] 


0.4 


5898 


14787176 


eill4787176leblAAG54083 11 ^AY017475) CSMDl 

[Mus musculus] 


6.5 


5899 


14192869 


gill41928691gblAAK55774.1|AC079038_8 
(AC079038) Putative poljprotein [Oryza sativa] 


1.9 


5900 


11260604 


gijl 12606041pirl|G82485 acetate kinase VCA0235 
[imported! - Vibrio cholerae (group 01 strain N16961) 
oh!AAFQ6146 11 ^AE004363) acetate kinase rVibric^ 
cholerae] 


5.4 


5914 


5688864 


gi|5688864idbj|BAA82706.1| (AB030586) amino acid 
transporter-like protein 1 [Arabidopsis thaliana] 


0.74 


5915 


14571551 


gi|14571551|gb|AAK645II.l((AY036902) degenerative 
spermatocyte-like protein RDES [Rattus norvegicus] 


7.1 


5917 


11496539 


gi|11496539|ref|NP_044549.1| ribosomal protein S3 
[Toxoplasma gondii] gblAAD41 136. 1(U87145 J 
(U87145) ribosomal protein S3 [Toxoplasma gondii] 


2.4 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteias) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5919 


12275264 


gi|12275264|eniblCAC22282.1| (AJ303456) WASP 
interacting protein [Rattus norvegicas] 


0.29 


5920 


7158837 


gi|7158837|gb|AAF37557.1|AF214067_l(AF214067) 
serine-repeat antigen protein [Plasmodium falciparum] 


3.8 


5922 


7327641 


gi|7327641|gblAAF45040.2| (AF146609) putative 
modification methyltransferase [Aeromonas hydrophila] 


3,2 


5934 


4321845 


gi|4321845|gb|AADlS841.1| (AF064782) unknown 
[Mus tnusculus] 


4E-59 


5938 


6562754 


gi|6562754|emb|CAB62893.11 (AL035475) hypothetical 
protein, MAL4P2.52 [Plasmodium falciparum] 


0.69 


5939 


13814462 


gi|13814462|gblAAK41504.1| (AE006741) ABC 
transporter, ATP binding protein [Sulfdobus 
solfataricus] 


2.3 


5941 


5802786 


gi|5802786|gb|AAD51779.1| (AF124511) EVES 
[Callus gallus] 


1.7 


5943 


5596342 


gi|5596342|dbj|BAA82602.1| (AB026825) sALK-2 
[Ephydatia fluviatilis] 


7.2 


5946 


9802527 


gi|9802527|gb|AAF99729.1|AC004557_8(AC004557) 
F17L21.9 [Arabidopsis thaliana] 


6.8 


5949 


3820854 


gi|3820854|emb|CAA10852.1| (AJ222582) maturase- 
like protein [Euglena granulata] 


4.2 


5951 


7476228 


gi|7476228|pirl|A70905 hypothetical protein Rv0174 - 
Mycobacterium tuberculosis (strain H37RV) 
emb|CAB09741.1| (Z97050) hypothetical protein 
Rv0174 [Mycobacterium tuberculosis] 


• 

0.46 


5953 


7159336 ' 


gi|7159336|gb|AAF37725.1|AF238235_l(AF238235) 
diaphanous protein [Entamoeba histolytica] 


0.24 


5954 


7294100 


gi|7294100|gb|AAF49454.1| (AE003527) CG12243 
gene product [Drosophila melanogaster] 


4.6 


5956 


2689578 


gi|26895781gb|AAB91357.1| (U96421) cytochrome b 
[Dennyus carljonesi fosteti] 


9.4 


5957 


11071788 


gi|l 1071788Iemb|CAC14632.1| (AL449144) 
hypothetical protein P214.26 [Leishmania major] 


5.7 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5958 


9631305 


gi|9631305IreflNP_0481 16. 1| ORF MSV045 
[lypothetical protein [Melanoplus sanguinipes 
entomopoxvirus] pir|IT28206 hypothetical protein 
ORF45 - Melanoplus sanguinipes entomopoxvirus 
gblAAC97618.1| (AF063866) ORF MSV045 
bypothetical protein (Melanoplus sanguinipes 
entomopoxvirus] 


3 


5959 


14750752 


gi|14750752|reflXP_031441.1| phosphodiesterase 8A 
[Homo sapiens] 


0.47 


5962 


4996347 


gi|4996347|dbjlBAA78416.11 (AB021177) complanent 
B/C2-A2 [Cyprinus carpio] 


1.7 


5964 


7510076 


gi|7510076|pirllT31613 hypothetical protein Y50E8A.i - 
Caenorfaabditis elegans 


7.1 


5965 


6958206 


giI6958206|gblAAF32493. 11AF093 132_1 (AF093 132) 
kexin-like protease KEXl [Pneumocystis carinii f. sp. 
muris] 


4.5 


5966 


13542701 


gi|13542701|gb|AAH05557.1!AAH05557(BC005557) 
Unknown (protein for MGC:7062) [Mus musculus] 


0.00003 


5967 


12852967 


gi|12852967|dbj|BAB29595.1| (AK014872) putative 
[Mus musculus] 


3.2 


5969 


6449214 


gil6449214|gb|AAF08856.1|AF194824_l(AF194824) 
NADH dehydrogenase [Aptenia cordifolia] 


0.84 


5971 


7492532 


cril7492532lt>irHT39653 nrobable DNA reosit and 
recombination protein - fission yeast 
(Schizosaccharomyces pombe) emb|CAA21300.1| 
(AL03 1856) putative DNA repair and recombinatian 
protein [Schizosaccharomyces pombe] 


8.4 


5972 


1171089 


gi|1171089|splP10243|MYBA_HUMAN MYB- 
RELATED PROTEIN A (A-MYB) pirllS03423 

transforming protein A-myb - human 


2E-28 


5973 


4589488 


gi|4589488|dbj|BAA76772.1| (AB023145) iaAA0928 
protein [Homo sapiois] 


9.8 


5974 


6686326 


gi|66863261sp|P77589IMHPT_ECOLI PUTATIVE 3- 
HYDROXYPHENYIJ»ROPIONIC ACID 
TRANSPORTER 


1.8 


5976 


7298382 


gi|7298382|gb|AAF53607.11 (AE003655) CG15141 
gene product [Drosophila melanogaster] 


5.7 



I 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundaot Protems) 


SEQID 
NO 


ACCESS 
N 




T> \7 AT ITE 

r VALUE 


5979 


7477896 


gi|74778961pir||D70595 probable ATP-dependent KNA 
helicase - Mycobacterium tuberculosis (strain H37RV) 
emb|CAB083O5.11 (Z95120) rhlE [Mycobacterium 
tuberculosis] gb|AAK47649.1| (AE007143) ATP- 
dependeot RNA helicase DeaD [Mycobacterium 

tUDeFCUlOSlS UJJC 1 35 1 J 


4,7 


5980 


10726674 


gi|10726674|gb|AAF55880.21 (AE003734) CG16791 
gene product [Drosopbila melanpgaster] 


5.5 


5983 


10303299 


gi|10303299|einb|CAC10094.1| (AL442164) related to 
SENl protein [Neurospora crassa] 


9.4 


5984 


14625441 


gi|14625441|dbj|BAB61903.1| (AB053446) KIAA1773 
protein [Homo sapiens] 


2.4 


5985 


2496701 


gi|2496701|spiP55552|Y4LL_RHISN 
HYPOTHETICAL 91.8 KD PROTEIN Y4LL 
gblAAB91764.1| (AE000083) Y41L [Rhizobium sp. 
NGR234] 


4 


jyoo 




gi|136528301refpa>_017068.1| 65851 flomo sapiens] 
ref|XP_039450. 1| similar to NONHISTONE 
CHROMOSOMAL PROTEIN HMG-14 (H. sapiens) 
[Homo sapi^] 


0.00001 


5989 


2098719 


gi|20987191gblAAB57675.1| (U85709) putative fimbrial- 
associated protein [Actinomyces naeslundii] 


5.4 


5990 


1142588 


gi|11425881gb|AAA84740.1| (U05313) CR3 
[Trypanosoma brucei] 


0.02 


5991 


11283273 


gi|l 1283273|pir||A81658 hypothetical protein TC0845 
[imported] - Chlamydia muridarum (strain Nigg) 
gb|AAF39643.1| (AE002351) hypothetical protein 
[Chlamydia muridarum] 


7.2 






gi|13507856|ref]NP_109805.1| ribosomal protein L20 
[Mycoplasma pneumoniae] splP780231RL20_MyCPN 
50S RIBOSOMAL PROTEIN L20 pir||S73363 
ribosomal protein L20 - Mycoplasma pneumoniae ^ 
(strain ATCC 29342) gblAAG34734. 1|AE000004 J 

/ A r\f\f\i\r\ A \ *i _ ■ Y f\f\. n t i _ _ 

(AE000004) nbosomal protem L20 [Mycoplasma 
pneumoniae] 


0.84 


5997 


7506563 


gi|7506563|pirHT241 13 hypothetical protein R10D12.3 - 
Caenorhabditis elegans emb|CAB03243.1| (Z81109) 
predicted using Genefinder-similar to G-protein coupled 
receptor [Caenorhabditis elegans] 


6.3 


5998 


7510771 


gi|7510771|pir||T29919 hypothetical protein ZC449.5 - 
Caenoifaabditis elegans 


3.6 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


6001 


14755125 


gi|14755125|refpa>_006601.4| hypothetical protein 
FLJ10659 [Homo sapiens] 


3E-96 


6005 


7508360 


gi|7508360|pir||T25220 hypoflietical protein T24B8.4 - 
Caenoihabditis elegans emb|CAA927S6.1| (Z68338) 

prcuiwiicu usiug \jpucxmuvi '"^vuuutuia suitiicuiijr lu x^icuu 

domain: PF02205 (Wiskott Aldiidi syndrome homology 
region 2), Score=43.6, E-valtte=1.5e-09, N=2~cDNA 
EST yk96d7.S conies £rani this gen»~cDNA EST , 
yk96d7.3 comes fiom Has gaie~d)KA EST )4c76dl> 


1 


6006 


4960210 


gi|4960210|gb|AAD34644.1|AF154112_l (AF1541 12) 
transcription co-represser Sin3 [Xenopus laevis] 


7 
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Table 4 
SEQIDNO 


SEQNAME 


CLUSTER 


PROFILE NAME 


DIR 


SCORE 


6 


2102.B18.g243_275316 


558147 


Ets__Cterm 


for 


19.58 


9 


2103.M06.gz43^275519 


377696 


protkinase 


for 


20.71 


38 


2153,K14.gz43_278937 


372952 


Dead_box_helic 


for 


172.21 


39 


2154.M04.gz43_279163 


377696 


protkinase 


for 


20.71 


61 


2165.H06.gz43_280342 • 


393635 


zf-c2h2 


for 


33.96 


69 


2166Jll.gz43„281368 


377696 


protkinase 


for 


20.71 


108 


2118.A09.gz43_307025 


446397 


bzip 


for 


19.15 


117 


2131,I13.g243_308085 


34071 


wd40 


for 


37.45 


118 


2131.B14.gz43_308094 


221686 


protkinase 


for 


33.14 


228 


1573.F18.gz43_208848 


639849 


PH 


for 


42.77 


229 


1573.K19.gz43_,208869 


486238 


protkinase 


rev 


45.41 


415 


1585.G22.g243„210545 


412416 


Dead box helic 


for 


49.67 


445 


1587.B06.gz43_211440 


446984 


ANK 


lev 


23.12 


486 


1597.G06.gz43_2 12233 


639593 


defensins 


rev 


18.27 


487 


1597J06.gz43_212236 


557975 


ANK 


for 


35.63 


502 


1597.F18.gz43_212424 


596882 


zf-c2h2 


rev 


18.13 


700 


1694.M19.g243_214375 


425923 


zf-c2h2 


for 


32.76 


847 


1706.P07.gz43_2 16138 


639901 


zf-c2h2 


for 


19.43 


877 


1707J02.gz43_216453 


550237 


zf-ccch 


for 


26.74 


1511 


1755.P24.gz43_223395 


606129 


rvt 


for 


37.6 


1714 


1790.C14.gz43^226997 


727150 


bzip 


for 


24.2 


2034 


1828J19.gz43_232472 


728303 


zf-c2h2 


rev 


18.19 


2038 


1828.P21.gz43_232510 


509678 


Retvir_aspj>rotease 


for 


28.5 


2054 


1838.N05.gz43_233020 


481614 


zf-c2h2 


for 


18.52 


2514 


1888.O06.gz43^240269 


451764 


IVt 


for 


49.99 


2973 


1924.H18.gz43^245579 


499700 


7tm 1 


rev 


73.7 


3013 


1935.E18.gz43__246500 


490805 


ANK 


rev 


28.74 


3140 


1981.O19.gz43_248062 


558949 


zf<3ho4 


rev 


19.16 


3403 


1958.N12.gz43_250647 


556308 


zf-c2h2 


for 


40.77 


3524 


1923.M22.gz43_252963 


562603 


zf-c2h2 


rev 


42.42 


3653 


1995.C03.gz43^256117 


562152 


zf-c2h2 


rev 


18.97 


3689 


1995.P13.gz43^256290 


562989 


EOF 


rev 


19,4 


3723 


1995.B24.gz43_256452 


556632 


zf-c2h2 


rev 


20.64 


3814 


20O7.F09.gz43_257778 


560652 


zf-c2hc 


rev 


21.49 


3931 


2008.F18,gz43_258308 


550497 


bzip 


for 


20.27 


4151 


1669.Gll.gz43_260853 


503275 


protkinase 


rev 


43.25 


4356 


1682.017.gz43_262495 


450211 


bzip • 


rev 


26.06 


4373 


1682.F21.gz43_262550 


546740 


EFhand 


rev 


18.72 


4688 


2018.K14.gz43^264760 


432970 


zf-c2h2 


for 


48.43 


4979 


204LC09.gz43 266976 


556632 


zf-c2h2 


rev 


ZU.OO 


5467 


2067.120.gz43_271090 


551617 


7tm 1 


rev 


19.77 


5508 


2068.F14.gz43 271375 


561707 


7tm 1 


rev 


24.27 


5522 


2068.D17.gz43_271421 


554774 


tgf-beta 


for 


18.24 


5756 


2176.J17.gz43 281945 


412416 


Dead box helic 


for 


37.64 


6001 


1561.C22.g243 314731 


447072 


PH 


for 


31.95 
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Table 5 












SEQIDNO 


CXUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


5 


558147 


12,13 


3 


12 


-1 


3,87 


11 


402353 


12,13 


13 


4 


3.36 


-1 


Id 


oo*» 


03,04 


51 


20 


2.49 


-1 


\A 
i*f 


R5(d 


15,17 


1 


10 


•1 


9.32 


14 


oof 


27,28 


15 


3 


5.41 


•1 


lA 
l*r 


oof 


28,29 


3 


21 




5.62 




40*7 ^kTl 


08,09 


5 


0 


8.38 


-1 

X 


Oft 


OJ**Z 


30 31 


0 


7 


.1 

•X 


6 29 


00 

^7 


Jo /DjU 


30 31 


0 


04 


^1 

■X 


10 79 

Xv. / 7 




040 irt 


08,09 


0 


13 

X<J 




4 6S 






21 22 


Q 


11 

X X 


^1 

•"X 


11 18 

X X. xo 




O/lOtft 
Z4Z iU 


23 24 


1 

J. 


g 


"X 


R 91 

0.7X 


<:o 


Z*I-Z1U 




10 


0 
z 


S 79 


.1 
•X 


OU 


1 onA 


OS OA 


6 


ft 
1/ 


5 70 


,1 

•x 


A/I 




n$i no 


A 

w 


Q 


_1 


S 70 

^. /z 


05 


oj4z 


30 31 


A 
\J 


7 


.1 

•X 


6 09 


O/ 


Oyfo 1 A 
Z4/iU 




0 


13 

X*7 


,1 
•x 


4 65 


o7 


Z4Z1U 


01 00 


0 


11 
X X 


*x 


11 1R 
X X. xo 


. o/ 


z4ziu 


03 04 

ZJ,Z't 


1 

J, 




-1 


R 91 

0.7X 


0/ 


z4ZlU 


OS 0^^ 

Z<>/,ZO 


10 
xz 


0 
z 


5 79 


,1 
•X 


AQ 
Do 


OylO 1 A 
Z4ZlU 




0 

Jit 


13 

AJ 


"A 


4 65 


oo 


Z4zIU 


01 00 


0 


11 

XX 




11 1R' 
X x.xo 


DO 


n y|oi A 
Z4ZiU 


03 04 


1 
1 


g 


.1 


R 91 

0.7X 


AQ 

Do 


0401 A 
Z4ziU 


OS 0^> 


10 


0 
z 


5 79 


.1 
"X 


'71 


1oD4jz 


03*54 


ft 

V 


zv 


.1 


26 65 


li 


1 C</(QO 

loD4Jz 


OR 09 


10 


33 




2 36 

JV 


/j 


4 1 

4io fOo 




15 


•l 


5 28 


-1 

"X 




4 1 ftTAI 
4I0/OJ 


15 17 


15 


0 


8 05 


.1 

"X 


TS 


4I0 /03 


07 09 


11 

X X 


ft 

V/ 


14.84 


.1 

"X 


/D 


4I0/O3 


OR 09 


s 


ft 

w 


6 23 


.1 

"X 


/y 


A40A'3< 

04yUJD 


07 08 

Z f ,zo 


ft 

v 


7 


.1 


6 46 
u.*tv 




^ilOA'SS • 

o4yujj 


OR 09 


7 


ft 

V 


8 72 


"X 


oo 


jo0jy4 


OS 0/» 


10 


ft 

V 


11 SR 


-1 

"•X 


yj 


0 1 onA4 


OS 09 


6 


1 

X 


R 3R 

O.JO 


.1 

"X 


00 

yy 


DjDy^D 


15 17 


1 

X 


10 

Xv 


*x 


9 32 


Oo 

yy 


3JDy?3 


Ifi 17 


ft 

w 


10 
xv 


-1 


9 85 


1 lO 


4ozJo 


OR 09 


6 


1 

X 


R 3R 


.1 

•X 


111 




15 17 


ft 

V 


g 


,1 

"X 


7 45 


113 


226324 


16 17 


0 


% 


-1 

■*x 


7.88 


113 


226324 


27,29 


5 


0 


6.75 


-1 


115 


62016 


16,17 


0 


6 


-1 


5.91 


116 


48238 


08,09 


6 


1 


8.38 


.1 


121 


20453 


25,26 


3 


13 


-1 


4A9 


123 


37805 


08,09 


10 


0 


13.97 


-1 


125 


48238, 


08,09 


6 


1 


8.38 


-1 


136 


120049 


15,17 


10 


2 


5.37 


-1 
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on\^ UJ riKJ 




DATD 
■rAlK 

AT) 






KAllU 




^Af^ 

IHKJ 






7R 


AA 


7 70 


.1 


1 

J.*f / 


i*t / lyo 




1/; 


Aft 


•1 


7 71 

z. Ji. 


I'tf 






0 
0 




.1 
"1 


7 77 


1 




17 
10, i / 


7 


A 
U 


7 11 


.1 


lOU 


40J4o / 


1^ 17 
13yl / 


0 


1 


51 ^0 


.1 


1*7 A 
1 /U 


4170*7© 


13,10 


0 
0 


1 
1 


ft AA 
O.40 - 


-1 


1 /U 


41 /U/<$ 


KIT 
1j,1 / 


Q 
0 


A 
U 




1 
-1 


1*7 /i 
1 /O 


440 J J i 


1A 17 

10,1 / 


A 
U 


0 


•1 


^ 01 


1 /o 






A 

y 


ZO 


•1 


7 77 




4oolU9 


1 C 1*7 
13,1 / 


0 


A 

u 


^ AA 
0.44 


1 
-1 


1 Art 

199 


A £.0 1 AA 

4do109 




0 


A 

u 


Q no 
O.U9 


1 
-1 


199 


/I /CO 1 AA 

4oolU9 


2o,29 


/ 


A 

u 


fi 77 


1 


200 


447326 


15,17 




A 

u 


#i AA 
0.44 


-1 


219 


650195 


15,16 


6 


A 

0 


0.J4 


-1 


219 


C A 1 AC 

650195 


15,17 




A 


AA 

0.44 


t 
-1 


238 


470462 


15,17 


7 


A 


/.Dl 


-1 


242 


466697 


12,13 


6 


0 


0.2 


-1 


248 


447147 


27,29 


9 


A 


12.14 


1 
-X 


255 


447750 


12,14 


9 


A 


0 A1 


-1 


255 


447750 


27,29 


9 


A 


11 \A 

12.14 


t 
-1 


255 


447750 


28,29 


5 


A 
U 




-1 


261 


560868 


27,29 


■ /C 

• 0 


r\ 
U 


o.uy 


-1 


276 


640356 


15,17 


1 A 

10 


A 


1U.73 


-1 


287 


649852 


Iff in 
15,17 


6 


A 
0 


0.44 


-1 


292 


446974 


28,29 


5 


A 
0 


0.2^ 


-1 


307 


643924 


15,16 


a 
0 


A 
U 


0.j4 


1 


307 


643924 


15,17 


0 


A 
U 


< AA 


1 


309 


452986 


15,l0 


0 


1 


ft A< 
O.40 


^1 
•1 


320 


449861 


16,17 


/4 


20 V 




1 
-1 


320 


A A C\0£. 1 

449861 


27,29 


1 


10 


1 


11 fiA 


326 


450225 


Iff 1^ 

15,17 


11 


5 


7 QA 


^1 
•1 


326 


450225 


27,28 


1 


24 


•1 


70 1/i 


326 


450225 


00 OA 

28,29 


24 


1 
1 


70 0 


•i 


327 


452707 


OA 0 1 

30,31 


/ 


A 

u 


7 70 


-1 


337 


452204 


15,16 


9 


t 

1 


0 <1 


1 
-1 


337 


452204 


16,17 


1 


0 

0 


-1 




337 


452204 


23,24 




13 


-1 


A 70 


337 


452204 


27,28 


A 
U 


14 


-1 


10 07 


337 


452204 


28,29 


14 


A 


1*7 AA 

1 /.44 


-1 
"1 


343 


639662 


15,16 


/ 


A 
U 


7 A 
/.4 


.1 
•1 


343 


639662 


15,17 


7 


A 
0 


^7 «1 


1 
-1 


DDL 




15 17 


5 


20 


•1 


3.73 


351 


448606. 


27,28 


0 


7 


-1 


6.46 


374 


475184 


25,26 


6 


74 


-1 


12.78 


374 


475184 


27,28 


114 


48 


2.57 


-1 


374 


475184 


27,29 


114 


70 


2.2 


-1 


374 


475184 


30,31 


5 


19 


-1 


3.42 


403 


555193 


15,16 


6 


0 


6.34 


-1 
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SEQIDNO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


417 


3 


01,02 


5284 


2168 


2.25 


-1 


417 


3 


08,09 


1095 


631 


2.43 


-1 


417 


3 


18,20 


2079 


463 


3.84 


-1 


417 


3 


19,20 


1419 


463 


2.29 


-1 


417 


3 


27,29 


993 


3994 


-1 


2.98 


417 


3 


28,29 


786 


3994 


-1 


4.08 


419 


237288 


15,16 


7 


0 


7.4' 


-1 


419 


237288 


15,17 


7 


0 


7.51 


-1 


432 


639459 


15,17 


11 


0 


11.81 


-1 


432 


639459 


16,17 


9 


0 


9.14 


-1 


467 


639480 


27,28 


8 


0 


8.66 


-1 


467 


639480 


27,29 


8 


0 


10.79 


-1 


468 


644242 


15,16 


6 


0 


6.34 


-1 


468 


644242 


15,17 


6 


0 


~ 6.44 


-1 


475 


640747 


15,17 


6 


0 


6.44 


-1 


488 


640356 


15,17 


10 


0 


10.73 


-1 


490 


31112 


15.17 


6 


0 


6.44 


-1 


490 


31112 


23,24 


107 


9 


12.01 


-1 


500 


23961 


15,16 


102 


44 


2.45 


-1 


500 


23961 


15.17 


102 


40 


2.74 


-1 


500 


23961 


25,26 


73 


169 


-1 


2.4 


514 


645538 


23,24 


0 


6 


-1 


5.94 


517 


556 


25,26 


29 


57 


-1 


2.04 


517 


556 


27,28 


34 


14 


2.63 


-1 


517 


556 


28,29 


14 


43 


-1 


2.47 


517 


556 


30,31 


29 


105 


-1 


3.26 


554 


446371 


15,16 


6 


0 


6.34 


-1 


558 


640221 


15,17 


8 


0 


8.59 


-1 


566 


5201 


03,04 


11 


2 


5.37 


-1 


566 


5201 


15,16 


17 


4 


4.49 


-1 


566 


5201 


15,17 


17 


1 


18.25 


-1 


566 


5201 


23.24 


8 


1 


8.08 


-1 


566 


5201 


27,28 


9 


0 


9.75 


-1 


566 


5201 


27,29 


9 


0 


12.14 


-1 


570 


639480 


27,28 


8 


0 


8.66 


-1 


570 


639480 


27,29 


8 


0 


10.79 


-1 


577 


649717 


16,17 


6 


0 


6.09 


-1 


587 


557401 


15.17 


10 


2 


5.37 


-1 


609 


650204 


15,17 


11 


0 


11.81 


•1 


624 


645073 


15,16 


6 


0 


6.34 


-1 


624 


645073 


15,17 


6 


0 


6.44 


-1 


637 


981 


18,19 


1 


9 


-1 


7.88 


637 


981 


27,28 


55 


17 


3.5 


-1 


637 


981 


28,29 


17 


47 


-1 


2.22 


637 


981 


30,31 


31 


224 


-1 


6.5 


661 


448450 


27,28 


0 


7 


.1 


6.46 


661 


448450 


28,29 


7 


0 


8.72 


-1 


662 


643804 


15,16 


6 


0 


6.34 


-1 



643 



BNSDOCID: <WO_0214500A2_L> 



wo 02/14500 



PCTAJSOl/25840 



SEQ ID NO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


662 


643804 


15,17 


6 


0 


6.44 


-1 


672 


607430 


15,16 


6 


0 


6.34 


-1 


678 


466697 


12,13 


6 


0 


6.2 


-1 


681 


462659 


15.16 


7 


0 


7.4 


-1 


681 


462659 


15,17 


7 


0 


7.51 


-1 


683 


24730 


21,22 


0 


12 


-1 


12.2 


716 


638854 


15,16 


32 


11 


3.07 


-1 


716 


638854 


15,17 


32 


0 


34.35 


-1 


716 


638854 


16,17 


11 


0 


1L17 


-1 


720 


643594 


15,16 


7 


0 


7.4 


-1 


720 


643594 


15,17 


7 


0 


7.51 


-1 


729 


644442 


27,28 


0 


7 


-1 


6.46 


729 


644442 . 


28,29 


7 


0 


8.72 


-1 


735 


447035 


16,17 


8 


1 


8.12 


-1 


743 


380550 


27,28 


14 


5 


3.03 


-1 


743 


380550 


27,29 


14 


0 


18.89 


-1 


743 


380550 


28,29 


5 


0 


6.23 


-1 


744 


645538 


23,24 


0 


6 


-1 


5.94 


746 


650773 


15,17 


6 


0 


6.44 


-1 


761 


650517 


15,16 


6 


0 


6.34 


-1 


761 


650517 


15,17 


6 


0 


6.44 


-1 


769 


640356 


15,17 


10 


0 


10.73 


-1 


773 


450559 


16,17 


2 


11 


-1 


5.42 


797 


644242 


15,16 


6 


p 


6.34 


-1 


797 


644242 


15,17 


6 


0 


6.44 


-1 


798 


644407 


30,31 


6 


0 


6.67 


.1 


814 


649170 


27,29 


6 


0 


8.09 


-1 


826 


447326 


15,17 


6 


0 


6.44 


-1 


832 


400741 


23,24 


37 


14 


2.67 


-1 


832 


400741 


30,31 


19 


2 


10.57 


-1 


855 


647952 


15,16 


6 


0 


6,34 


-1 


855 


647952 


15,17 


6 


0 


6.44 


-1 


855 


647952 


28,29 


8 


1 


9.97 


-1 


858 


455413 


23,24 


4 


17 


-1 


4.21 


866 


645092 


15,17 


8 


0 


8.59 


-1 


873 


204 


03,04 


120 


318 


.1 


2.72 


873 


204 


15,17 


35 


82 


-1 


2.18 


873 


204 


27,28 


41 


14 


3.17 


-1 


873 


204 


27,29 


41 


24 


2.3 


-1 


873 


204 


30,31 


287 


56 


5.7 


-1 


887 


645900 


15,17 


9 


0 


9.66 


-1 


887 


645900 


16,17 


9 


0 


9.14 


-1 


887 


645900 


23,24 


7 


0 


7.07 


-1 


905 


557852 


28,29 


6 


0 


7.48 


-1 


918 


451709 . 


27,28 


2 


31 


-1 


14.31 


918 


451709 


28,29 


31 


3 


12.87 


-1 


939 


448358 


27,28 


28 


15 


2.02 


-1 


945 


639480 


27,28 


8 


0 


8.66 


-1 



644 



BNSDOCIDi <WO 0214500A2J_> 



wo 02/14500 PCTAISOl/25840 



SEQ ID NO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RAT[0 
MINUS 


945 


639480 


27,29 


8 


0 


10.79 


-1 


946 


1318 


01,02 


17 


42 


-1 


2.68 


946 


1318 


03,04 


42 


88 


-1 


2.15 


957 


451361 


23,24 


1 


8 


-1 


7.92 


958 


449891 


15,16 


8 


1 


8.46 


-1 


986 


418763 


15,16 


15 


3 


5.28 


-1 


986 


418763 


15,17 


15 


2 


8.05 


-1 


986 


418763 


27,29 


11 


0 


14.84 


-1 


986 


418763 


28,29 


5 


0 


6.23 


-1 


987 


619635 


25,26 


7 


0 


6.76 


-1 


989 


451899 


15,17 


9 


1 


9.66 


-1 


989 


451899 


27,28 


4 


21 


-1 


4.85 


991 


560860 


27,28 


0 


7 


-1 


6.46 


991 


560860 


28,29 


7 


0 


8.72 


-1 


996 


452775 


27,28 


1 


9 


-I 


8.31 


1006 


649556 


28,29 


6 


0 


7.48 


-1 


1007 


644611 


15,16 


7 


0 


7.4 


-1 


1007 


644611 


15,17 


7 


0 


7.51 


-1 


1009 


470462 


15,17 


7 


0 


7.51 


-1 


1010 


645662 


23,24 


4 


28 


-1 


6.93 


1011 


649259 


15,16 


7 


0 


7.4 


-1 


1011 


649259 


15,17 


7 


0 


7.51 


-1 


1011 


649259 


27,28 


8 


0 


8.66 


-1 


1011 


649259 


27,29 


8 


0 


10.79 


-1 


1034 


532307 


16,17 


0 


7 


-1 


6.89 


1044 


414739 


15,17 


6 


19 


-1 


2.95 


1044 


414739 


16,17 


2 


19 


-1 


9.35 


1047 


238586 


30,31 


9 


0 


10.01 


-1 


1068 


467057 


23,24 


0 


7 


-1 


6.93 


1090 


549786 


23,24 


0 


8 


-1 


7.92 


1101 


649259 


15,16 


7 


0 


7.4 


-1 


1101 


649259 


15,17 


7 


0 


7.51 


-1 


1101 


649259 


27,28 


8 


0 


8.66 


-1 


1101 


649259 


27,29 


8 


0 


10.79 


-1 


1106 


468689 


15,16 


6 


0 


6.34 


-1 


1106 


468689 


15,17 


6 


0 


6.44 


-1 


1112 


556325 


16,17 


1 


8 


-1 


7.88 


1123 


645530 


15,16 


10 


2 


5,28 


-1 


1123 


645530 


15,17 


10 


0 


. 10.73 


-1 


1132 


452026 


15,16 


38 


14 


2.87 


-1 


1132 


452026 


27,28 


7 


26 


-1 


3.43 


1132 


452026 


28,29 


26 


2 


16.2 


-1 


1132 


452026 


30,31 


9 


2 


5.01 


-1 


1134 


612572 


15,16 


6 


0 


6.34 


-1 


1147 


14157 


28,29 


6 


0 


7.48 


-1 


1151 


454906 


27,28 


4 


18 


-1 


4.16 


1151 


454906 


28,29 


18 


2 


11,21 


-1 


1154 


62053 


25.26 


10 . 


1 


9.65 


-1 



645 



BNSDOCID: <WO 02t4SQ0A2_L> 



wo 02/14500 



PCTAJSOl/25840 



SEQ ID NO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


1180 


645900 


15,17 


9 


0 


9.66 


-1 


1180 


645900 


16,17 


9 


0 


9.14 


-1 


1180 


645900 


23,24 


7 


0 


7.07 


-1 


1185 


463824 


15,16 


6 


0 


6.34 


-1 


1185 


463824 


15,17 


6 


0 


6,44 


-1 


1185 


463824 


27,28 


0 


8 


-1 


7.39 


1185 


463824 


28,29 


8 


0 


9.97 


-1 


1193 


649617 


28,29 


5 


0 


6.23 


-1 


1208 


452738 


28,29 


5 


0 


6.23 


-1 


1234 


647232 


16,17 


9 


0 


9.14 


-1 


1234 


647232 


28,29 


6 


0 


7.48 


-1 


1237 


503122 


25.26 


8 


178 


-1 


23.05 


1237 


503122 


27,29 


12 


2 


8.09 


-1 


1237 


503122 


30,31 


22 


98 


-1 


4 


1238 


515350 


15,16 


14 


0 


14,8 


-1 


1238 


515350 


15,17 


14 


3 


5.01 


-1 


1244 


648996 


15,16 


6 


0 


6.34 


-1 


1244 


648996 


15,17 


6 


0 


6.44 


-1 


1255 


416624 


27,29 


6 


0 


8.09 


-1 


1261 


449956 


12,13 


6 


0 


6.2 


-1 


1261 


449956 


16,17 


10 


1 


10.16 


-1 


1261 


449956 


28,29 


10 


0 


12.46 


-1 


1261 


449956 


30,31 


8 


1 


8.9 


-1 


1270 


380477 


15,17 


7 


0 


7.51 


-1 


1276 


645100 


15,16 


7 


0 


7.4 


-1 


1276 


645100 


15,17 


7 


0 


7.51 


-1 


1278 


554581 


28,29 


7 


0 


8.72 


-1 


1290 


650820 


16,17 


8 


0 


8.12 


-1 


1306 


646309 


16,17 


6 


0 


6.09 


-1 


1315 


502683 


15,16 


6 


0 


6.34 


-1 


1315 


502683 


28,29 


5 


0 


6.23 


-1 


1342 


463487 


15,17 


8 


1 


8.59 


-1 


1352 


446987 


15,17 


10 


0 


10.73 


-1 


1354 


640922 


27,28 


0 


7 


-1 


6.46 


1354 


640922 


28,29 


7 


0 


8.72 


-1 


1355 


561793 


30,31 


6 


0 


6.67 


-1 


1382 


649354 


15,16 


6 


0 


6.34 


-1 


1382 


649354 


15,17 


6 


0 


6.44 


-1 


1386 


507050 


27,29 


9 


0 


12.14 


-1 


1386 


507050 


28,29 


7 


0 


8.72 


-1 


1392 


649272 


16,17 


8 


0 


8.12 


-1 


1412 


453470 


15,16 


12 


1 


12.68 


-1 


1412 


453470 


15,17 


12 


1 


12.88 


-1 


1423 


419255 


15,16 


11 


0 


11.63 


-1 


1423 


419255 


15,17 


11 


1 


11.81 


-1 


1424 


648996 


15,16 


6 


0 


6.34 


-1 


1424 


648996 


15,17 


6 


0 


6.44 


-1 


1425 


451361 


23,24 


1 


8 


-1 


7.92 



646 



BNSDOCID: <WO_0214500A2J_> 



wo 02/14500 



PCTAJSOl/25840 



SEQIDNO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


1426 


15296 


27,28 


6 


0 


6.5 


-1 


1429 


643327 


28.29 


10 


0 


12.46 


-1 


1432 


452646 


28,29 


5 


0 


6.23 


-1 


1442 


651073 


15,16 


7 


0 


7.4 


-1 


1442 


651073 


15,17 


7 


0 


7.51 


-1 


1442 


651073 


27,28 


0 


9 


-1 


8.31 


1442 


651073 


28,29 


9 


2 


5.61 


-1 


1452 


213 


03,04 


17 


4 


4,15 


-1 


1452 


213 


08,09 


137 


403 


-1 


2.1 


1452 


213 


21,22 


2 


14 


-1 


7.12 


1452 


213 


27,28 


4 


43 


-1 


9,93 


1452 


213 


27,29 


4 


47 


-1 


8.71 


1452 


213 


30,31 


123 


35 


3.91 


•1 


1468 


268336 


15,16 


8 


1 


8.46 


-1 


1478 


646060 


15,16 


13 


3 


4.58 


-1 


1478 


646060 


15,17 


13 


0 


13.95 


-1 


1497 


639378 


27,28 


8 


0 


8.66 


^1 


1497 


639378 


27,29 


8 


0 


10.79 


-1 


1507 


446910 


25,26 


80 


346 


-1 


4.48 


1507 


446910 


27,29 


210 


38 


7.46 


-1 


1507 


446910 


28,29 


210 


38 


6.88 


-1 


1508 


447126 


15,16 


19 


5 


4.02 


-1 


1508 


447126 


16,17 


5 


20 


-1 


3.94 


1508 


447126 


28,29 


5 


0 


6.23 


-1 


1514 


479131 


23,24 


1 


13 


-1 


12.87 


1523 


284586 


15,17 


8 


0 


8.59 


-1 


1523 


284586 


27,28 


0 


17 


-1 


15.7 


1523 


284586 


28,29 


17 


0 


2L18 


-1 


1529 


449437 


15,16 


14 


3 


4.93 


-1 


1529 


449437 


16,17 


3 


12 


-1 


3.94 


1529 


449437 


27,28 


0 


8 


-1 


7.39 


1529 


449437 


28,29 


8 


0 


9.97 


-1 


1552 


449438 


27,29 


5 


0 


6.75 


-1 


1552 


449438 


28,29 


9 


0 


11.21 


-1 


1561 


448152 


27,28 


1 


17 


-1 


15.7 


1561 


448152 


28,29 


17 


2 


^ 10.59 


-1 


1564 


479880 


23,24 


0 


7 


-1 


6.93 


1594 


449521 


27,29 


7 


1 


9.44 


-1 


1602 


644190 


16,17 


6 


0 


6.09 


-1 


1620 


639991 


15,17 


6 


0 


6.44 


-1 


1638 


594994 


28,29 


6 


0 


7.48 


-1 


1660 


376342 


15,16 


0 


7 


-1 


6.62 


1662 


734646 


15,16 


0 


14 


-1 


13.25 


1662 


734646 


16,17 


14 


0 


14.22 


-1 


1666 


460284 


23,24 


6 


0 


6.06 


-1 


1666 


460284 


27,28 


6 


0 


6.5 


-1 


1685 


558412 


30,31 


6 


0 


6,67 


-1 


1689 


640158 


16,17. 


6 


0 


6.09 


-1 



647 



BNSDOCID: <W0 0214500A2_L> 



wo 02/14500 



PCT/USOl/25840 



SEQIDNO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


1706 


^ 209 


01,02 


9 


36 


-1 


4.34 


1706 


209 


03,04 


445 


205 


2.12 


-1 


1706 


209 


15,16 


36 


188 


-1 


4.94 


1706 


209 


15,17 


36 


145 


-1 


3.75 


1706 


209 


18,19 


0 


12 


-1 


10.5 


1706 


209 


19,20 


12 


1 


8.98 


-1 


1706 


209 


21,22 


19 


101 


-1 


5.4 


1706 


209 


27,28 


250 


36 


7.52 


-1 


1706 


209 


27,29 


250 


69 


4.89 


-1 


1713 


423420 


30,31 


12 


0 


13.35 


-1 


1717 


448758 


23,24 


12 


27 


-1 


2.23 


1736 


470462 


15,17 


7 


0 


7.51 


-1 


1740 


729779 


15,16 


0 


8 


-1 


7.57 


1740 


729779 


16,17 


8 


0 


8.12 


-1 


1758 


649722 


15,17 


8 


0 


8.59 


-1 


1758 


649722 


16,17 


6 


0 


6.09 


-1 


1759 


562137 


23,24 


8 


0 


8.08 


-1 


1769 


27083 


16,17 


11 


0 


11.17 


-1 


1769 


27083 


25,26 


17 


56 


-1 


3.41 


1769 


27083 


28,29 


1 


14 


-1 


11.24 


1769 


27083 


30,31 


31 


99 


-1 


2.87 


1784 


498194 


27,28 


0 


7 


-1 


6.46 


1784 


498194 


28,29 


7 


0 


8.72 


-1 


1813 


734646 


15,16 


0 


14 


-1 


13.25 


1813 


734646 


16,17 


14 


0 


14.22 


-1 


1816 


730282 


15,16 


0 


7 


-1 


6.62 


1816 


730282 


16,17 


7 


0 


7.11 


-1 


1834 


640116 


15,16 


19 


4 


5.02 


-1 


1834 


640116 


15,17 


19 


0 


20.39 


-1 


1842 


465446 


25,26 


26 


11 


2.28 


-1 


1879 


27083 


16,17 


11 


0 


11.17 


-1 


1879 


27083 


25,26 


17 


56 


-1 


3.41 


1879 


27083 


28,29 


1 


14 


-1 


11.24 


1879 


27083 


30,31 


31 


99 


-1 


2.87 


1880 


478458 


27,29 


5 


0 


6.75 


-1 


1892 


734622 


23,24 


5 


17 


-1 


3.37 


1896 


381623 


15,16 


10 


2 


5.28 


-1 


1896 


381623 


15,17 


10 


0 


10.73 


-1 


1898 


446575 


27,28 


1 


10 


^1 


9.23 


1898 


446575 


28,29 


10 


1 


12.46 


-1 


1940 


649106 


15,17 


7 


0 


7.51 


-1 


1971 


727760 


27,28 


0 


8 


-1 


7.39 


1971 


727760 


28,29 


8 


0 


9.97 


-1 


1972 


454087 


15,16 


14 


3 


4.93 


-1 


1972 


454087 


15,17 


14 


1 


15.03 


-1 


1972 


454087 


25,26 


4 


14 


-1 


3.63 


1978 


4584 


01,02 


1 


11 


-1 


11.93 


1978 


4584 


25,26 


6 


0 


5,79 


-1 



648 



- BNSOOCID: <W0 0214500A2J_> 



wo 02/14500 



PCTAJSOl/25840 



SEQIDNO 


CLUSTER 


PAIR 
AB 


CLOKES A 


CLONES B 


RATIO 
PLUS 


RATIO 

MINUS 


2009 


734622 


23,24 


5 


17 


-1 


3.37 


2027 


48619 


30,31 


6 


0 


6.67 


-1 


2033 


646309 


16,17 


6 


0 


6.09 


-1 


2040 


447150 


23,24 


0 


6 


-1 


5.94 


2041 


728273 


15,16 


0 


7 


-1 


6.62 


2041 


. 728273 


16,17 


7 


0 


7.11 


-1 


2048 


438663 


15,16 


4 


16 


-1 


3.78 


2048 


438663 


25,26 


97 


210 


-1 


2.24 


2048 


438663 


27,28 


48 


171 


-1 


3.29 


2048 


438663 


28,29 


171 


58 


3.67 


-1 


2048 


438663 


30,31 


13 


• 30 


-1 


2.07 


2064 


128773 


15,16 


4 


25 


-1 


5.91 


2064 


128773 


16,17 


25 


2 


12.69 


-1 


2064 


128773 


25,26 


79 


261 


-1 


3.42 


2064 


128773 


30,31 


13 


33 


-1 


2.28 


2074 


504513 


15,17 


6 


0 


6.44 


-1 


2082 


549801 


28,29 


8 


0 


9.97 


-1 


2083 


730484 


23,24 


1 


12 


-1 


11.88 


2100 


606076 


23,24 


2 


22 


-1 


10.89 


2122 


732712 


15,16 


0 


7 


-1 


6.62 


2122 


732712 


16,17 


7 


0 


7.11 


-1 


2132 


730059 


15,16 


0 


6 


-1 


5.68 


2132 


730059 


16,17 


6 


0 


6.09 


-1 


2137 


451184 


16,17 


14 


4 


3.55 


-1 


2140 


152 


03,04 


153 


566 


-1 


3.79 


2140 


152 


08,09 


136 


395 


-1 


2.08 


2140 


152 


15,16 


59 


194 


-1 


3.11 


2140 


152 


15,17 


59 


455 


-1 


7.18 


2140 


152 


16,17 


194 


455 


-1 


2,31 


2140 


152 


21,22 


232 


565 


•1 


2.48 


2140 


152 


30,31 


75 


211 


-1 


2.53 


2150 


648774 


15,17 


6 


0 


6.44 


-1 


2157 


548275 


25,26 


16 


3 


5.15 


-1 


2159 


479572 


25,26 


20 


53 


-1 


2.75 


2159 


479572 


28,29 


96 


55 


2.17 


-1 


2200 


448046 


15,17 


0 


12 


-1 


11.18 


2200 


448046 


16,17 


3 


12 


-1 


3.94 


2200 


448046 


27,28 


1 


9 


-1 


8.31 


2200 


448046 


28,29 


9 


0 


11.21 


-l 


2204 


732756 


28,29 


6 


0 . 


7.48 


-1 


2215 


171511 


15,16 


0 


7 


-1 


6.62 


2215 


171511 


16,17 


7 


0 


7.11 


•1 


2232 


203793 


16,17 


12 


3 


4.06 


•1 


2232 


203793 


25,26 


12 


188 


-1 


16.23 


2232 


203793 


27,28 


185 


66 


3.04 


-1 


2232 


203793 


27,29 


185 


100 


2.5 


•1 


2236 


725825 


15,16 


0 


8 


-1 


7.57 


2236 


725825 


16,17 


8 


0 


8.12 


-1 



649 



BNSDOCID: <W0 0214500A2_L> 



wo 02/14500 



PCTAJSOl/25840 



SEQroNO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


2276 


407723 


12.13 


6 


0 


6.2 


•1 


2285 


411128 


12,13 


24 


8 


3.1 


-1 


2285 


411128 


13,14 


8 


29 


•1 


3.57 


2285 


411128 


18,19 


387 


158 


2.8 


-1 


2285 


411128 


19,20 


158 


634 


-1 


5.36 


2285 


411128 


25,26 


6272 


2943 


2.06 


-1 


2285 


411128 


27,29 


4900. 


2229 


2.97 


-1 


2285 


411128 


28,29 


4750 


2229 


2.65 


-1 


2289 


726173 


15,16 


0 


6 


-1 


5.68 


2289 


726173 


16,17 


6 


0 


6.09 


-1 


2322 


732712 


15,16 


0 


7 


-1 


6.62 


2322 


732712 


16,17 


7 


0 


7.11 


-1 


2337 


4255 


08,09 


28 


7 


5.59 


-1 


2338 


554080 


16,17 


1 


9 


-1 


8.86 


2358 


4244 


28,29 


8 


28 


-1 


2.81 


2376 


737087 


28,29 


5 


0 


6.23 


-1 


2378 


735871 


23^4 


0 


13 


-1 


12.87 


2388 


735292 


15,16 


0 


9 


-1 


8.51 


2388 


735292 


16,17 


9 


0 


9.14 


-1 


2400 


732223 


27,29 


5 


0 


6.75 


-1 


2401 


595506 


15,16 


0 


6 


-1 


5.68 


2405 


728884 


15,16 


0 


8 


-1 


7.57 


2405 


728884 


16,17 


8 


0 


8.12 


-1 


2417 


453508 


25,26 


27 


9 


2.9 


-1 


2417 


453508 


27.28 


9 


1 


9.75 


-1 


2442 


620462 


23,24 


2 


19 


-1 


9.4 


2445 


735028 


15,16 


0 


6 


-1 


5.68 


2445 


735028 


16,17 


6 


0 


6.09 


-1 


2449 


447075 


27,28 


3 


37 


-1 


11.39 


2449 


447075 


28,29 


37 


14 


3.29 


-1 


2483 


645139 


16.17 


9 


0 


9.14 


-1 


2493 


401368 


27,29 


48 


32 . 


2.02 


-1 


2514 


451764 


16,17 


16 


5 


3.25 


-1 


2519 


105056 


15.16 


1 


10 


-1 


9.46 


2529 


560868 


27,29 


6 


0 


8.09 


-1 


2532 


1030 


21,22 


13 


3 


. 4.26 


-1 


2532 


1030 


27,29 


21 


12 


2.36 


V -1 


2532 


1030 


30,31 


14 


5 


3.11 


-1 


2545 


455581 


27.28 


118 


49 


2.61 


-1 


2545 


455581 


27,29 


118 


29 


5.49 


-1 


2545 


455581 


28,29 


49 


29 


2.11 


-1 


2573 


447550 


23,24 


6 


0 


6.06 


-1 


2573 


447550 


25,26 


48 


197 


.1 


4.25 


2573 


447550 


30,31 


6 


20 


-1 


3 


2591 


447003 


28,29. 


6 


0 


7.48 


-1 


2597 


649852 


15,17 


6 


0 


6.44 


-1 


2598 


650297 


15,17 


6 


0 


6.44 


-1 


2609 


402516 


30,31 


6 


0 


6.67 . 


-1 



650 



BNSDOCID: <WO„0214500A2_L> 



wo 02/14500 



PCT/USOl/25840 



SEO ID NO 

OX^\^ JUL/ l^V/ 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 




405016 


16,17 


15 


4 


3.81 


-1 


2655 


734031 


27,28 


0 


7 


-1 


6.46 


2655 


734031 


28,29 


7 


0 


8.72 


-1 


966T 


736595 


15,16 


0 


6 


-1 


5.68 




736595 


16 17 


6 


0 


6.09 


-1 


9660 


734209 


15,16 


0 


9 


-1 


8.51 


966Q 


7^4909 


16 17 


9 


0 


9.14 


-1 


/ ^ 


561632 


27,29 


5 


0 


6.75 


-1 


96R1 


530883 


15,16 


0 


7 


-1 


6.62 


96R9 


729173 


15,16 


0 


8 


-1 


7.57 


96R9 


799173 


16,17 


g 


0 


8.12 


-1 




726786 


12 13 


5 


0 


6.2 


-1 




7967R6 
/ ZD / Ov 


IS 16 


0 


10 


-1 


9.46 




7967R6 


16 17 


10 


0 


10.16 


-1 




/LD/Oij 


'^O '^l 




0 


6.67 


-1 


ZOo/ 


4151770 
*t*ro / /U 


IS 17 




V 


6.44 


-1 


Z/IZ 


79^440 
/Z04*t7 


97 9R 
z / ,zo 


16 
xu 


1 


17.33 


-1 




791^4.40 
ILO*t*tp • 


97 90 


16 

XD 


0 


21 59 


•1 


OTl ft 

/ /lo 


HW fOL 


19 14 

IZ, i*t 


1 
X 


12 
X4& 




11.45 




ooO'JOft 
ZO!7aZo 


19 1^ 


\j 


0 


6.2 


-1 


Z 


7ftO'?9R 
ZoyjZo 


■^O ^1 


Q 
0 


X 


8.9 


•1 


Z / /Z 


R1 


15 1^ 




79 


•1 


2.49 


LI iL 


R1 
oi 


15 17 


"^O 


114 


-1 


3.54 


OHIO 


ol 


IR 10 


0 
v/ 


46 


•X 


40.25 


li 11 


oi 


10 90 


46 


4 


86 


-1 


LI 11 


oi 


97 90 
Z l,Ly 


40 

fir 


175 


.2 


2.65 


LI IL 


R1 
oi 




59 


116 

X xw 


-1 


2.01 


LI Ij 


ZZUil// 


15 17 


y 


25 


-1 


2.59 


Z/ /j 


99m ft7 
ZZUiU/ 


9R 90 
ZO,Z7 


0 


39 


-1 


3.48 


Z /oU 


An9n9A 

*fUZUZ*T 


19 1*^ 

XZ,l^ 


7 


12 


-1 


5.81 


Z /oU 


409094 
•frUZUZt 


19 14 

iZ,l*T 


0 


11 


-1 


5.25 


Z/oZ 


'f^lOOO 


97 90 


79 


26 


4.1 


-1 


Z /oZ 


4S1RRR 


9R 90 


70 

/V 


26 


3.35 


-1 


Z/7i 


/ji*tO/ 


15 1^ 


0 


5 


•1 


5.68 


Z /7i 


/3i*fD / 


16 17 
10,1 / 


/; 
VI 


0 


6.09 


-1 


ZoUl 


7947R1 


9R 90 

ZO,Z? 


10 

Xw 


2 


6,23 


-1 


ZoU/ 




9R 90 
^Ofj»y 




0 


6.23 


-1 


Z?>*r^r 


J^^iUJ 


15 17 


0 


7 


-1 


6.52 


9ft/iQ 




9*^ 94 


0 


6 


.1 


5.94 


ZoOl 


7*^ 5477 


15 16 


0 


7 


.1 


6.62 


ZOO I 


7'^5477 


16 17 


7 


0 


7.11 


-1 


9ft7R 
Zo / o 




15 16 


0 


6 


•1 


5.68 


2878 


736014 


16,17 


6 


0 


6.09 


-1 


2879 


42 


08,09 


190 


121 


2.19 


-1 


2879 


42 


27,28 


792 


286 


3 


-1 


2879 


42 


28,29 


286 


1257 


.1 


3.53 


2882 


42 


08,09 


190 


121 


2.19 


-1 


2882 


42 


27,28 


792 


286 


3 


-1 



651 



BNSDOCID: <W0 0214500A2^I_> 



wo 02/14500 



PCTAJSOl/25840 



SEQIDNO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLOl^SB 


RATIO 
PLUS 


RATIO 
MINUS 


2882 


42 


28,29 


286 


1257 


-1 


3.53 


2883 


736014 


15,16 


0 


6 


-1 


5.68 


2883 


736014 


16.17 


6 


0 


6.09 


-1 


288S 


4470 


03,04 


8 


0 


7.81 


-1 


2885 


4470 


15,16 


10 


24 


-1 


2.27 


2885 


4470 


15,17 


10 


0 


10.73 


-1 


2885 


4470 


16,17 


24 


0 


24.37 


-1 


2885 


4470 


25,26 


7 


0 


6.76 


-1 


2897 


554703 


15,17 


0 


9 


-1 


8.38 


2897 


554703 


16,17 


1 


9 


-1 


8.86 


2898 


546642 


15,17 


10 


1 


10.73 


-1 


2898 


546642 


16,17 


22 


1 


22.34 


-1 


2910 


732300 


15,16 


0 


7 


-1 


6.62 


2910 


732300 


16,17 


7 


0 


7.11 


-1 


2938 


892 


15,16 


0 


6 


-1 


5.68 


2938 


892 


27,28 


6 


0 


6.5 


-1 


2938 


892 


27,29 


6 


0 


8.09 


-1 


2941 


546642 


15,17 


10 


1 


10.73 


-1 


2941 


546642 


16,17 


22 


1 


22.34 


•1 


2949 


734582 


15,16 


0 


6 


-1 


5.68 


2949 


734582 


16,17 


6 


0 


6.09 


-1 


2983 


448110 


15,17 


2 


25 


-1 


11.65 


2983 


448110 


16,17 


1 


25 


-1 


24.62 


2994 


450027 


23,24 


0 


6 


-1 


5.94 


2999 


1015 


08,09 


10 


31 


-1 


2.22 


2999 


1015 


12,14 


62 


28 


2.32 


-1 


2999 


1015 


13,14 


84 


28 


3.05 


-1 


2999 


1015 


30,31 


31 


6 


5.75 


-1 


3006 


402070 


27;28 


1 


9 


-1 


8.31 


3006 


402070 


28,29 


9 


0 


11.21 


-1 


3015 


446964 


15,17 


I 


12 


-1 


1L18 


3020 


414739 


15,17 


6 


19 


-1 


2.95 


3020 


414739 


16,17 


2 


19 


-1 


9.35 


3038 


450410 


16,17 


0 


7 


-1 


6.89 


3044 


553316 


15,16 


12 


3 


4.23 


-1 


3057 


14573 


30,31 


11 


3 


4.08 


-1 


3093 


503452 


16,17 


1 


8 


-1 


7.88 


3099 


553158 


16,17 


1 


8 


-1 


7.88 


3113 


551289 


23,24 


0 


7 


. -1 


6.93 


3121 


554581 


28,29 


7 


0 


8.72 


-1 


3126 


447667 


16,17 


0 


11 


-1 


10.83 


3126 


447667 


27,28 


22 


10 


2.38 


-1 


3126 


447667 


27,29 


22 


3 


9.89 


.1 


3126 


447667 


28,29 


10 


3 


4.15 


-1 


3129 


551617 


15,16 


9 


0 


9.51 


-1 


3129 


551617 


16,17 


0 


7 


•1 


6.89 


3145 


551117 


16,17 


0 


6 


-1 


5.91 


3150 


1093 


27,28 


43 


20 


2.33 


-1 



652 



BNSDOCID: <W0 ^0214500A2J_> 



wo 02/14500 



PCT/USOl/25840 







PAIR 






RATIO 


RATIO 


ot\l ID IMU 


ULUo 1 cK 


Ad 


CLOXsES A 


CLONES B 


PLUS 


MINUS 




1093 


1A 1 1 

30,31 


5 


18 


-1 


3.24 


3151 


2Zo4 


23,24 


£ 

0 


17 


-1 


2.8 




2284 


oc 

25,26 


17 


4 


4.1 


-1 


11 CI 

3151 


2284 


1 A O 1 

30,31 


1 A 

14 


32 


-1 


2.05 


3 loo 


275 


1 C IT 

15,17 


3 


1 c 

15 


-1 


4.66 


1 1 

3168 


tins 

275 


18,19 


0 


12 


-1 


10.5 


3172 


551718 


15,17 


0 


8 


-1 


7.45 


3192 


143346 


^c 

25,26 


A A 

44 


435 


-1 


10.24 


3211 


551553 


28,29 


m 

1 


0 


8.72 


-1 


3248 


556216 


15,17 


0 


7 


-1 


6.52 


3248 


556216 


16,17 


0 


7 


•1 


6.89 


3291 


446814 


25,26 


10 


27 


-1 


2.8 


3291 


446814 


27,29 


8 


1 


10.79 


-1 


3301 


550694 


15,16 


21 


1 


•22.2 


-1 


3301 


550694 


15,17 


21 


7 


3.22 


-1 


3307 


450963 


28,29 


6 


0 


7.48 


-1 


3328 


554764 


25,26 


32 


0 


30.89 


-1 


3339 


550855 


16,17 


1 


10 


-1 


9.85 


3355 


452506 


15,16 


8 


1 


8.46 


-1 


3355 


452506 


28,29 


6 


0 


7.48 


-1 


3359 


408130 


30,31 


10 


0 


11.12 


-1 


3363 


549964 


23,24 


8 


1 


8.08 


-1 


3372 


380127 


28,29 


9 


26 


-I 


2.32 


3378 


549320 


15,17 


0 


7 


-1 


6.52, 


3382 


558103 


27,28 


1 


11 


-1 


10.16 


3382 


558103 


28,29 


11 


0 


13.7 


-1 


3382 


558103 


30,31 


6 


0 


6.67 


-1 


3383 


548864 


30,31 


6 


0 


6,67 


-1 


3391 


10397 


03,04 


10 


0 


9.76 


-1 


3391 


10397 


27,28 


6 


0 


6.5 


-1 


3391 


10397 


27,29 


6 


0 


8.09 


-1 


3393 


561892 


15,17 


0 


7 


-1 


6.52 


3398 


548965 


16,17 


4 


14 


-1 


3,45 


3435 


549829 


16,17 


0 


6 


-1 


5.91 


3452 


257547 


23,24 


29 


8 


3.66 


-1 


3452 


257547 


27,28 


0 


8 


-1 


7.39 


3452 


257547 


28,29 


8 


0 


9.97 


-1 


3457 


450255 


16,17 


0 


6 


-1 


r Al 

5.91 


3469 


448663 


28,29 


5 


0 


6.23 


-1 


3474 


559575 


27,28 


1 


9 


-1 


8.31 


3474 


559575 


28,29 


9 


0 


11.21 


-1 


1>IQ< 


yf 0/1/1 

4244 


Zo,2y 


o 
o 




1 

-1 




3499 


349 


01,02 


78 


160 


-1 


2.22 


3499 


349 


03,04 


91 


3 


29.59 


-1 


3499 


349 


12,13 


33 


13 


2.62 


-1 


3499 


349 


13,14 


13 


28 


-1 


2.12 


3499 


349 


16,17 


15 


35 


-1 


2.3 


3499 


349 


27,28 


12 


29 


-1 


2.23 



653 



BNSDOCID: <WO 0214S00A2 I > 



wo 02/14500 



PCT/USOl/25840 



SEQ K) NO 


CLUSTER 


PATR 
AB 


CI ONFQ A 




KAllU 


RATIO 

X/TTXTTTC 
JVLUNUo 


3512 


498194 


27,28 


n 

V 


7 


"X 


6 46 
0.40 


3512 


498194 


28 29 


7 


A 
1/ 


ft 79 
o./Z 


1 
-1 


3518 


453667 


23 24 


•s 

J 


19 


•1 


1 o< 

J. 70 


3538 


275 


15 17 


•l 

J 


1< 

1 J 


-X 


4.00 


3538 


275 


18 19 


A 
0 


19 

xz 


1 
-X 


1A ^ 
IV. J 


3559 


447429 


27 9R 


n 

V 


Q 
0 


-1 ' 




3559 


447429 


9« 99 


« 
0 


A 
U 


0 07 
7,7 / 


-1 


3563 


449956 


12 13 


0 


A 
0 


6 9 
O.Z 


1 

-1 


3563 


449956 


16 17 

lOyl / 


in 

J. If 


t 
1 


1A 1/C 
XU.XO 




3563 


449956 


98 99 


10 


A 
U 


19 


-1 


3563 


449956 


"^0 '^l 


0 


1 
X 


ft Q 
0.7 


-1 


3573 


134392 

U*tiJ7^ 


91 94 


90 
ZU 


z 


lA 1 
iU.i 


-1 


3573 




95 96 


u 


0 


1 

-1 


A 00 

o.zz 






16 17 




14 


1 
-1 


J.4j 






JU,Ji 


/ 


A 

U 


1. /7 


-1 




f Jl Jul 


91 94 


1 
1 


0 
0 


1 
-1 


n Qo 




409016 


91 94 


0 
0 


A 
0 


Q AQ 


-1 


JMKIO 


409016 
Hwzy lo 


97 9R 


99 
zz 




4. /O 


1 

-1 




409016 


' 9*7 90 


zz 




7.42 


-1 


J\JlJ 


J^ J JUZ 


16 17 


A 

u 


7 


1 


0.00 


JO 17 


461 

*t01 


15 16 

u,io 




J7 


-i 


z.o4 




461 


15 17 




lA 


•1 


0 Oil 
Z.ZO 




461 


1ft 10 

10,l7 


1 

X 


1 A 


-1 


0.75 


JO 17 


461 


1 0 9n 


in 


A 

u 


/.4iS 


•f 


j017 


461 


97 90 


41 

**x 


1 04 
lZ4 


-1 


Z.z4 


JOl7 


461 


95 90 


J I 


1 0/1 
XZ4 


-X 


0 iCA 

z.oy 




461 


m n 

JU,J X 


91 
ZX 


1 1 0 
II7 


1 

-1 


C AQ 




450R67 


15 16 


/ 


A 


/.4 


-1 


f 


509651*^ 


15 16 


D 


A 

0 V 


p.J4 


1 
-1 




5096R'^ 


9R 90 

ZO,Z7 


J 


A 
\J 


A 91 


■I 
-1 




447405 


15 17 

U,l / 


97 
z / 


Rl 


•1 


0 ft/C 
Z.oO 




447405 


90 


9 
z 


1 1 
1 1 


-1 
-X 


41 
o.4j 


3637 

JVJ / 


447405 


19 90 


0 


1 1 
1 1 


"X 


14 71 
X4. / 1 


3637 


447405 


97 99 


161 

iOJ 


60 
00 


1 66 


•1 




4.47405 


10 11 


14 

x*r 


16 


-X 


9 11 

Z.J X 




560Q514 

J0\/70*t 


16 17 

lO, 1 / 


n 
0 




1 
-X 


5 01 


3650 


554604 


15 17 


n 

V 


7 


•X 


6 59 
0. jZ 


366? 


447R5R 


15 16 

u,io 


19 

1^ 


J 


4 91 


-1 
-X 




5558'^0 


15 16 


16 


0 
z 


ft 46 
O.40 


-X 




555^*^0 

J J JOJU 


15 17 


16 
Xo 


0 

z 


ft 50 
0. J7 


1 
-1 




569550 


16 17 
10,1 / 


A 
0 


0 


1 
-X 


^ 01 

J.7X 


3736 


873 


15,17 


6 


21 


-1 


3.26 


3736 


873 


27,29 


15 


50 


-1 


2.47 


3736 


873 


28,29 


17 


50 


-1 


2.36 


3736 


873 


30,31 


14 


32 


-1 


2,05 


3744 


126 


15,16 


103 


260 


-1 


2.39 


3744 


126 


15,17 


103 


571 


-1 


5.16 


3744 


126 


16,17 


260 


571 


-1 


2.16 



654 



BNSDOCID: <W0 0214500A2J_> 



wo 02/14500 



PCTAJSOl/25840 



SEQIDNO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


3744 


126 


18,19 


4 


37 


-1 


8.09 


3744 


126 


18,20 


4 


13 


-1 


3.8 


3744 


126 


19,20 


37 


13 


2.13 


-1 


3744 


126 


27,28 


638 


323 


2.14 


-1 


3762 


555103 


15,17 


0 


7 


-1 


6.52 


3762 


555103 


23,24 


0 


6 


-1 


5.94 


3774 


531145 


28,29 


6 


0 


7,48 


-1 


3782 


129715 


08,09 


3 


27 


-1 


6.44 


3807 


554764 


25,26 


32 


0 


30.89 


-1 


3810 


556561 


15,17 


0 


10 


-1 


9.32 


3810 


556561 


16,17 


1 


10 


-1 


9.85 


3823 


553787 


28,29 


10 


0 


12.46 


-1 


3848 


556759 


12,13 


8 


1 


8.26 


-1 


3848 


556759 


15,16 


11 


2 


5.81 


-1 


3848 


556759 


16,17 


2 


18 


-1 


8.86 


3848 


556759 


27,29 


21 


1 


28.33 


-1 


3848 


556759 


28,29 


18 


1 


22.43 


-1 


3848 


556759 


30,31 


10 


1 


1L12 


-1 


3857 


503452 


16.17 


1 


8 


•1 


7.88 


3861 


2284 


23,24 


6 


17 


•1 


2.8 


3861 


2284 


25.26 


17 


4 


4.1 


-1 


3861 


2284 


30,31 


14 


32 


-1 


2.05 


3864 


560984 


16,17 


0 


6 


•1 


5.91 


3873 


551444 


23,24 


6 


0 


6.06 


•1 


3881 


548858 


16,17 


0 


11 


-1 


10.83 


3885 


411113 


16,17 


0 


6 


-1 


5.91 


3894 


594994 


28,29 


6 


0 


7.48 


-1 


3904 


562550 


16,17 


0 


6 


-1 


5.91 


3922 


460445 


16,17 


0 


6 


-1 


5.91 


3925 


931 


01,02 


23 


59 


-1 


2.78 


3925 


931 


18,19 


0 


9 


-1 


7.88 


3925 


931 


30,31 


70 


195 


-1 


2.5 


3940 


388688 


27,29 


8 


2 


5.4 


-1 


3940 


388688 


28,29 


17 


2 


10.59 


-1 


4009 


380127 


28,29 


9 


26 


-1 


2.32 


4016 


378459 


23,24 


1 


9 


-1 


8.91 


4017 


550571 


16.17 


0 


6 


-1 


5.91 


4036 


607430 


15,16 


6 


0 


6.34 


-1 . 


4039 


558098 


15,16 


6 


0 


6.34 


-1 


4039 


558098 


30,31 


9 


1 


10.01 


-1 


4041 


557928 


16,17 


0 


6 


-1 


5.91 


4079 


557928 


16,17 


0 


6 


-1 


5.91 


4100 


450242 


30,31 


7 


0 


7.79 


-1 


4106 


448450 


27,28 


0 


7 


-1 


6.46 


4106 


448450 


28,29 


7 


0 


8.72 


-1 


4111 


560538 


16,17 


0 


8 


-1 


7.88 


4115 


420892 


13,14 


0 


6 


-1 


5.91 


4138 


450883 


28,29 


5 


0 


6.23 


-1 



655 



BNSDOCID: <WO_lo214500A2_L> 



wo 02/14500 



PCT/USOl/25840 



SEQIDNO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


4139 


638971 


15,17 


8 


0 


8.59 


-1 


4149 


643804 


15,16 


6 


0 


6.34 


-1 


4149 


643804 


15,17 


6 


0 


6.44 


-1 


4150 


97909 


27,28 


31 


12 


2.8 


-1 


4150 


97909 


28,29 


12 


35 


-1 


2.34 


4150 


97909 


30,31 


18 


54 


-1 


2.7 


4157 


603857 


27,29 


17 


3 


7.64 


-1 


4157 


603857 


28,29 


31 


3 


12.87 


-1 


4162 


641683 


15,16 


8 


0 


8.46 


-1 


4162 


641683 


15,17 


8 


0 


8.59 


-1 


4176 


640889 


15,17 


6 


0 


6.44 


-1 


4178 


643594 


15,16 


7 


0 


7.4 


-1 


4178 


643594 


15,17 


7 


0 


7.51 


-1 


4195 


641728 


28,29 


7 


1 


8.72 


-1 


4203 


359500 


12,13 


14 


4 


3.61 


-1 


4203 


359500 


27,28 


18 


4 


4.87 


-1 


4203 


359500 


28,29 


4 


17 


-1 


3.41 


4203 


359500 


30,31 


8 


22 


-1 


2.47 


4204 


649558 


15,16 


12 


3 


4.23 


-1 


4204 


649558 


15,17 


12 


0 


12.88 


-1 


4231 


451401 


15,17 


9 


1 


9.66 


-1 


4234 


417259 


15,17 


4 


14 


-1 


3.26 


4234 


417259 


16,17 


1 


14 


-1 


13.79 


4240 


453006 


27,28 


0 


8 


-1 


7.39 . 


4240 


453006 


28,29 


8 


0 


9.97 


-1 


4247 


498194 


27,28 


0 


7 


-1 


6.46 


4247 


498194 


28,29 


7 


0 


8.72 


-1 


4250 


556326 


16,17 


0 


8 


-1 


7.88 


4257 


649106 


15,17 


7 


0 


7.51 


-1 


4264 


284586 


15,17 


8 


0 


8.59 


-1 


4264 


284586 


27,28 


0 


17 


-1 


15.7 


4264 


284586 


28,29 


17 


0 


2L18 


-1 


4265 


642535 


27,28 


0 


8 


-1 


7.39 


4265 


642535 


28,29 


8 


0 


9.97 


-1 


4270 


801 


30,31 


25 


7 


3.97 


-1 


4271 


449956 


12,13 


6 


0 


6.2 


. -1 


4271 


449956 


16,17 


10 


1 


10.16 


-1 


4271 


449956 


28,29 


10 


0 


12.46 


-1 


4271 


449956 


30,31 


8 


1 


8.9 


-1 


4283 


455113 


27,29 


11 


3 


4.95 


-1 


4283 


455113 


28,29 


13 


3 


5.4 


-1 


4285 


1558 


03,04 


25 


97 


-1 


3.98 


4287 


546705 


16,17 


0 


6 


-1 


5,91 


4293 


452212 


15,16 


6 


0 


6.34 


-1 


4298 


37862 


25.26 


14 


0 


13.51 


-1 


4299 


644609 


15,17 


7 


0 


7.51 


-1 


4311 


. 553877 


16,17 


1 


8 


-1 


7.88 


4319 


550562 


27,28 


1 


9 


-1 


8.31 



656 



BNSEX)CID: <W0 0214500A2J_> 



wo 02/14500 



PCT/USOl/25840 





PT T TQTPP 


D ATD 
/ID 




CJLUJNCrO 15 


RATIO 

T5T TTC 

rlAJo 


RATIO 


Alio 


DDvDOZ 




9 


1 


11.21 


t 




04oJ^U 




D 


A 

u 


0.34 


1 

-1 






1 ^ n 


£i 

0 


n 

U- 


0.44 


-1 






iOyi / 




A 
U 


11 1*7 
11.1/ 


1 

-1 




Z7Uo3 


2j,26 


17 


30 


-1 


3.41 




2/Uoi 


-60,29 


1 


1 /f 
14 


1 


11.24 


4327 


270o3 


30,31 


31 


99 


1 
-1 


2.87 


433d 


453V)79 


16,17 


Q 

o 


1 


0.12 


-1 


4346 


iCiCi ceo 
561558 


28,29 


6 


A 

0 


7.48 


-1 


4349 


ASy f\'i T 

451037 


*\A 

23,24 


5 


15 


-1 


2.97 


4358 


639232 


f^A 

23,24 




6 


-1 


C Ail 

5.94 


4358 


639232 


25,26 


10 


0 


9.65 


-I 


4358 


639232 


30,31 


9 


0 


10.01 


. -1 


4361 


461835 


15,16 


7 


0 


^ A 

7.4 


-1 


4361 


461835 


28,29 


5 


0 


6.23 


-1 


4366 


1093 


27,28 


43 


20 


2.33 


-1 


4366 


1093 


30.31 


5 


18 


-1 


3,24 


4371 


644240 


15,17 


7 


0 


7.51 


-1 


4375 


388688 


27,29 


8 


2 


5.4 


-1 


4375 


388688 


28,29 


17 


2 


10.59 


-I 


4380 


648996 


15,16 


6 


0 


6.34 


-1 


4380 


648996 


15,17 


6 


0 


6.44 


-1 


4406 


449836 


15,17 


8 


1 


8.59 


"l 


4413 


640525 


15,16 


7 


0 


7.4 


-1 


4413 


640525 


15,17 


7 


0 


7.51 


-1 


4417 


388085 


15,16 


9 


0 


9.51 


-1 


4417 


388085 


15,17 


9 


0 


9.66 


•1 


4421 


448787 


15,17 


23 


9 


2.74 


-1 


4421 


448787 


16,17 


22 


9 


2.48 


-1 


4435 


554742 


16,17 


0 


6 


-1 


5.91 


4441 


549640 


27,28 


0 


1 


-1 


A£. 

6.46 


A A A^ 

4441 


549640 


30,31 


15 


6 


2,78 


-1 


4445 


530774 


15,17 


5 


16 


•1 


A AO 

2.98 


A A A/r 

4446 


375814 


15,16 


8 


A 

0 


8.46 


-1 


4446 


375814 . 


15,17 


8 


1 


8.59 


-1 


4447 


446789 


15,16 


16 


5 


3.38 


-1 


4450 


503491 


16,17 


6 


0 


z' AA 

6.09 


-1 


4452 


639441 


23,24 


1 


8 


-1 


7.92 


4454 


649035 


27,28 


0 


7 


-1 


6.46 


4454 


649035 


28,29 


7 


A 

0 


8.72 


-1 


4461 


470602 


15,16 


12 


1 


12.68 


1 

-1 


4401 


*t /UDUZ 


10,1 / 


1 






0.00 


4477 


453708 


15,17 


1 


19 


-1 


17.7 


4477 


453708 


16,17 


1 


19 


-1 


18.71 


4483 


551527 


15,17 


0 


7 


-1 


6.52 


4503 


549945 


15,16 


12 


2 


6.34 


-1 


4503 


549945 


15,17 


12 


2 


6.44 


•1 


4505 


391511 


27,28 


8 


0 


8.66 


-1 



667 



BNSDOCID: <W0 0214500A2J_> 



wo 02/14500 



PCT/USOl/25840 



SEQIDNO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


4515 


420686 


16,17 


0 


8 


•1 


7.88 


4517 


551995 


28,29 


7 


0 


8.72 


-1 


4523 


451032 


15,16 


6 


0 


6.34 


-1 


4538 


557852 


28,29 


6 


0 


7.48 


-1 


4542 


554500 


15,16 


6 


0 


6.34 


-1 


4550 


43642 


16,17 


0 


6 


•1 


5.91 


4551 


595506 


15.16 


0 


6 


-1 


5.68 


4553 


555702 


15,16 


11 


2 


5.81 


-1 


4556 


519109 


23,24 


1 


34 


-1 


33.65 


4557 


450829 


15,17 


0 


8 


-1 


7.45 


4557 


450829 


16,17 


0 


8 


-1 


7.88 


4598 


386940 


27,28 


0 


14 


-1 


12.93 


4598 


386940 


28,29 


14 


0 


17.44 


-1 


4611 


375380 


15,17 


1 


9 


-1 


8.38 


4611 


375380 


16,17 


0 


9 


-1 


8.86 


4619 


553850 


28,29 


5 


0 


6.23 


-1 


4627 


557401 


15,17 


10 


2 


5,37 


-1 


4632 


349744 


16,17 


0 


6 


-1 


5.91 


4635 


449437 


15,16 


14 


3 


4.93 


-1 


4635 


449437 


16,17 


3 


12 


-1 


3.94 


4635 


449437 


27,28 


0 


8 


-1 


7.39 


4635 


449437 


28,29 


8 


0 


9.97 


-1 


4645 


562292 


16,17 


0 


6 


-1 


5.91 


4652 


224812 


16,17 


31 


63 


-1 


2 


4652 


224812 


25,26 


200 


686 


-1 


3.55 


4652 


224812 


27,29 


84 


38 


2.98 


-1 


4652 


224812 


28,29 


80 


38 


2.62 


-1 


4670 


446739 


28,29 


5 


0 


6.23 


-1 


4684 


247 


15,17 


15 


44 


-1 


2.73 


4684 


247 


18,19 


0 


15 


-1 


13.13 


4684 


247 


30,31 


11 


51 


-1 


4.17 


4686 


491799 


15,16 


0 


11 


-1 


10.41 


4691 


461 


15,16 


14 


-39 


-1 


2.64 


4691 


461 


15,17 


14 


34 


-1 


2.26 


4691 


461 


18,19 


1 


10 


-1 


8.75 


4691 


461 


19,20 


10 


0 


7.48 


-1 


4691 


461 


27,29 


41 


124 


-1 


2.24 


4691 


461 


28,29 


37 


124 


-1 


2.69 


4691 


461 


30,31 


21 


119 


-1 


5.09 


4696 


562292 


16,17 


0 


6 


-1 


5.91 


4702 


487182 


15,17 


2 


11 


-1 


5.12 


4702 


487182 


16,17 


1 


11 


-1 


10.83 


4702 


487182 


25,26 


3 


72 


-1 


24.87 


4706 


561046 


16,17 


0 


6 


-1 


5.91 


4746 


556040 


23,24 


2 


15 


-1 


7.42 


4748 


452822 


15,16 


9 


23 


-1 


2.42 


4758 


455820 


16,17 


0 


7 


-1 


6.89 


4767 


556802 


28,29 


8 


0 


9.97 


-1 



658 



BNSDOCID: <W0 0214500A2.L> 



wo 02/14500 



PCTAJSOl/25840 







PAIR 


CLONES A 




RATIO 


RATIO 


SEQ ID NO 


CLUSTER 


AB 


CLO>JESB 


PLUS 


MINUS 


4771 


465446 


25.26 


26 


11 


2.28 


-1 


4826 


452775 


27,28 


1 


9 


-1 


8.31 


4827 


560868 


27,29 


6 


0 


8.09 


-1 


4835 


558534 


16,17 


0 


7 


-1 


6.89 


4850 


549591 


15,17 


2 


24 


-1 


11.18 


4850 


549591 


16,17 


7 


24 


-1 


3.38 


4885 


27586 


12,13 


7 


22 


-1 


3.04 


4885 


27586 


12,14 


7 


21 


-1 


2.86 


4885 


27586 


21,22 


9 


0 


8.85 


-1 


4885 


27586 


25,26 


17 


0 


16.41 


-1 


4885 


27586 


30,31 


24 


0 


26.69 


-1 


4888 


561558 


28,29 


6 


0 


7,48 


-1 


4900 


2435 


15.17 


0 


8 


-1 


7.45 


4900 


2435 


27,28 


0 


7 


-1 


6.46 


4900 


2435 


28,29 


7 


1 


8.72 


-1 


4907 


554604 


15,17 


0 


7 


-1 


6.52 


4922 


559057 


15,17 


0 


7 


-1 


6.52 


4927 


553877 


16,17 


1 


8 


.1 


7.88 


4950 


549911 


16,17 


0 


6 


-1 


5.91 


4959 


409612 


25,26 


6 


0 


5.79 


-1 


4972 


226324 


15,17 


0 


8 


-1 


7.45 


4972 


226324 


16,17 


0 


8 


-1 


7.88 


4972 


226324 


27,29 


5 


0 


6.75 


. -1 


4986 


413915 


12,13 


6 


0 


6.2 


-1 


4986 


413915 


12,14 


6 


0 


6.29 


-1 


5007 


2284 


23,24 


6 


17 


-1 


2.8 


5007 


2284 


25,26 


17 


4 


4.1 


•1 


5007 


2284 


30,31 


14 


32 


-1 


2.05 


5018 


365634 


15,16 


12 


2 


6.34 


-1 


5018 


365634 


16,17 


2 


14 


-1 


6.89 


5018 


365634 


25,26 


10 


0 


9.65 


-1 


5026 


549829 


16,17 


0 


6 


-1 


5.91 


5033 


411113 


16,17 


0 


6 


-1 


5.91 


5042 


1079 


03,04 


24 


55 


-1 


2.35 


5042 


1079 


28,29 


16 


44 


-1 


2:21 


5047 


397581 


28,29 


6 


20 


-1 


2.68 


5047 


397581 


27,29 


I 


20 


-1 


V 14.83, 


5051 


23961 


15,16 


102 


44 


2.45 


-1 


5051 


23961 


15,17 


102 


40 


2.74 


-1 


5051 


23961 


25,26 


73 


169 


-1 


2.4 


5058 


446900 


15,17 


1 


11 


-1 


10.25 


5058 


446900 


16,17 


2 


11 


-1 


5.42 


5065 


448677 


15,16 


11 


1 


11.63 


-1 


5067 


560538 


16,17 


0 


8 


•1 


7.88 


5079 


62458 


15,16 


2 


14 


-1 


6.62 


5079 


62458 


15,17 


2 


11 


-1 


5.12 


5079 


62458 


25,26 


20 


227 


-1 


11.76 


5079 


62458 


30,31 


19 


245 


-1 


11.59 



659 



BNSDOCID: <W0 0214500A2J_> 



wo 02/14500 



PCT/USOl/25840 



SEQIDNO 


CLUSTER 


PAIR 

. AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


5102 


556216 


15,17 


0 


7 


-1 


6.52 


5102 


556216 


16,17 


0 


7 


-1 


6.89 


5117 


549041 


16,17 


0 


6 


-1 


5.91 


5133 


453004 


27,28 


0 


8 


-1 


7.39 


5133 


453004 


28,29 


8 


0 


9.97 


-1 


5135 


560868 


27,29 


6 


0 


8.09 


-1 


5147 


403419 


13,14 


0 


9 


-1 


8.87 


5147 


403419 


27,29 


7 


0 


9.44 


-1 


5161 


559806 


16,17 


0 


6 


-1 


5.91 


5168 


550562 


27,28 


i 


9 


-1 


. 8.31 


5168 


550562 


28,29 


9 


1 


11.21 


-1 


5186 


91178 


15,17 


0 


7 


-1 


6.52 


5188 


561485 


15,17 


0 


7 


-1 


6.52 


5188 


561485 


16,17 


0 


7 


-1 


6.89 


5195 


558412 


30,31 


6 


0 


6.67 


-1 


5200 


453846 


15,17 


0 


11 


-1 


10.25 


5221 


562565 


15,16 


0 


8 


•1 


7.57 


5221 


562565 


27,28 


11 


1 


11.91 


-1 


5221 


562565 


27,29 


11 


0 


14.84 


-1 


5228 


553705 


15,16 


12 


0 


12.68 


-1 


5228 


553705 


28,29 


8 


0 


9.97 


-1 


5231 


562459 


16,17 


2 


10 


-1 


4.92 


5231 


562459 


27,28 


13 


29 


-1 


2.06 


5231 


562459 


27,29 


13 


1 


17.54 


-1 


5231 


562459 


28,29 


29 


1 


36.13 


-1 


5236 


62458 


15,16 


2 


* 14 


-1 


6.62 


5236 


62458 


15,17 


2 


11 


-1 


5.12 


5236 


62458 


25,26 


20 


227 


-1 


11.76 


5236 


62458 


30,31 


19 


245 


-1 


11.59 


5240 


448741 


28,29 


6 


0 


7.48 


-1 


5249 


451401 


15,17 


9 


1 


9.66 


-1 


5258 


451802 


15,17 


0 


9 


-1 


8.38 


5258 


451802 


16,17 


1 


9 


-1 


8.86 


5264 


452775 


27,28 


1 


9 


-1 


8.31 


5268 


92639 


12,14 


2 


11 


-1 


5.25 


5271 


452500 


27,28 


0 


15 


-1 


13.85 


5271 


452500 


28,29 


15 


5 


3.74 


-1 


5272 


452204 


15,16 


9 


1 


9.51 


-1 


5272 


452204 


16,17 


1 


g 


-1 


7.88 


5272 


452204 


23,24 


3 


13 


-1 


4.29 


5272 


452204 


27,28 


0 


14 


-1 


12.93 


5272 


452204 


28,29 


14 


0 


17.44 


-1 


5273 


447025 


15,16 


48 


19 


2.67 


•1 


5273 


447025 


27,28 


0 


8 


-1 


7.39 


5273 


447025 


27,29 


0 


13 


-1 


9.64 


5277 


452052 


15,17 


8 


1 


8.59 


•1 


5277 


452052 


27,28 


2 


14 


-1 


6.46 


5277 


452052 


28,29 


14 


0 


17.44 


-1 



660 



- BNSDOCID: <WO ^0214500A2J_> 



wo 02/14500 



PCT/USOl/25840 







PAIR 






RATIO 


RATIO 


SEQ ID NO 


CLUSTER 


AB 


CLONES A 


CLONES B 


PLUS 


MINUS 


5281 


.452142 


15,16 


1 


10 


-1 


9.46 


5281 


452142 


16,17 


10 


2 


5.08 


-1 


5282 


451994 


27,28. 


4 


17 


-1 


3.92 


5297 


4244 


28,29 


8 


28 


-1 


2.81 


5308 


450262 


21,22 


0 


8 


-1 


8.13 


5308 


450262 


27,28 


30 


14 


2.32 


-1 


5308 


450262 


28,29 


14 


46 


-1 


2.64 


5311 


452506 


15,16 


8 


1 


8.46 


-1 


5311 


452506 


28,29 


6 


0 


7.48 


-1 


5313 


7022 


25,26 


7 


0 


6.76 


-1 


5313 


7022 


27,28 


4 


16 


-1 


3.69 


5313 


7022 


28,29 


16 


5 


3.99 


-1 


5315 


2930. 


01,02 


3 


14 


-1 


5.06 


5315 


2930 


27,29 


5 


0 


6,75 


-1 


5315 


2930 


28,29 


7 


0 


8.72 


-1 


5317 


454226 


28,29 


5 


0 


6.23 


-1 


5321 


453470 


15,16 


12 


1 


12.68 


-1 


5321 


453470 


15,17 


12 


1 


12.88 


-1 


5324 


454050 


27,28 


0 


7 


-1 


6.46 


5338 


454518 


27,29 


6 


0 


8.09 


-1 


5338 


454518 


28,29 


6 


0 


7.48 


-1 


5350 


23649 


27,28 


37 


12 


3.34 


-1 


5350 


23649 


27,29 


37 


0 


49.92 


-1 


5350 


23649 


28,29 


12 


0 


14.95 


-1 


5357 


519109 


23,24 


1 


34 


-1 


33.65 


5360 


453783 


27,28 


0 


8 


-1 


7.39 


5360 


453783 


28,29 


8 


0 


9.97 


-1 


5365 


454509 


25,26 


7 


0 


6.76 


-1 


5365 


454509 


27,28 


6 


0 


6.5 


-1 


5366 


454562 


23,24 


13 


4 


3.28 


-1 


5366 


454562 


25,26 


7 


0 


6.76 


-1 


5370 


453783 


27,28 


0 


8 


-1 


7.39 


5370 


453783 


28,29 


8 


0 


9.97 


-1 


5373 


801 


30,31 


25 


7 


3.97 


-1 


5374 


453494 


27,28 


7 


0 


7.58 


-1 


5374 


453494 


30,31 


6 


0 


6.67 


-1 


5375 


453202 


15,16 


6 


0 


6.34 


-1 


5375 


453202 


16,17 


0 


11 


-1 


10.83 


5381 


387530 


30,31 


2 


24 


-1 


10.79 


5382 


453846 


15,17 


0 


11 . 


-1 


10.25 


5391 


551995 


28,29 


7 


0 


8.72 


-1 


5397 


446531 


16,17 


0 


0 


-1 


5.91 


5401 


453508 


25,26 


27 


9 


2.9 


-1 


5401 


453508 


27,28 


9 


1 


9,75 


-1 


5413 


560868 


27,29 


6 


0 


8.09 


.1 


5448 


554742 


16,17 


0 


6 


-1 


5.91 


5467 


551617 


15,16 


9 


0 


9.51 


-1 


5467 


551617 


16,17 


0 


7 


-1 


6.S9 



661 



•eNSDOCID: <W0 0214500A2_L> 



wo 02/14500 



PCTAJSOl/25840 



SEQIDNO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


5489 


468672 


15,16 


6 


0 


6.34 


•1 


5489 


468672 


16,17 


0 


8 


-1 


7.88 


5501 


402836 


12,13 


130 


63 


2.13 


-1 


5501 


402836 


23,24 


17 


4 


4.29 


-1 


5508 


561707 


27,29 


6 


0 


8.09 


-1 


5508 


561707 


30,31 


9 


1 


10.01 


-1 


5509 


561180 


15,16 


11 


2 


5.81 


-1 


5513 


562137 


23,24 


8 


0 


8.08 


-1 


5518 


449356 


15,17 


7 


21 


-1 


2.79 


5518 


449356 


16,17 


4 


21 


-1 


5.17 


5525 


549511 


15,17 


0 


7 


-1 


6.52 


5525 


549511 


16,17 


0 


7 


-1 


6.89 


5526 


560700 


16,17 


0 


6 


-1 


5.91 


5535 


452523 


15,17 


10 


2 


5.37 


-1 


5537 


406092 


18,19 


16 


2 


9.14 


-1 


5537 


406092 


25,26 


7 


0 


6.76 


-1 


5537 


406092 


27,28 


1 


26 


-1 


24.01 


5537 


406092 


27,29 


1 


28 


-1 


20.76 


5537 


406092 


30,31 


13 


4 


3.61 


-1 


5542 


235874 


12,13 


62 


239 


-1 


3.73 


5542 


235874 


12,14 


62 


317 


•1 


4.88 


5542 


235874 


25,26 


102 


21 


4.69 


-1 


5542 


235874 


27,28 


73 


16 


4.94 


-1 


5542 


235874 


28,29 


16 


70 


-1 


3.51 


5542 


235874 


30,31 


119 


9 


14.71 


-1 


5550 


452957 


27,29 


5 


0 


6.75 


-1 


5550 


452957 


28,29 


6 


0 


7.48 


-1 


5554 


455855 


27,29 


8 


0 


10.79 


-1 


5559 


510254 


15,16 


17 


1 


17.97 


-1 


5559 


510254 


16,17 


1 


8 


-1 


7,88 


5560 


451812 


27,29 


7 


1 


9.44 


-1 


5565 


450225 


. 15,17 


11 


3 


3.94 


-1 


5565 


450225 


27.28 


1 


24 


-1 


22.16 


5565 


450225 


28,29 


24 


1 


29,9 


-1 


5572 


503122 


25,26 


8 


178 


.1 


23.05 


5572 


503122 


27,29 


12 


2 


8.09 


-1 


5572 


503122 


30,31 


22 


98 


-1 


^ 4 


5578 


446936 


23,24 


10 


26 


-1 


2.57 


5578 


446936 


25,26 


17 


38 


-1 


2.32 


5578 


446936 


27,28 


158 


31 


5.52 


-1 


5578 


446936 


27,29 


158 


27 


7.89 


-1 


5589 


453079 


16,17 


8 


1 


8.12 


-1 


5599 


454226 


28,29 


5 


0 


6.23 


-1 


5600 


452973 


27,28 


0 


9 


-1 


8.31 


5600 


452973 


28,29 


9 


2 


5.61 


-1 


5606 


452648 


23,24 


2 


15 


-1 


7.42 


5611 


366607 


27,28 


1 


12 


-1 


11.08 


5611 


366607 


28,29 


12 


0 


14.95 . 


-1. 



662 



BNSDOCID: <W0 0214500A2_L> 



wo 02/14500 



PCT/USOl/25840 



SEQIDNO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


5617 


521840 


15,16 


6 


0 


6.34 


-1 


5620 


523674 


28,29 


5 


0 


6.23 


-1 


5624 


452775 


27,28 


1 


9 


-1 


8.31 


5634 


454460 


27,28 


0 


13 


-1 


12.Q1 


5634 


454460 


28,29 


13 


2 


8.1 


-1 


5662 


456001 


28,29 


10 


1 


12.46 


-1 


5665 


450914 


15.16 


0 


6 


-1 


5.68 


5666 


455855 


27,29 


8 


0 


10.79 


-1 


5688 


400258 


16,17 


6 


0 


6.09 


-1 


5688 


400258 


27,28 


7 


0 


7.58 


-1 


5697 


2544 


01,02 


23 


9 


2.36 


-1 


5697 


2544 


03,04 


13 


30 


-1 


2.37 


5699 


402534 


12,13 


8 


21 


-1 


2.54 


5704 


456567 


28,29 


5 


0 


6.23 


-1 


5710 


455601 


15,17 


10 


0 


10.73 


-1 


5710 


455601 


16,17 


8 


0 


8.12 


•1 


5712 


402916 


23,24 


8 


0 


8.08 


-1 


5712 


402916 


27,28 


22 


5 


4.76 


-1 


5712 


402916 


27,29 


22 


4 


7.42 


-1 


5714 


27586 


12,13 


7 


22 


-1 


3.04 


5714 


27586 


12,14 


7 


21 


-1 


2.86 


5714 


27586 


21,22 


9 


0 


8.85 


-1 


5714 


27586 


25,26 


17 


0 


16.41 


-1 


5714 


27586 


30,31 


24 


0 


26.69 


-1 


5732 


4077,11 


15,16 


0 


6 


-1 


5,68 


5733 


411113 


16.17 


0 


6 


-1 


5.91 


5742 


400426 


12,14 


22' 


10 


2.31 


-1 


5752 


155374 


15,16 


6 


0 


6.34 


-1 


5752 


155374 


15,17 


6 


0 


6.44 


-1 


5752 


155374 


27,28 


27 


1 


29.24 


-1 


5752 


155374 


27,29 


27 


0 


36.42 


.1 


5753 


409612 


25,26 


6 


0 


5.79 


-1 


5759 


1054 


03,04 


49 


-23 


2.08 


-1 


5759 


1054 


12,14 


54 


24 


2.36 


-1 


5759 


1054 


15.17 


64 


28 


2.45 


-1 


5759 


1054 


18,20 


3 


19 


-1 


7.41 


5759 


1054 


19,20 


5 


19 


-1 


5.08 


5759 


1054 


27,29 


64 


31 


2.79 


-1 


5759 


1054 


28,29 


69 


31 


2.77 


-1 


5759 


1054 


30,31 


27 


15 


2 


-1 


5761 


400454 


12,14 


9 


1 


9.43 


-1 


5765 


409589 


27,29 


5 


0 


6.75 


-r 


5768 


20517 


12,13 


18 


3 


6.2 


-1 


5768 


20517 


13,14 


3 


18 


-1 


5.91 


5769 


413915 


12,13 


6 


0 


6.2 


-1 


5769 


413915 


12,14 


6 


0 


6.29 


-1 


5772 


401510 


12.14 


8 


0 


8.39 


-1 


5775 


417259 


15,17 


4 


14 


-1 


3.26 



663 



BNSDOCID: <W0 0214500A2J.> 



wo 02/14500 



PCTAJSOl/25840 



SEQIDNO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES E 


RATIO 
( PLUS 


RATIO 
MINUS 


5775 


417259 


16,17 


1 


14 


-1 


13,79 


5776 


20517 


12,13 


18 


3 


6.2 


•1 


5776 


20517 


13,14 


3 


18 


-1 


5.91 


5778 


402534 


12,13 


8 


21 


-1 


2.54 


5780 


419255 


15,16 


11 


0 


11.63 


-1 


5780 


419255 


15,17 


11 


1 


11.81 


-1 


5788 


402070 


27,28 


1 


9 


-1 


8.31 


5788 


402070 


28,29 


9 


0 


11.21 


-1 


5789 


402070 


27,28 


1 


9 


-1 


8.31 


5789 


402070 


28,29 


9 


0 


11.21 


-1 


5792 


402353 


12,13 


13 


4 


3.36 


•1 


5794 


163970 


18,20 


12 


25 


-1 


2.44 


5794 


163970 


19,20 


7 


25 


-1 


4.77 


5794 


163970 


27,28 


7 


39 


.1 


5.15 


5794 


163970 


28,29 


39 


7 


6.94 


-1 


5794 


163970 


30.31 


29 


6 


5.38 


•1 


5801 


268336 


15,16 


8 


1 


8.46 


-1 


5807 


20517 


12,13 


18 


3 


6.2 


•1 


5807 


20517 


13,14 


3 


18 


-1 


5;91 


5822 


420686 


16,17 


0 


8 


-1 


7.88 


5823 


447579 


23,24 


3 


13 


-1 


4.29 


5823 


447579 


28,29 


7 


0 


8.72 


J. 


5825 


463824 


15,16 


6 


0 


6.34 


4. 


5825 


463824 


15,17 


6 


0 


6.44 


* 


5825 


463824 


27,28 


0 


8 


-1 


7 %Q 


5825 


463824 


28,29 


8 


0 


9.97 


-1 


5827 


388688 


27,29 


8 


2 


5.4 


•1 


5827 


3886S8 


28,29 


17 


2 


10.59 


-1 


5840 


446964 


15,17 


1 


12 


-1 


11.18 


5860 


403949 


12,13 


11 


1 


11.36 


.1 


5862 


235874 


12,13 


62 


239 


-1 


3.73 


5862 


235874 


12,14 


62 


317 


-1 


4.88 


5862 


235874 


25,26 


102 


21 


4.69 


•1 


5862 


235874 


27,28 


73 


16 


4.94 


.1 


5862 


235874 


28,29 


16 


70 


-1 


3.51 


5862 


235874 


30,31 


119 


9 


14.71 


-1 


5876 


644342 


27,29 


6 


0 


8.09 


-1 


5897 


644342 


27,29 


6 


0 


8.09 


-1 


5898 


419479 


23,24 


2 


11 


-1 


5.44 


5906 


451508 


30,31 


7 


0 


7.79 


-1 


5924 


218416 


16,17 


0 


6 


-1 


5.91 


5933 


463824 


15,16 


6 


0 


6.34 


-1 


5933 


463824 


15,17 


6 


0 


6.44 


-1 


5933 


463824 


27,28 


0 


8 


-1 


7,39 


5933 


463824 


28,29 


8 


0 


9.97 


-1 


5934 


389377 


27,28 


7 


0 


7.58 


-1 


5934 


389377 


30,31 


10 


1 


11.12 


-1 


5943 


18786 


15,17 


6 


0 


6.44 


-1 
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SEQ ID NO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


5943 


18786 


30,31 


'6 


0 


6.67 


-1 


5944 


447494 


15,16 


26 


8 


3.44 


-1 


5966 


1454 


03,04 


38 


14 


2.65 


-1 


5966 


1454 


12,13 


37 


15 


2.55 


-1 


5966 


1454 


13,14 


15 


35 


-1 


2.3 


5966 


1454 


25,26 


12 


3 


3.86 


-1 


5966 


1454 


30,31 


7 


22 


-1 


2.83 


5969 


15296 


27,28 


6 


0 


6,5 


-1 


5979 


446673 


16,17 


8 


1 


8.12 


-1 


5991 


446341 


28,29 


6 


0 


7.48 


-1 


6002 


379335 


15,16 


11 


0 


11.63 


-1 


6002 


379335 


15,17 


11 


0 


11.81 


-1 


6003 


228873 


27,29 


20 


0 


26.98 


-1 


6003 


228873 


28,29 


14 


0 


17.44 


-1 


6004 


446663 


15,17 


14 


32 


-1 


2.13 


6004 


446663 


16,17 


6 


32 


-1 


5.25 


6004 


446663 


18,20 


1 


8 


-1 


9.36 


6004 


446663 


19,20 


0 


8 


.1 


10.7 
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Comment 


Hyperplastic 
polyps 


Tubulovillous 
adenoma with 
high grade 
dysplasia 




1 


Descending 
colon polyps, 
no HGD or 


identified.. 


Dist 
Met 

\JT30.G 


MX 


MO 


MX 


MO 


MO 


DistMet 
&Loc 


Neg 




Pos- 
Mesente 

ric 
deposit 


Neg 


Neg 


Reg 
Lymph 
Grade 




1 


Z 




g 


Lymph 
Met 
Licid 


i>-i 


0/10 


0/15 


0/12 


7/10 


Lymph 
Met 


Pos 


Neg 


Neg 


Neg 


Pos 


Local Invasion 


Invasion through 
muscularis propria 
to involve 
subserosal, 
perirectoal 
adipose, and 
serosa 1 


Invasion through 
muscularis propria 
into subserosal 
adipose tissue. 


Invades through 
muscularis propria 
to involve 
pericolonic 
adipose, extends to 
serosa. 


Invades fiill 
1 thickness of 
1 muscularis 


propria, but 
mesenteric adipose 
freeofmaUgnancy 


1 

s 

1 


perirectal adipose 
tissue. 




Histo 
Grade 


go 


B 


s 


S 


B 


Grade 


P 


P 


p 


P 


P • 


Size 


00 










Anatom 
Loc 


Rectum 


Ascending 
colon 


Transverse 
colon 


Cecum 


Rectum 




Grp 


B 




B 




a 


a. ^ 








CO 

cs 




PtID 


OO 

- V 




VO 


eo 
VO 

CM 


?5 
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rediagnosis of 
oophorectomy 
path to 


colon cancer. 


Anatomical 
location of 
primary not 
notatedin 
report. 
Evidence of 
chronic coUtis. 


No mention of 
distant met in 


report 


Dist 
Met 
Grade 


MO 






MO 


DistMet 
&Loc 


Neg 


Pos- 
Liver 


Pos- 
Liver 


60 


Reg 
Lymph 
Grade 








2 


Lymph 
Met 
Incid 


0/21 




2/17 


NO 


Lymph 
Met 


Neg 


Neg 


Pos 


Pos 


Local Invasion 


Cecum, invades 
through 

muscidaris propria 
to involve 
subserosal adipose 
tissue but not 
serosa. . 


Invasive through 
muscularis to 
involve periserosal 
fat; abutting 
ileocecal junction. 


Invasion through 
muscularis propria 
involving pericolic 
adipose, serosal 
suri^ce uninvolved 


penetrates 
muscularis 


propria, involves 
pericolonic fet. 


Histo 
Grade 


s 


B 


s 


s 


Grade 


p 


P 


p 


p 


Size 


o 

VO 


00 

^' 




CO 


Anatom 
Loc 






Cecum 






J 

1 


t 


a 






^: 










CO 
00 


SI 

CO 


PtID 


fO 

o\ 

CO 
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Comment 


Omentum with 
fibrosis and fat 
necrosis. Small 
bowel with 
acute and 
chronic 
serositis, focal 
abscess and 
adhesions. 




Appendix 
dilated and 
fibrotic, but not 
involved by 
tumor 


Dist 
Met 
Grade 


MO 




MO 


DistMet 
&Loc 




Pos- 
Liver 


Npg 


Lymph 
Grade 




s 


i 


Lymph 
Met 
Incid 


i 


6/12 


0/58 


Lymph 
Met 


Neg 


Ok 


Neg 


Local Invasion 


Invasion through 
the muscularis 
propria involving 
pericoUc fat. 
Serosa fi-ee of 
tumor. 


Invasion through 
muscularis propria 
extensively 
through 

submucosal and 
extending to 
serosa. 


Invasion through 
the bowel wall, 
into suberosal 
adipose. Serosal 


tumor. 


Histo 
Grade 


s 




s 


Grade 




p 




Size 


CM 




11.5 


Anatom 
Loc 

i 


Ascending 
colon 


Ascending 
colon 


Cecum 


Grp 










m 
«o 
*n 






RID 
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Comment 




poorly 

differentiated 


colonic 

adenocarcinom 
a 


well to 
moderately 
differentiated 
adenocarcinom 
as; this patient 
has tumors of 
the ascending 
colon and the 
sigmoid colon 


moderately 
differentiated 


<« 




Perineural 
invasion 


nresent. 




Dist 
Met 
Grade 




IS 


1-4 


IS 


IS 


i 


Dist Met 

1 — 


Pos- 
Liver 


1 ^ 




Pos- 
Liver 


Pos- 
Liver 


Pos- 
Liver 


Pos- 
Liver 


Reg 
Lymph 
Grade 




s- 


g 


z 


s 


s 




en 


CO 


CO 






m 


Lymph 
Met 




s 


8 
An 




s 

a. 


8 


Local Invasion 


Invading through 
muscularis propria 
into perirectal &t 


Through the 


M 

i.S 

11 

|{ 


5 


Into muscularis 
propria 


Through 

muscularis propria 
int subserosal 
tissue 


1 


muscularis prq>ria | 
into subserosa. | 


Invasion through 
muscularis nronria i 


Si 

1 


tissue 


Histo 
Grade 


o 


s 




s 


3 


S 


Grade 


P 


p 




p 


P 


P 


J 

CO 


00 


00 


o 


00 






Anatom 
Loc 


Rectum 


Ascending 
colon 


Ascending 
colon 


Cecum 


Ascending 
colon 


Rectum 1 


1 
















00 


o 

OO ^ . 


00 

o 


ON 

o 

ON 


o 

ON 


ON 




o 




00 
00 
00 


ON 
00 
00 


o 

ON 
OO 


ON 
OO 
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Tab] 


e8 


SEO ID NO 


SpotID 


T/N Colon >2x 


T/N Colon <halfx 


T/N r*olfm 'Nfiim T^afinQ 

^/Al WVlV/ii X^UIll X\clUVd 




43971 


0.0 


75.0 


8.0 


31 


40453 


0.0 


42.9 


7.0 


40 


40457 


0.0 


71.4 


7 0 

/ .v 


44 


46308 


0.0 


50.0 


80 

o»v 


50 


45610 


0.0 


62 5 


8 0 
o.v 


70 


42816 


0.0 


50.0 


8 0 

o.v 


72 


44673 


0.0 


50 0 


8 0 

o.v 


74 


42422 


0.0 


37 5 


8 0 

o.v 


77 


43983 


0.0 


37 5 


8 0 

O .V 


81 


44679 


0.0 


50 0 

v.V 


8 0 

O .V 


S4 


42418 


0.0 


37.5 


8 0 

o.v 




39755 


0.0 


42 9 


7 0 

# .V 




44916 


0,0 


50 0 


8 0 

o.v 


147 


45618 


00 


37 5 


8 0 

o.v 


140 


44926 


00 

V.V 


50 0 


8 0 
o.v 




44216 


0 0 

V.V 


37 5 


8 0 
o.v 


H3 


38367 


V.V 


47 Q 


7 0 

/ .V 




38357 


0 0 


57 1 


7 0 

/ .V 


lOl 




0 0 


47 Q 


7 0 

/ .V 




43508 


0 0 


37 5 


8 0 


JLCrr 


38365 


0 0 

V.V 


57 1 


7 0 


lOu 




0 0 

V.V 


AO 0 


7 0 

/ .V 


171 
1/1 




00 

V.V 


57 1 


7 0 

/ .V 


ISO 


3Q767 


0 0 

V.V 


47 Q 


7 0 


1X4 
10*r 


43881 


0 0 

V.V 


37 5 


8 0 




43873 


00 

V.V 


37 5 


8 0 
o.v 




39769 


0 0 

V.V 


57 1 


7 0 

/ .V 




39775 


0 0 

V.V 


57 1 


7 0 

f .V 


107 


46330 


0 0 

V.V 


37 5 


8 0 

o.v 


lyo 


42471 


0 0 

V.V 


37 5 


8 0 

o.v 




41173 


00 

V.V 


47 Q 


7 0 

1 .V 




42479 


0.0 


50.0 


8 0 

o.v 


716 


39621 


0.0 


42.9 


7 0 

# .V 


717 

Ail f 


46007 


0.0 


50.0 


80 

v.V 


718 


46015 


0.0 


62.5 


8.0 


775 


45301 


0.0 


37,5 


8.0 


778 


45303 


0.0 


37.5 


8.0 


250 


41033 


0.0 


57.1 


7.0 


260 


41035 


0.0 


57.1 


7.0 


268 


41027 


0.0 


42.9 


7.0 


274 


41737 


0.0 


42.9 


7.0 


301 


39647 


0.0 


42.9 


7.0 


307 


38943 


0.0 


42.9 


7.0 
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Table 8 



SEQroNO 


SpotID 


T/N Colon >2x 


T/N Colon -ehalfit 


T/N Colon Num Ratios 


309 


38939 


0.0 


42.9- 


7.0 


315 


44939 


, 0.0 


37.5 


8.0 


324 


42827 


0.0 


37.5 


8.0 


326 


38231 


0.0 


42.9 


7.0 


334 


42819 


0.0 


37.5 


8.0 


352 


43521 


0.0 


62.5 


8.0 


358 


45633 


0.0 


50.0 


8.0 


364 


44931 


0.0 


50.0 


8.0 


365 


45635 


0.0 


50.0 


8.0 


366 


46345 


0.0 


37J 


8.0 


390 


44947 


0.0 


50.0 


8.0 


391 


44247 


0.0 


50.0 


8.0 


403 


43501 


0.0 


37.5 


8.0 


406 


43489 


0.0 


50.0 


8.0 


407 


44951 


0.0 


37.5 


8.0 


413 


41755 


0.0 


42.9 


- 7.0 


420 


43541 


0.0 


37.5 


8.0 


424 


44953 


0.0 


50.0 


8.0 


426 


46365 


0.0 


62.5 


8.0 


432 


44909 


0.0 


50.0 


8.0 


435 . 


38210 


0.0 


42.9 


7.0 


443 


38928 


0.0 


42.9 


7.0 


444 


44911 


0.0 


50.0 


8.0 


446 


46361 


0.0 


50.0 


8.0 


450 


39632 


0.0 


42.9 


7.0 


452 


39620 


0.0 


42.9 


7.0 


455 


46363 


0.0 


62.5 


8.0 


458 


41736 


0.0 


57.1 


7.0 


464 


38944 


0.0 


42.9 


7.0 


467 


45605 


0.0 


62.5 


8.0 


468 


45609 


0.0 


100.0 


8.0 


471 


38228 


0.0 


57.1 


7.0 


472 


41740 


0.0 


42.9 


7.0 


476 


41032 


0.0 


42.9 


7.0 


480 


39638 


0.0 


57.1 


7.0 


482 


41760 


0.0 


42.9 


7.0 


490 


41754 


0.0 


71.4 


7.0 


496 


39980 


0.0 


57.1 


7.0 


497 


46315 


0.0 


37.5 


8.0 


507 


40674 


0.0 


42.9 


7.0 


509 


38566 


0.0 


57.1 


7.0 


519 


38590 


0.0 


42.9 


• 7.0 


539 


42813 


0.0 


37.5 


8.0 
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Tables 



SEQIDNO 


SpoOD 


T/N Colon >2x 


T/N Colon <halfe 


T/N Colon Num Ratios 


554 


43515 


0.0 


50.0 


8.0 


558 


41400 


0.0 


42.9 


7.0 


560 


40702 


0.0 


42.9 


7.0 


563 


40000 


0.0 


42.9 


7.0 


573 


38185 


0.0 


42.9 


7.0 


S82 


39587 


0.0 


42.9 


7.0 


587 


44925 


0.0 


' 50.0 


8.0 


592 


39597 


0.0 


57.1 


7.0 


593 


39593 


0.0 


42.9 


7.0 


603 


38893 


0.0 


42.9 


7.0 


606 


42842 


0.0 


62.5 


8.0 


607 


43540 


0.0 


50.0 


8.0 


611 


42840 


0.0 


50.0 


8.0 


614 


43548 


0.0 


37.5 


8.0 


617 


43538 


0.0 


50.0 


8.0 


618 


46340 


0.0 


37.5 


8.0 


644 


39586 


0.0 


42.9 


7.0 


651 


45656 


0.0 


37.5 


8.0 


654 


44254 


0.0 


50.0 


8.0 


655 


45652 


0.0 


37.5 


8.0 


666 


46285 


0.0 


37.5 


8.0 , 


667 


40290 


0.0 


42.9 


7.0 


66S 


40304. 


0.0 


42.9 


7.0 


680 


39592 


■ 0.0 


42.9 


7.0 


682 


44950 


0.0 


37.5 


8.0 


691 


45571 


0.0 


37.5 


8.0 


702 


45654 


0.0 


37.5 


8.0 


703 


45660 


0.0 


37.5 


8.0 


705 


40292 


0.0 


42.9 


7.0 


711 


40294 


0.0 


42.9 


7.0 


722 


46364 


0.0 


37.5 


8.0 


724 


38892 


0.0 


42.9 


7.0 


733 


40998 


0.0 


57.1 


7.0 


736 


40996 


0.0 


57.1 


7.0 


738 


41712 


0.0 


42.9 


7.0 


757 


38196 


0.0 


42.9 


7.0 


773 


44881 


0.0 


37.5 


8.0 


776 


39610 


0.0 


42.9 


7.0 


790 


41016 


0.0 


42.9 


7.0 


793 


39942 


0.0 


42.9 


7.0 


795 


41718 


0.0 


42.9 


7.0 


798 


39938 


0.0 


42.9 


7.0 


801 


46289^ 


0.0 


37.5 


S.0 
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WO TD NO 


ouuux/ 


T/T*J PaIati b»7Y 


1 /iN wOlon ^naux 


1 /IN i^ojoii iNum i\aijos 




41014 


V/.U 


AO 0 


7 n 
/.u 


OV/ # 




n A 


71 A 
/ l.H 


7 A 




jyyHo 


u.u 


AO Q 


7 A 
/.U 


O X V 




U.l/ 


71 A 


7 A 


010 




n n 
u.u 


A*} 0 


7 A 




HI /ZU 


A n 

v.v 


A7 Q 

. 4z.y 


7 A 


5191 


Hi /Zo 


A n 
u.u 


4z.y 


7 A 
/.U 


ODi 




n n 


Q7 ^ 


A 
O.U 




ill '^^fi 


n n 
u.u 


71 A 


7 A 
/.U 




oyyjH- 


A A 


5/.1 


7 A 


ojU 




A A 


AO A 

42 .y 


7 A 






A A 

u.u 


42. y 


9 A 
/.U 


oDO 


jo4uy 


A A 

u,u 


31.7 


>I1 A 

41.U 


OOO 


4U03Z 


A A 

u.u 


>IO A 

42.9 


1 A 

7.U 


ool 


4ZU /U 


A A 
U.U 


<'7 1 

5/.1 


9 A 

7.U 


oo3 


42072 


A A 
U.U 


57.1 


^ A 

7.0 


oo4 


42074 


A A 
U.U 


A^ A 

42.9 


T A 

7.0 


886 


40658 


A A 

0.0 


42.9 


7.0 


o orv 

889 


41372 


A A 

0.0 


, 42.9 


T A 

7.0 


O A< 

8y5 


40670 


A A 

0.0 


42.9 


n A 

7.0 


905 


38147 


A A 
0.0 


42.9 


^ A 

7.0 


915 


39563 


A A 
0.0 


42.9 


^ A 

7.0 


916 


38o63 


A A 

0.0 


42.9 


n A 
7.0 


yio 


QOQ^A 

idojy 


A A 
O.U 


42.9 


A 
7.0 


yil 


40346 


A f\ 

0.0 


A'y A 
42.9 


1 A 
/.O 


y4i 


41046 


A A 
0.0 


42. y 


/.O 


945 


45605 


n A 
O.U 


62.5 


Q A 
O.O 


94o 


y| A'20iC 

403ZO 


A A 

U.U 


Tl A 
/1.4 


9 A 
/.U 


94o 


403zo 


A A 
U.U 


il9 A 

42.9 


7 A 
/.U 


95U 


41U3Z 


A A 

U.U 


A'i A 

42.9 


7 A 
/.U 




4U34Z 


A A 
U.U 


i!7 A 

42.y 


7 A 
/.U 


you 


,41 /4Z 


A A 
U.U 


AO A 

42. y 


7 A 
/.U 




41U50 


A A 

u,u 


^9 A 

42. y 


7 A 
/.U 




43Z15 


A A 
U.U 


<A A 
5U.U 


ft A 
O.U 


y /4 


43ZU3 


A A 
U.U 


^57 < 
3 /,5 


fi A 

' O.U 


y/j 


42497 


A A 
U.U 


3/.5 


Q A 
O.U 


OKI 


49'^n^ 

HZ.?\IJ 


0 A 




O.U 


984 


43209 


0.0 


,50.0 


8.0 


985 


38431 


0.0 


57.1 


7.0 


986 


24379 


0.0 


36.6 


41.0 


989 


43909 


0.0 


100.0 


8.0 


991 


41667 


0.0 


42.9 


7.0 


992 


40985 


0.0 


42.9 


7.0 
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Tables 



SEQIDNO 


SpotID 


T/N Colon >2x 


Tm Colon <ialfic 


T/N Colon Mum Ratios 


996 


38873 


0.0 


42.9 


7.0 


998 


38875 


0.0 


42.9 


7.0 


999 


40977 


0.0 


42.9 


7.0 


1001 


38169 


0.0 


42.9 


7.0 


1005 


40987 


0.0 


42.9 


7.0 


1006 


40261 


0.0 


42.9 


7.0 


1010 


39809 


0.0 


42.9 


7.0 


1015 


40973 


0.0 


42.9 


7.0 


1016 


39579 


0.0 


42.9 


7.0 


1018 


40965 


0.0 


42.9 


7.0 


1024 


40263 


0.0 


42.9 


7.0 


1026 


39811 


0.0 


57.1 


7.0 


1028 


40513 


0.0 


57.1 


7.0 


1031 


39821 


0.0 


42.9 


7,0 


1032 


38871 


0.0 


42.9 


7.0 


1038 


38175 


0.0 


42.9 


7.0 


1053 


40267 


0.0 


42.9 


7.0 


1054 


40273 


0.0 


42.9 


7.0 


1057 


40525 


0.0 


42.9 


7.0 


1064 


41685 


0.0 


42.9 


7.0 


1066 


40991 


0.0 


42.9 


7.0 


1067 


41217 


0.0 


71.4 


7.0 


1072 


39907 


0.0 


57.1 


7.0 


1076 


41221 


0.0 


42.9 


7.0 


1085 


42027 


0.0 


42.9 


7.0 


1106 


41227 


0.0 


42.9 


7.0 


1112 


41923 


0.0 


71.4 


7.0 


1114 


41223 


0.0 


42.9 


7.0 


1124 


38503 


0.0 


42.9 


7.0 


1130 


41933 


0.0 


42.9 


7.0 ' 


1132 


40623 


0.0 


42.9 


7.0 


1135 


38527 


0.0 


42.9 


7.0 


1138 


39905 


0.0 


42.9 


7.0 


1141 


40613 


0.0 


42.9 


7.0 


1142 


40615 


0.0 


42.9 


7.0 


1146 


39925 


0.0 


42.9 


7.0 


1147 


41333 


0.0 


42.9 


7.0 


1152 


40627 


0.0 


,42.9 


7.0 


1153 


41339 


0.0 


42.9 


7.0 


1157 


39933 


0.0 


42.9 


7.0 


1159 


40629 


0.0 


42.9 


7.0 


1166 


42045 


0.0 


42.9 


7.0 


1167 


39921 


0.0 


42.9 


7.0 
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Tables 



cthH th "Kin 


opOuLLI 


T'/KT /^/^Ij-kM "*s.A_, 

1/iN colon >zx 


1/N Dolon <nalix 


1/iN colon JNum icanos 


11 /u 


*fUOJ / 


u.u 


71.4 


T ft 

/.u 


1 1 Q1 
llol 




U.U 


>IA A 

42.9 


T ft 

/.u 


1 1 Q/^ 


/lOOO 1 

43951 


U.U 


37.5 


ft ft 
o.U 


Hoy 


4dUz9 


U.U 


37.5 


Q A 
O.U 




42523 


U.U 


37.5 


O A 

O.U 


1199 


39829 


A A 
U.U 


A1 A 

42.9 


n A 
7.0 


1203 


43923 


A A 
U.U 


^A C 

62.5 


O A 
O.U 


1206 


43229 


A A 

0.0 


50.0 


O A 

8.0 


1 AO 

1208 


it il ^A A 

44629 


A A 

0.0 


37.5 


O A 

8.0 


1220 


ylO A 1 A 

43219 


A A 

0.0 


50.0 


O A 

6.0 


1222 


39835 


A A 

0.0 


t r\f\ f\ 

100.0 


ff A 

7.0 


1231 


il Af AA 

40529 


A A 

0.0 


1 AA A 

100.0 


T A 

7.0 


1234 


43921 


0.0 


37.5 


8.0 


1238 


45319 


0.0 


50.0 


8.0 


1241 


45313 


0.0 


37.5 


8.0 


1245 


44627 


0.0 


37.5 


8.0 


1246 


44631 


0.0 


37.5 


8.0 . 


1250 


40531 


0.0 


42.9 


7.0 


1255 


46035 


0.0 


62.5 


8.0 


1270 


41233 


0.0 


85.7 


7.0 


1274 


40537 


0.0 


42.9 


7.0 


1280 


44637 


0.0 


37.5 


8.0 


1281 


45335 


0.0 


37.5 


8.0 


1290 


40535 


0.0 


57.1 


A A 

7.0 


1292 


41241 


0.0 


^A A 

42.9 


A A 

7.0 


1293 


41943 


0.0 


42.9 


A A 

7.0 


1311 


41947 


0.0 


.42.9 


A A 

7.0 


1382 


38765 


A A 

0.0 


f A 1 

57.1 


A A 

7.0 


1392 


39467 


A A 

0.0 


CA 1 

57.1 


T A 

7.0 


1398 


42861 . 


A A 

0.0 


^A C 

62.5 


O A 

8.0 


1 AA 

1399 


j| Af £A 

43559 


A A 

0.0 


AA f 

37.5 


O A 

8.0 


1401 


38146 


A A 

0.0 


AA C 

37.5 


O A 

8.0 


1402 


A A f f A 

43553 


A A 

0.0 


AA e 

37.5 


O A 

8.0 


1 ilAO 

1408 


43555 


A A 

0,0 


itA A 

42.9 


T A 

7.0 


1412 


A Ail 

39463 


*A A 

0.0 


71.4 


A A 

7.0 


1413 


43557 


A A 

0.0 


vlA A 

42.9 


A A 

7.0 


1413 


4U1/3 


U.U 


4z.y 


T ft 
/.U 


1418 


40167 


0.0 


42.9 


7.0 


1422 


40260 


0.0 


37.5 


8.0 


1429 


44965 


0.0 


37.5 


8.0 


1430 


44969 


0.0 


42.9 


7.0 


1432 


44967 


0.0 


42.9 


7.0 


1442 


40165 


0.0 


42.9 


7.0 
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Tables 



SEQroNO 


SpotID 


T/N Colon >2x 


T/N Colon <hal& 


T/N Colon Nam Ratios 


1446 


44265 


0.0 


42.9 


7.0 


1448 


38162 


0.0 


37.5- 


8.0 


1450 


41678 


' 0.0 


37.5 


8.0 


1452 


40974 


0.0 


37.5 


8.0 


1454 


41674 


0.0 . 


37.5 


8.0 


1458 


46379 


0.0 


37.5 


8.0 


1463 


41670 


0.0 


37.5 


8.0 


1467 


42871 


0.0 


50.0 


8.0 


1472 


38172 


0.0 


37.5 


8.0 


1474 


44273 


0.0 


50.0 


, 8.0 


1475 


44277 


0.0 


50.0 


8.0 


1476 


43569 


0.0 


37.5 


8.0 


1483 


38872 


0.0 


50.0 


8.0 


1486 


43577 


0.0 


50.0 


8.0 


1492 


39576 


0.0 


57.1 


7.0 


1493 


44977 


0.0 


50.0 


8.0 


1501 


39580 


0.0 


62.5 


8.0 


1502 


45689 


0.0 


37.5 


8.0 


1503 


44985 


0.0 


50.0 


8.0 


1504 


45681 


0.0 


75.0 


8.0 


1507 


39578 


0.0 


57.1 


7.0 


1508 


40984 


0.0 


50.0 


8.0 


1510 


39584 


0.0 


42.9 


7.0 


1512 


40990 


0.0 


37.5 


8.0 


1514 


46391 


0.0 


37.5 


8.0 


1516 


41682 


0.0 


42.9 


7.0 


1526 


38769 


0.0 


42.9 


7.0 


1530 


44612 


0.0 


37.5 


8.0 


1532 


44622 


0.0 


37.5 


8.0 


1548 


39473 


0.0 


57.1 


7.0 


1550 


42281 


0.0 


42.9 


7.0 


1553 


45320 


0.0 


37.5 


8.0 


1554 


39479 


0.0 


42.9 


7.0 


1560 


42287 


0.0 


42.9 


7.0 


1561 


45314 


0.0 


37.5 


8.0 


1562 


45326 


0.0 


37.5 


8.0 


1567 


42273 


0.0 


42.9 


7.0 


1S68 


43210 


0.0 


37.5 


8.0 


1573 


43910 


0.0 


37.5 


8.0 


1575 


42279 


0.0 


42.9 


7.0 


1584 


46034 


0.0 


37.5 


8.0 


1585 


43934 


0.0 


50.0 


8.0 


1586 


43936 


0.0 


50.0 


8.0 
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Tables 



SEQ ID NO 


bpotiu 


1/JN colon >2X 


1/iN vxOion ^iiaiix 


T/M r^Alnn 'Niim RatiA^ 


1587 


4400/ 






S 0 
o.v 


1 c o o 

1588 


43222 


U.U 




X 0 

O.v 


t eon 

1589 


40187 


A A 


4z.y 


7 0 


1590 


44626 


A A 


^A A 




1597 


44640 


A A 
U.U 


<n A 


o.u 


1599 


43232 


0.0 


in ^ 
i/.j 


ft n 


1601 


43930 


A A 

U.U 


D /.J 


ft 0 
o.v/ 


1603 


44628 


A A 

0.0 


37.3 


ft n 
o.u 


1609 


A A ^'iO 

44638 


A A 

0.0 


37.3 


ft n 

o.u 


1610 


45332 


A A 

0.0 


CA A 


ft A 
O.U 


1611 


46042 


A A 

0.0 


3 /.3 


ft n 

o.u 


1613 


43228 


A A 

0.0 


37.5 


ft A 
O.U 


1615 


43932 


A A 

0.0 


9T c 

37.5 


fi A 
O.U 


1619 


40183 


0.0 


57.1 


n A 
/.U 


1623 


44260 


0.0 


37.5 


A 
O.U 


1628 


43562 


0.0 


62,5 


A 
O.U 


1632 


43564 


0.0 


37.5 


ft A 
O.U 


1634 


45666 


0.0 


CA A 

50.0 


ft A 
O.U 


1636 


44968 


0.0 


37.5 


ft A 
O.U 


1638 


42852 


0.0 


37.5 


fi A 
O.U 


1642 


44974 


A A 

0.0 


<A A 

30.0 


ft A 
O.U 


1645 


41587 


A A 

0.0 


42.9 


7 A 
/.U 


1646 


44266 


A A 

0,0 


in < 
3/.5 


ft n 

o.u 


1647 


44268 


A A 

0.0 


37.5 


ft A 
O.U 


1648 


44962 


A A 

0.0 


in < 
37.5 


ft A 
o.u 


1653 


44972 


A A 

0.0 


of. J 


ft 0 
o.u 


1654 


45668 


A A 

0.0 


^A A 

5U.U 


ft 0 

o.u 


1662 


41593 


0.0 


An A 
42.9 


7 n 


1664 


45676 


f\ A 

0.0 


<A A 

50.0 


fi A 
O.U 


1667 


42866 


A A 

0.0 


o2.5 


ft A 
O.U 


1669 


44274 


A A 

0.0 


3/. J 


ft n 

o.u 


1673 


42874 


0,0 


<IA A 


ft 0 ' 
o.u 


1675 


42876 


A A 

0.0 


in Js, 
of .J 


ft n 

o.u 


1679 


42289 


A A 

0.0 


37.1 


7 A 
/.U 


1681 


42880 


A A 

0.0 


11 « 
37.3 


ft n 

o.u 


1682 


43580 


A A 

0.0 


<A A 


ft 0 
o.u 


lOoO 




0.0 


37.5 


8.0 


1689 


45682 


0.0 


37.5 ' 


8.0 


1698 


46396 


0.0 


50.0 


8.0 


1703 


38406 


0.0 


57.1 


7.0 


1705 


44282 


0.0 


37.5 


8.0 


1706 


46400 


0.0 


37.5 


8.0 


1717 


46388 


0.0 


37.5 


8.0 
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SEQEDNO 


SpotID 


T/N Colon >2x 


T/N Colon <halfi: 


T/N Colon Num Ratios 


1722 


38416 


0.0 


42.9 


7,0 


1727 


42301 


0.0 


42.9 


7.0 


1728 


44978 


0.0 


37.5 


8.0 


1729 


42543 


0.0 


37.5 


8.0 


1732 


42535 


0.0 


37.5 


8.0 


1733 


45684 


0.0 


50.0 


8.0 


1737 


44990 


0.0 


50.0 


8.0 


1738 


45686 


0.0 


62.5 


8.0 


1739 


46390 


0.0 


37.5 


8.0 


1740 


42531 


0.0 


50.0 


, 8.0 


1746 


43243 


0.0 


37.5 


8.0 


1747 


43947 


0.0 


50.0 


8.0 


1749 


46055 


0.0 


50.0 


8.0 


1753 


44651 


0.0 


37.5 


8.0 


1756 


45347 


0.0 


37.5 


8.0 


1757 


42547 


0.0 


37.5 


8.0 


1758 


39816 


0.0 


42.9 


7.0 


1760 


44643 


0.0 


50.0 


8.0 


1763 


42555 


0.0 


37.5 


8.0 


1764 


39114 


0.0 


57.1 


7.0 


1770 


43945 


0.0 


37.5 


8.0 


1771 


44647 


0.0 


37.5 


8.0 


1776 


45359 


0.0 


37.5 


8.0 


1777 


42551 


0.0 


50.0 


8.0 


1781 


46049 


0.0 


37.5 


8.0 


1785 


42545 


0.0 


37.5 


8.0 


1787 


43261 


0.0 1 


37.5 


8.0 


1788 


44657 


0.0 


50.0 


8.0 


1793 


43249 


0.0 


37.5 


8.0 


1794 


43255 


0.0 


37.5 


8.0 


1796 


43959 


0.0 


50.0 


8.0 


1797 


40524 


0.0 


42.9 


7.0 


1801 


40526 


0.0 


42.9 


7.0 


1808 


43961 


0.0 


50.0 


8.0 


1814 


44661 


0.0 


50.0 


8.0 


1816 


40520 


0.0 


42.9 


7.0 


1819 


46075 


0.0 


50.0 


8.0 


1821 


46079 


0.0 


50.0 


8.0 


1822 


45375 


0.0 


37.5 


8.0 


1823 


41222 


0.0 


42.9 


7.0 


1826 


45367 


0.0 


37.5 


8.0 


1827 


46067 


0.0 


37.5 


8.0 


1831 


41224 


Q.O 


42.9 


7.0 
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SEQroNO 


SpotID 


T/N Colon >2x 


T/N Colon <halfe 


T/N Colon Num Ratios 


1834 


41230 


0.0 


57.1 


7.0 


1836 


39204 


0.0 


42.9 


7.0 


1845 


38504. 


0.0 


42.9 


7.0 


1850 


40612 


0.0 


42.9 


7.0 


1851 


40616 


0.0 


42.9 


7.0 


1854 


40614 


0.0 


42.9 


7.0 


1855 


40624 


0.0 


42.9 


7.0 


1859 


39912 


0.0 


42.9 


7.0 


1861 


39918 


0.0 


42.9 


7.0 


1868 


39906 


0.0 


42.9 


7.0 


1870 


38528 


0.0 


42.9 


7.0 


1875 


39226 


0.0 


42.9 


7.0 


1885 


38514 


0.0 


42.9 


7.0 


1888 


38522 


0.0 


42.9 


7.0 


1891 


■ 39230 


0.0 


42.9 


. 7.0 


1892 


39922 


0.0 


42.9 


7.0 


1898 


39924 


0.0 


42.9 


7.0 


1906 


39936 


0.0 


42.9 


7.0 


1907 


40626 


0.0 


42.9 


7.0 


1913 


41240 


0.0 


57.1 


7.0 


1916 


40225 


0.0 


42.9 


7.0 


1922 


41641 


0.0 


42.9 


7.0 


1927 


42036 


0.0 


42.9 


7.0 


1929 


41938 


0.0 


42.9 


7.0 


1932 


40235 


0.0 


42.9 


7.0 


1935 


38117 


0.0 


42.9 


7.0 


1944 


40929 


0.0 


42.9 


7.0 


1946 


41952 


0.0 


42.9 


7.0 


1949 


39527 


0.0 


57.1 


7.0 


1950 


39533 


0.0 


42.9 


7.0 


1954 


41944 


0.0 


42.9 


7.0 


1957 


42046 


0.0 


42.9 


7.0 


1963 


41342 


0.0 


42.9 


7.0 


1964 


39535 


0.0 


42.9 


7.0 


1969 


40544 


0.0 


42.9 


7.0 


1970 


38821 


0.0 


42.9 


7.0 


1971 


40231 


0.0 


42.9 


7.0 


1972 


41647 


0.0 


42.9 


7.0 


1973 


41344 


0.0 


42.9 


7.0 


1977 


38823 


0.0 


42.9 


7.0 


1980 


40943 


0.0 


42.9 


7.0 


1988 


38831 


0.0 


42.9 


7.0 


1990 


38127 


0.0 


42.9 


7.0 
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Tables 



SEQIDNO 


Spot© 


T/N Colon >2x 


T/N Colon <hal& 


T/N Colcm Num Ratios 


1992 


42044 


0.0 


42.9 


7.0 


2007 


40945 


0.0 


42.9 


7.0 


2008 


40953 


0.0 


42.9 


7.0 


2013 


38135 


0.0 


42.9 


7.0 


2015 


40959 


0.0 


42.9 


7.0 


2022 


40249 


0.0 


42.9 


7.0 


2034 


39551 


0.0 


. 42.9 


7.0 


2036 


40949 


0.0 


42.9 


7.0 


2038 


41651 


0.0 


42.9 


7.0 


2042 


38143 


0.0 


42.9 


7.0 


2043 


38835 


0.0 


42.9 


7.0 


2045 


38843 


0.0 


42.9 


7.0 


2060 


41987 


0.0 


42.9 


7.0 


2068 


40587 


0.0 


42.9 


7.0 


2072 


39875 


0.0 


42.9 


7.0 


2076 


40589 


0.0 


42.9 


7.0 


2077 


38471 


0.0 


42.9 


7.0 


2079 


38483 


0.0 


42.9 


7.0 


2081 


41283 


0.0 


42.9 


7.0 


2120 


39195 


0.0 


42.9 


7.0 


2121 


39891 


0.0 


42.9 


7.0 


2125 


39193 


0.0 


42.9 


7.0 


2130 


39199 


0.0 


42.9 


7.0 


2158 


40593 


0.0 


42.9 


7.0 


2163 


40603 


0.0 


42.9 


7.0 


2177 


42009 


0.0 


42.9 


7.0 


2185 


39526 , 


0.0 


42.9 


7.0 


2187 


39536 


0.0 


42.9 


7.0 


2193 


40942 


0.0 


42.9 


7.0 


2195 


38120 


0.0 


42.9 


7.0 


2199 


40238 


0.0 


42.9 


7.0 


2202 


40240 


0.0 


42.9 


7.0 


2204 


39522 


0.0 


42.9 


7.0 


2206 


39534 


0.0 


42.9 


7.0 


2208 


42011 


0.0 


42.9 


7.0 


. 2214 


42013 


0.0 


42.9 


7.0 


2224 


38132 


0.0 


42.9 


7.0 


2229 


40256 


0.0 


42.9 


7.0 


2235 


42343 , 


0.0 


37.5 


8.0 


2236 


43041 


0.0 


37.5 


8.0 


2237 


38144 


0.0 


42.9 


7.0 


2239 


39548 


0.0 


57.1 


7.0 


2243 


38842 


0.0 


42,9 


7.0 
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SEQDDMO 


SpotID 


T/N Colon >2x 


T/N Colon <hal& 


T/N ColoaNum Ratios 


2247 


38142 


0.0 


42,9 


7.0 


2250 


38138 


0.0 


42.9 


7.0 


2257 


39552 


0.0 


57.1 


7.0 


2263 


39544 


0.0 


42.9 


7.0 


2270 


41650 


0.0 


42.9 


7.0 


2271 


40952 


0.0 


42.9 


7.0 


2272 


41652 


0.0 


42.9 


7.0 


2278 


38470 


0.0 


42.9 


7.0 


2279 


40954 


0.0 


42.9 


7.0 


22Sg 


43753 


0.0 


50.0 


8.0 


2290 


39176 


0.0 


57.1 


7.0 


2293 


39874 


0.0 


42.9 


, 7.0 


2294 


40590 


0.0 


42.9 


7.0 


2300 


40592 


0.0 


42.9 


7.0 


2304 


41292 


0.0 


42.9 


7.0 


2312 


39180 


0.0 


42.9 


7.0 


2314 


41294 


0.0 


42.9 


7.0 


2323 


39192 


0.0 


42.9 


7.0 


2326 


39888 


0.0 


42.9 


7,0 


2327 


40584 


0.0 


42.9 


7.0 


2328 


41282 


0.0 


42.9 


7.0 


2329 


41990 


0.0 


42.9 


7.0 


2336 


39184 


0.0 


42.9 


7.0 


2338 


44459 


0.0 


62.5 


8.0 


2340 


40586 


0.0 


42.9 


7.0 


2341 


41992 


0.0 


42.9 


7.0 


2342 


44457 


0.0 


37.5 


8.0 


2345 


40580 


0.0 


42.9 ■ , 


7.0 


2346 


39186 


0.0 


85.7 


7.0 


2347 


43747 


0.0 


50.0 


8.0 


2349 


41288 


0.0 


42.9 


7.0 


2350 


41986 


0.0 


42.9 


7.0 


2352 


38494 


0.0 


71.4 


7.0 


2353 


39188 


0.0 


85.7 


7.0 


2354 


41996 


0.0 


42.9 


7.0 


2359 


40608 


0.0 


42.9 


7.0 


2364 


45165 


0.0 


50.0 


8.0 


2367 


41312 


0.0 


42.9 


7.0 


2368 


39198 


0.0 


42.9 


7.0 


2370 


41306 


0.0 


42.9 


7.0 


2371 


39904 


0.0 


57.1 


7.0 


2374 


45163 


0.0 


37.5 


8.0 


2376 


42002 


0.0 


42.9 


' 7.0 . 
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SEQIDNO 


SpotH) 


T/N Colon >2x 


T/N Colon <halfe 


T/N Colon Num Ratios 


2380 


41310 


0,0 


42.9 


7.0 


2383 


39200 


0.0 


42.9 


7.0 


2386 


42899 


> 0.0 


50.0 


8,0 


2388 


45869 


0.0 


37.5 


8.0 


2390 


42901 


0.0 


37.5 


8.0 


2393 


45709 


0.0 


62.5 


8.0 


2400 


42893 


0.0 


50.0 


8.0 


2404 


43585 


0.0 


37.5 


8.0 


2408 


43599 


0.0 


50.0 


8.0 


2412 


43587 


0.0 


37.5 


8.0 


2413 


44301 


0.0 


50.0 


8.0 


2414 


46411 


0.0 


37.5 


8.0 


2415 


42909 


0.0 


62.5 


8.0 


2422 


42895 


0.0 


37.5 


8.0 


2423 


44995 


0.0 


37.5 


8.0 


2424 


42911 


0.0 


50.0 


8,0 


2426 


45865 


0.0 


37.5 


8.0 


2429 


42885 


0.0 


37.5 


8.0 


2432 


42887 


0.0 


50.0 


8.0 


2434 


45705 


0,0 


37.5 


8 0 


2439 


42012 


0.0 


42.9 


7.0 


2442 


43593 


0.0 


37.5 


8.0 


2448 


42905 


0.0 


37.5 


80 


2449 


44303 


0.0 


50.0 


8.0 


2456 


45697 


0.0 


50.0 


8 0 


2468 


44305 


0.0 


62.5 


8.0 


2469 


43609 


0.0 


37.5 


8.0 


2471 


45009 


0.0 


50.0 


8.0 


2475 


44317 


0,0 


50,0 


8.0 


2476 


45719 


0.0 


37.5 


8.0 


2477 


43761 


0.0 


50.0 


8.0 


2478 


46431 


0.0 


50.0 


8.0 


2480 


44311 


0.0 


62.5 


8.0 


2483 


45017 


0.0 


50.0 


8.0 


2484 


46421 


0.0 


50.0 


8.0 


2485 


44313 


0.0 


50.0 


8.0 


2487 


45019 


0.0 


37.5 


8.0 


2489 


46417 


0.0 


37.5 


8.0 


2491 


46423 


0.0 


37.5 


8.0 


2496 


45713 


0.0 


37.5 


8.0 


2498 


46425 


0,0 


37.5 


8.0 


2500 


45013 


0.0 


37.5 


8.0 


• 2502 


44319 


0.0 


37.5 


8.0 
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SEQroNO 


SpotID 


TfN Colon >2x 


T/N Colon <halfe 


T/N Colon Num Ratios 


2503 


45723 


0.0 


37.5. 


8.0 


2504 


46427 


0.0 


37.5 


8.0 


2505 


42534 


0.0 


37.5 


8.0 


2511 


43938 


0.0 


37.5 


8.0 


2516 


43950 


0.0 


37.5 


8.0 


2517 


4S360 


0.0 


37.5 


8.0 


2518 


43944 


0.0 


37.5 


8.0 


2524 


45348 


0.0 


37.5 


8.0 


2527 


46052 


0.0 


37.5 


8.0 


2532 


43946 


0.0 


37.5 


8.0 


2534 


43236 


0.0 


37.5 


8.0 


2539 


44650 


0.0 


37.5 


8.0 


2541 


43242 


0.0 


50.0 


8.0 


2544 


43244 


0.0 


50.0 


8.0 


2549 


46056 


0.0 


50.0 


8.0 


2550 


42556 


0.0 


37.5 


8.0 


2551 


43262 


0.0 


50.0 


8.0 


2555 


45169 


0.0 


37.5 


8.0 


2560 


42550 


0.0 


37.5 


8.0 


2563 


42552 


0.0 


37.5 


8.0 


2564 


43966 


0.0 


50.0 


8.0 


2581 


439iS8 


0.0 


37.5 


8.0 


2582 


42554 


0.0 


50.0 


8.0 


2591 


44660 


0.0 


37.5 


8.0 


2592 


45362 


0.0 


37.5 


8.0 


2596 


45376 


0.0 


62.5 


8.0 


2601 


45364 


0.0 


37.5 


8.0 


2604 


45374 


0.0 


37.5 


8.0 


2605 


46066 


0.0 


37.5 


8.0 


2608 


45368 


0.0 


37.5 


8.0 


2609 


46078 


0.0 


50.0 


8.0 


2613 


44668 


0.0 


50.0 


8.0 


2614 


45370 


0.0 


37.5 


8.0 


2619 


43592 


0.0 


37.5 


8.0 


2620 


45875 


0.0 


37.5 


8.0 


2621 


46068 


0.0 


75.0 


8.0 


2623 


42882 


0.0 


37.5 


8.0 


2629 


43588 


0.0 


37.5 


8.0 


2638 


44296 


0.0 


37.5 


8.0 


2639 


43401 


0.0 


50.0 


8.0 


2641 


44298 


0.0 


37.5 


8.0 


2642 


45710 


0.0 


50.0 


8.0 


2646 


45008 


0.0 


50.0 


8.0 
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SpotID 


T/N Colon >2x 


T/N Colon <hal6£ 


T/N Colon Num Ratios 


2647 


42910 


0.0 


62.5 


8.0 


2648 


43596 


0.0 


75.0 


8.0 


2649 


45706 


0.0 


37»5 


8.0 


2655 


46410 


0.0 


37.5 


8,0 


2658 


44994 


0.0 


50.0 


8.0 


2662 


45708 


0.0 


50.0 


8.0 


2666 


46416 


0,0 


37.5 


8.0 


2667 


42912 


0.0 


37.5 


8.0 


2671 


42902 


0.0 


37.5 


8.0 


2673 


44300 


0.0 


37.5 


8.0 


2676 


42904 


0.0 


50.0 


8.0 


2677 


43598 


0.0 


50.0 


8.0 


2686 


42906 


0.0 


50.0 


8.0 


2688 


42695 


0.0 


37.5 


8.0 


2689 


46404 


0.0 


37.5 


8.0 


2690 


42898 


0.0 


50.0 


8.0 


2694 


45885 


0.0 


37.5 


8.0 


2703 


42908 


0.0 


37.5 


8.0 


2704 


44292 


0.0 


37.5 


8.0 


2710 


46412 


0.0 


37.5 


8.0 


2711 


44306 


0.0 


37 5 


8.0 


2713 


43614 


0.0 


37.5 


8.0 


2715 


43616 . 


0.0 


37.5 


8.0 


2718 


43612 


0.0 


50.0 


8.0 


2726 


43606 


0.0 


87.5 


8.0 


2727 


43610 


0.0 


50.0 


8.0 


2729 


43602 


0.0 


37.5 


8.0 


2732 


45714 


0.0 


37.5 


8.0 


2733 


43604 


0.0 


50.0 


8.0 


2739 


45018 


0.0 


50.0 


8.0 


2755 


45718 


0.0 


37.5 


8.0 


2812 


46418 


0.0 


37.5 


8.0 


2885 


46215 


0.0 


37.5 


8.0 


2966 


45529 


0.0 


37.5 


8.0 


2983 


46229 


0.0 


37.5 


8.0 


2984 


45533 


0.0 


50.0 


8.0 


3006 


43756 


0.0 


50.0 


8.0 


3011 


43758 


0.0 


62.5 


8.0 


3082 


46222 


0.0 


37.5 


8.0 


3093 


46212 


0.0 


37.5 


8.0 


3129 


42718 


0.0 


37.5 


8.0 


3145 


42710 


0.0 


37.5 


8.0 


3176 


43424 


0.0 


37.5 


8.0 
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SpotID 


T/N Colon >2x 


T/N Colon <hal& 


T/N Colon Num Ratios 


3193 


44822 


0.0 


37.5 


8.0 


3211 


44818 


0.0 


50.0 


8.0 


3245 


45860 


0.0 


50.0 


8.0 


3257 


45858 


0.0 


37.5 


8.0 


3268 


42356 


0.0 


37.5 


8.0 


3269 


42364 


0.0 


37.5 


8.0 


3278 


45862 


0.0 


37.5 


8.0 


3296 


43064 


0.0 


37.5 


8.0 


3336 


45170 


0.0 


37.5 


8.0 


3339 


43768 


0.0 


50.0 


8.0 


3356 


43776 


0.0 


50.0 


8.0 


3359 


45176 


0.0 


50.0 


8.0 


3388 


42698 


0.0 


50.0 


8.0 


3393 


45184 


0.0 


37.5 


8.0 


3405 


45878 


0.0 


37.5 


8.0 


3412 


45884 


0.0 


37.5 


8.0 


3438 


46020 


0.0 


37.5 


8.0 


3439 


46032 


0.0 


50.0 


8.0 


3442 


46026 


0.0 


37.5 


8.0 


3443 


42516 


0.0 


50.0 


8.0 


3457 


44117 


0.0 


50.0 


8.0 


3463 


42719 


0.0 


50.0 


8.0 


3514 


43423 


0.0 


50.0 


8.0 


3575 


46233 


0.0 


37.5 


8.0 


3595 


43054 


0.0 


50.0 


8.0 


3596 


42352 


0.0 


37.5 


8.0 


3605 


43746 


0.0 


50.0 


8.0 


3613 


42366 


0.0 


50.0 


8.0 


3650 


40101 


0.0 


42.9 


7.0 


3656 


39407 


0.0 


42.9 


7.0 


3698 


38695 


0.0 


42.9 


7.0 


3702 


40107 


0.0 


42.9 


7.0 


3711 


39401 


0.0 


42.9 


7.0 


3716 


39405 


0.0 


42.9 


7.0 


3723 


38697 


0.0 


42.9 


7.0 


3836 


42213 


0.0 


42.9 


7.0 


3870 


38717 


0.0 


42.9 


7.0 


3881 


38719 


0.0 


■ 42.9 . 


7,0 


3919 


38707 


0.0 


42.9 


7.0 


3934 


38713 


0.0 


42.9 


7.0 


3955 


39419 


0.0 


42.9 


7.0 


4028 


42274 


0.0 


42.9 


7.0 


4039 


38772 


0.0 


42.9 


7.0 
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SEQroNO 


SpotlD 


T/N Colon >2x 


- 

T/N Colon <halfe 


T/N Coton Num Ratios 


4041 


42286 


0.0 


42.9 


7.0 


4045 


38770 


0.0 


42.9 


7.0 


4055 


42282 


. 0.0 


42.9 


7.0 


4059 


42284 


0.0 


42.9 


7.0 


4097 


38774 


0.0 


42.9 


7.0 


4124 


40313 


0.0 


42.9 


7.0 


4131 


45625 


0.0 


50.0 


8.0 


4137 


41005 


0.0 


42.9 


7.0 


4140 


38203 


0.0 


42.9 


7.0 


4145 


46325 


0.0 


37.5 


8.0 


4146 


39611 


0.0 


42.9 


7.0 


4147 


40309 


0.0 


57.1 


7.0 


4153 


45619 


0.0 


37.5 


8.0 


4163 


41697 


0.0 


42.9 


7.0 


4166 


38899 


0.0 


42.9 


7.0 


4170 


38903 


0.0 


42.9 


7.0 


4171 


41003 


0.0 


42.9 


7.0 


4173 


40995 


0.0 


42.9 


7.0 


4175 


46321 


0.0 


37.5 


- 8.0 


4177 


41017 


. 0.0 


42.9 


7.0 


4182 


42474 


0.0 


50.0 


8.0 


4195 


42478 


0.0 


37.5 


8.0 


4197 


4101S 


0.0 


42.9 


7.0 


4212 


41713 


0.0 


42.9 


7.0 


4214 


42480 


0.0 


37.5 


8.0 


4217 


43886 


0.0 


37.5 


8.0 


4228 


43888 


0.0 


37.5 


8.0 


4240 


44586 


0.0 


37.5 


8.0 


4252 


43188 


0.0 


37.5 


8.0 


4254 


45304 


0.0 


62.5 


8.0 


4263 


45996 


0.0 


37.5 


8.0 


4275 


46016 


0.0 


37.5 


8.0 


4277 


43198 


0.0 


37.5 


8.0 


4279 


44606 


0.0 


50.0 


8.0 


4282 


42496 


0.0 


50.0 


8.0 


4285 


43900 


0.0 


37.5 


8.0 


4286 


44608 


0.0 


37.5 


8.0 


4288 


43902 


0.0 


,75.0 


8.0, 


4290 


46006 


0.0 


37.5 


8.0 


4293 


43192 


0.0 


37.5 


8.0 


4296 


42490 


0.0 


37.5 


8.0 


4299 


43896 


0.0 


37.5 


8.0 


4305 


42492 


0.0 


37.5 


8.0 
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SEQroNO 


SpotE) 


T/N Colon >2x 


T/N Colon <hal& 


T/N Colon Num Katies 


4307 


46008 


0.0 


50.0 


8.0 


4317 


39941" 


0.0 


42.9 


7.0 


4324 


42053 


0.0 


42.9 


7.0 


4341 


38541 


0.0 


42.9 


7.0 


4343 


42055 


0.0 


42.9 


7.0 


4350 


39241 


0.0 


42.9 


7.0 


4371 


40647 


0.0 


42.9 


7.0 


4384 


41355 


0.0 


42.9 


7.0 


4386 


39261 


0.0 


42.9 


7.0 


4395 


39967 


0.0 


42.9 


7.0 


4397 


38559 


0.0 


42.9 


7.0 


4400 


40663 


0.0 


42.9 


7.0 


4403 


40669 


0.0 


42.9 


7.0 


4408 


39263 


0.0 


42.9 


7.0 


4421 


44930 


0.0 


37.5 


8.0 


4424 


42071 


0.0 


42.9 


7.0 


4425 


45638 


0.0 


37.5 


8.0 


4428 


44228 


0.0 


37.5 


8.0 


4429 


41371 


0.0 


42.9 


7.0 


4434 


45640 


0.0 


50.0 


8.0 


4435 


44163 


0.0 


37:5 


8.0 ' 


4436 


44171 


0.0 


37.5 


8.0 


4439 


42818 


0.0 


50.0 


8.0 


4440 


45634 


0.0 


50.0 


8.0 


4441 


45644 


0.0 


50.0 


8.0 


4447 


43471 


0.0 


37.5 


8.0 


4448 


43536 


0.0 


62.5 


8.0 


4453 


44944 


0.0 


37.5 


8.0 


4454 


45646 


0.0 


37.5 


8.0 


4457 


44238 


0.0 


37.5 


8.0 


4458 


44936 


0.0 


50.0 


8.0 


4461 


44161 


0.0 


37.5 


8.0 


4469 


44938 


0.0 


50.0 


8.0 


4470 


45636 


0.0 


50.0 


8.0 


4477 


44804 


0.0 


37.5 


8.0 


4483 


44100 


0.0 


50.0 


8.0 


4544 


46230 


0.0 


37.5 


8.0 


4547 


45532 


0.0 


37.5 


8.0 


4557 


45526 


0.0 


50.0 


8.0 


4573 


45536 


0.0 


37.5 


8.0 


4593 


41535 


0.0 


42.9 


7.0 


4594 


40123 


0.0 


57.1 


7.0 


4600 


41525 


0,0 


42.9 


7.0 
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SEQIDNO 


SpotID 


T/N Colon >2x 


T/N Colon <halfic 


T/N Colon Num Ratios 


4611 


40817 


0.0 


42.9 


7.0 


4620 


40821 


0.0 


42.9 


7.0 


4629. 


41529 


0.0 


42.9 


7.0 


4632 


40825 


0.0 


42.9 


7.0 


4645 


41527 


0.0 


42.9 


7.0 


4696 


41527 


0.0 


42.9 


7.0 


4718 


40823 


0.0 


' 42.9 


7.0 


4727 


38758 


0.0 


57.1 


7.0 


4729 


42229 


0.0 


42.9 


7.0 


4743 


38764 


0.0 


42.9 


7.0 


4754 


42235 


0.0 


42.9 


7.0 


4768 


42239 


0.0 


42.9 


7.0 


483S 


39472 


0.0 


42.9 


7.0 


4922 


40868 


0.0 


57.1 


7.0 


4938 


40866 


0.0 


42.9 


7.0 


4950 


41576 


0.0 


42.9 


7.0 


4978 


40870 


0.0 


42.9 


7.0 


5065 


39488 


0.0 


42.9 


7.0 


5117 


40888 


0.0 


42.9 


7.0 


5140 


40886 


0.0 


42.9 


7.0 


5150 


40890 


0.0 


42.9 


7.0 


5165 


41588 


0.0 


42.9 


7.0 


5186 


41596 


0.0 


42.9 


7.0 


5228 


42290 


0.0 


42.9 


7.0 


5252 


43118 


0.0 


50.0 


8.0 


5300 


43114 


0.0 


62.5 


8.0 


5341 


45220 


0.0 


37.5 


8.0 


5360 


44518 


0.0 


37.5 


8.0 


5539 


43120 


0.0 


37.5 


8.0 


5559 


43812 


0.0 


50.0 


8.0 


5596 


43810 


0.0 


50.0 


8.0 


5643 


45224 


0.0 


50.0 


8.0 


5649 


45226 


0.0 


37.5 


8.0 


5665 


45922 


0.0 


37.5 


8.0 


5671 


43265 


0.0 


37.5 


8.0 


5701 


42573 


0.0 


37.5 


8.0 


5724 


45232 


0.0 


37.5 


8.0 


5752 


41161 


0.0 


71.4 


7.0 


5763 


41163 


0.0 


42.9 


7.0 


5812 


44591 


0.0 


50.0 


8.0 


5815 


43189 


0.0 


37.5 


8.0 


5817 


45293 


0.0 


37.5 


8.0 


5818 


42487 


0.0 


37.5 


8.0 
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eS 


SEQ ID NO 


SpotID 


T/N Colon >2x 


T/N Colon <halfe 


T/N Colon Num Ratios 


SS21 


43191 


0.0 


37.5 


8.0 


5825 


38917 


0.0 


42.9 


7.0 


5829 


38913 


0.0 


42.9 


7.0 


5836 


41875 


0.0 


42.9 


7.0 


5837 


45987 


0,0 


37.5 J 


8.0 


5847 


45289 


0.0 


37.5 


8.0 


5848 


45989 


0.0 


50.0 


8.0 


5979 


44537 


0.0 


50.0 


8.0 


80 


44681 


12.5 


37.5 


8.0 


86 


43981 


12.5 


50.0 


8.0 


78 


44675 


37.5 


0.0 


8.0 


104 


42428 


37.5 


0.0 


8.0 


3248 


45866 


37.5 


0.0 


8.0 


1853 


39216 


42.9 


0.0 


7.0 


2049 


41657 


42.9 


0.0 


7.0 


5148 


40188 


42.9 


0.0 


7.0 


16 


44200 


50.0 


0.0 


8.0 


3619 


43404 


50.0 


0.0 


8.0 


600 


42108 


57.1 


. 0.0 


7.0 


4684 


40125 


57.1 


0.0 


7.0 


1591 


44634 


62.5 


0.0 


8.0 


1518 


46399 


71.4 


0.0 


7.0 


1978 


38827 


71.4 


0.0 


7.0 


17 


44202 


75.0 


0.0 


8.0 


1975 


41244 


85.7 


0.0 


7.0 


118 


43970 


87.5 


0.0 


8.0 


114 


43972 


100.0 


0.0 


8.0 
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ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00007960D:E09 


ES168 


142842 


1513.A14.g243J00454 


M00007963D:D03 


ES 168 


142614 


1513.A15.gz43J00470 


M00021925A:H07 


ES 168 


120049 


1513,D19,gz43J00537 


M00022072A:E12 


ES 168 


153316 


I513.EI4.gz43J00458 


M00022135D:D06 


ES 168 


145815 


1513.F09.gz43 300379 


M00022255B:F12 


ES 168 


158321 


1513.H09.gz43_300381 


M00022445I>:E12 


ES 168 


101499 


1513 J13.fiz43 300447 


M00022537D:C05 


ES 168 


168195 


1513 LIO ez43 300401 


M00022622A:G01 


ES 168 


99011 


1513N16ez43 300499 


M00022648C:D08 


ES 168 


169458 


1513 O03 2243 300292 


M00022710C:H03 


ES 168 


171073 


1513 P18 C243 300533 


MO0023406A:GO3 


ES 168 


189993 


1521 C14cz43 303619 


M00027018B:F01 


ES 168 


94539 


1521 F23 ez43 303766 


M00027100A:D12 


ES 168 


220463 


1521.H05.g243 303480 


M00027103D;B05 


ES 168 


189073 


1521H06fiz43 303496 


M00027123DF02 


ES 168 


186594 


1521 HI 3 2243 303608 


M00027126CH05 


ES 168 


222818 


1521 H14 E243 303624 


M00027219B:G12 


ES 168 


188309 


1521.J06.gz43_303498 


M00027287B:H10 


ES 168 


217042 


1521.K08.gz43 303531 


M00027514C:F01 


ES 168 


187525 


1521.N10.gz43 303566 


M00027517C:F08 


ES 168 


215366 


1521.N12.gz43_303598 


M00027586B:B03 


ES 168 


218904 


1521.O13.gz43_303615 


M00027587C:F02 


ES 168 


185056 


152 1 .0 16.gz43_303663 


M00027694C:C11 


ES 168 


186404 


1521 .P20.gz43_303728 


M00028061D:D10 


ES 168 


432159 


2 128.A24.gz43_277785 


M00028359D:F09 


ES 168 


188377 


2128 H15 B243 277648 

An A A* \7 •A A A «^ * Ar • # W 


M00028627BF12 


ES 168 


427799 


2128K06s243 277507 


M00032476D:F07 


ES 168 


155615 


2128 P17fiz43 277688 

A^AArfV*A A * ♦JB%^ w A* • • W%# 


M00032477A:B02 


ES 168 


125604 


2128P18&Z43 277704 

A#AA«V*A Av»^bAr^«^ Ar ' • # 


M00032685B:C10 


ES 168 


427571 


2130.H13,g243 278017 


M00032686C:D10 


ES 168 


38494 


2130.H16.g243_278065 


M00032686D:G09 


ES 168 


78607 


213O.H18,gz43_278097 


M00032695B:A01 


ES 168 


44615 


2130.120.gz43_278130 


M00032703D:E10 


ES 168 


90192 


2130J18.gz43_278099 


M00032732A:A03 


ES 168 


376753 


2 1 30.M2 1 .g243_278 1 50 


M00032736A:B06 


ES 168 


429735 


2130.N02,g243J277847 


M00032738D:G11 


ES168 


436888 


2130.N09,gz43^277959 


M00032745C:F03 


ES 168 


72838 


2130.O05.g243J77896 


M00032766A:A10 


ES168 


427907 


2131A01.g243^307885 


M00032779A:A04 


ES 168 


37875 


2131A19.g243J08173 


M00032780A:B09 


ES 168 


48238 


2131.A23.gz43J08237 


M00032783A:H08 


ES 168 


226324 


2131.B04.g243J07934 


M00032786A:H04 


ES 168 


221686 


2131.B14.gz43J08094 


M00032809B:E10 


ES 168 


441801 


2131.E06.gz43_307969 
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ClonelD 


ESKo 


ClusterlD 


SequenoeName 


M00032811A:G10 


ES 168 


48238 


2131.E12.gz43_308065 


M00032857A:B02 


ES168 


34071 


, 2131.113.gz43_308085 


M00032858DJI11 


ESI68 


26926 


2131.119.gz43_308181 


M00032859C:E04 


ES168 


441874 


2131. 121 .gz43_308213 


M00032865A:D11 


ES168 


440284 


2131.J16.gz43_308134 


M00032872B:A02 


ES168 


62016 


2131.Kll.gz43_308055 


M00032886A:D04 


ES 168 


48238 


2131,M02.gz43_307913 


M00032914B:D09 


ES 168 


12481 


2131.P18.gz43_308172 


M00032915B:D01 


ES168 


37805 


2131.P19.gz43_308188 


M00039047C-A05 


ES168 


376044 


2152A18.gz43_278491 


M00039052B:H03 


ES168 


36453 


2152B14.gz43_278428 


M00039069D:E12 


ES 168 


387530 


2152.D12.g243_278398 


M00039109AJi09 


ES168 


375655 


2152.H10.gz43_278370 


M00039121C:C06 


ES168 


375415 


2152.J18.g243_278500 


M00039183B:E03 


ES168 


400617 


2176.A09.gz43_281808 


M00039184A:A08 


ES168 


400047 


2176.A13.g243_281872 


M00039184C:C05 


ES 168 


402411 


2176Al6.gz43_281920 


M00039214C:D12 


ES 168 


390563 


2153.D08.gz43_27g834 


M00039222C:G06 


ES 168 


375706 


2153.F03.gz43_278756 


M00039240A:H08 


ES168 


390017 


2153.108.g243_278839 


M00039241A:H11 


ES168 


376384 


2153.in.gz43_278887 


M00039244C:F10 


ES 168 


379046 


2153.306.gz43_278808 


M00039251A:G12 


ES 168 


372952 


2153.K14.g243_278937 


M00039274C:D12 


ES 168 


377596 


2153.O08.g243_278845 


M00039330B:H09 


ES 168 


60037 


2154.G05.gz43_279173 


M00039336A:C07 


ES 168 


376044 


2154.G21.g243_279429 


M00039346C:G08 


ES 168 


390968 


2154.118.gz43_279383 


M00039363B:H10 


ES 168 


409330 


2176.B02.gz43_281697 


M00039366C:B10 


ES 168 


400171 


2176.B12.gz43_281857 


M00039366DJV02 


ES168 


404736 


2176.B13.gz43_281873 


M00039369D:DI1 


ES 168 


407195 


2176.C02.g243_281698 


M00039371A:E01 


ES 168 


407443 


2176.C07.gz43_281778 


M00039373B:B09 


ES 168 


403671 


2176.C12.gz43_281858 


M00039375A:C09 


ES 168 


411124 


2176.Cl7.g243_281938 


M00039379A:D03 


ES 168 


411985 


, 2176.D02.gr43_281699 


M00039404B:G11 


ES168 


377696 


2154.M04.gz43_279163 


M00039440C:F09 


ES 168 


376255 


2155.A24.gz43_279855 


M00039451B:C06 


ES 168 


389425 


2155.B19.gz43_279776 


M00039451B:F01 


ES168 


378420 


2155.B21.g243_279808 


M00039457A:D07 


ES 168 


373973 


2155.C12.g243_279665 


M00039479A:A10 


ES 168 


376439 


2155.F16.gz43_279732 


M00039479D:C06 


ES 168 


375510 


2155.F21.gz43_279812 


M00039499C:G09 


ES 168 


413767 


2176.E09.gz43_281812 


M00039502D:H03 


ES168 


401675 


2176.E19.gz43_281972 
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ESNo 
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SequenceName 


M0OO39503B:GO5 


ES 168 


413621 


2176.F01.gz43_281685 


M00039503D:E08 


ES 168 


412621 


2176.F02.gz43_281701 


M00039504B:F05 


ES168 


402941 


2176.F06.gz43_281765 


M00039505B:G07 


ES168 


413627 


2176.F13.gz43_28I877 


M00039507D:E03 


ES168 


412483 


2176.F24.gz43_282053 


M00039508D:C03 


ES 168 


411113 


2176.G03.gz43_281718 


M00039514A:G03 


ES 168 


402392 


2176.G24.g243_282054 


M000395i4B:E07 


ES168 


407711 


2176.H02.gz43_281703 


M00039516C:H06 


ES168 . 


400633 


2176.H09.g243_281815 


M00039521A:D02 


ES168 


400454 


2176JH20.g243_281991 


M00039521C:B01 


ES168 


405932 


2176JH22.gz43_282023 


M00039523A:D09 


ES168 


402411 


2176.104.gz43_281736 


M00039525B:H03 


ES168 


409612 


2176.114.gz43_281896 


M00039527B:D06 


ES168 


406855 


2176.119.gz43_281976 


M00039530B:H07 


ES 168 


414355 


2176.J04.gz43_281737 


M00039534A:H04 


ES 168 


49950 


2176.J13.gz43_281881 


M00039534D:E07 


ES 168 


412416 


2176J17.gz43_281945 


M00039536B:E10 


ES 168 


402147 


2176,J20.gz43_281993 


M00039536B:H03 


ES168 


413997 


2176.J21.gz43_282009 


M00039537B:F06 


ES168 


401510 


2176.J24.gz43_282057 


M00039562A:D10 


ES168 


400428 


2176.K08.gE43_281802 


M00039562D:B02 


ES 168 


400233 


2176.K10.gz43_281834 


M00039562D:G01 


ES 168 


408986 


2176.Kll.gz43_281850 


M00039563C:D01 


ES 168 


407260 


2176.K13.gz43_281882 


M00039564B:F08 


ES 168 


408306 


2176JK18.gz43_281962 


M00039564C:H05 


ES 168 


409589 


2176.K21.gz43_282010 


M00039565B:H09 


ES 168 


402287 


2176.K24.gz43_282058 


M00039S66D:E08 


ES168 


400628 


2176.L06.gz43_281771 


M00039568C:E05 


ES 168 


94771 


2176.Lll.g243_281851 


M00039583A:G09 


ES 168 


408649 


2176.L24.g243_282059 


M00039586A:C03 


ES168 


406499 


2176.M13.g243_281884 


M00039586D:D05 


ES168 


406734 


2176.M17.g243^281948 


M00039588A:H12 


ES 168 


202308 


2176.M20.gz43_281996 


M00039588B:H02 


ES168 


409262 


2176.M21.gz43_282012 


M00039588D:F10 


ES168 


402049 


2176.M22.gz43_282028 


M00039592C:F09 


ES168 


413346 


^ 2176.N07.gz43_281789 


M00039592D:E01 


ES 168 


401005 


2l76.N09.gz43_281821 


M00039594A:F09 


ES 168 


413133 


2176.N14.gz43_281901 


M00039599A:E08 


ES 168 


407964 


2176.O07.gz43_281790 


M00039605D:E02 


ES 168 


401426 


2176.P01.gz43_281695 


M00039606C:B07 


ES168 


202308 


2176.P07.gz43_281791 


M00039607A:F05 


ES168 


402147 


2176.P09.gz43_281823 


M00039610A:G11 


ES 168 


413915 


2176.P23.gz43_282047 


M00039619C:B01 


ES 168 


376994 


2155.116.gz43_279735 
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M00039632A:C01 


ES168 


60037 


2155.J03.gz43_279528 


M00039664B:H10 


ES168 


376839 


2155.N05.gz43_279564 


M00039665C:B01 


ES168 


.379805 


2155.N15.gz43_279724 


M00039674B:G11 


ES 168 


373680 


2155.Pll.gz43_279662 


M00039675C:C05 


ES 168 


379879 


2155.P22.gz43_279838 


M00039679C:A02 


ES 168 


379279 


2164.A24.g243_280239 


M00039681B:F05 


ES 168 


379046 


2164.B15.gz43_280096 


M00039698A:A06 


ES 168 


396785 


2164.D18.gz43_280146 


M00039730B:B07 


ES168 


398028 


2164J118.gz43_280150 


M00039734A:E06 


ES168 


377772 


2178A12.gz43_282310 


M00039752D:D07 


ES16g 


402070 


2178.B16.8z43_282375 


M00039753B:A11 


ES 168 


401748 


2178.B17.gz43_282391 


M00039760B:F12 


ES16S 


419751 


2178.C15.gz43_282360 


M00039760C:H07 


ES168 


420504 


2178.C18.gz43_282408 


M00039774A:E11 


ES 168 


380025 


2164.110.gz43_280023 


M00039778D:D05 


ES 168 


397167 


2164.J03.gz43_279912 


M00039820D:F08 


ES 168 


376074 


2164.O24.gz43_280253 


M00039823D;D09 


ES 168 


216179 


2164.P10.gz43_280030 


M00039871C:C01 


ES 168 


398061 


2165.F09.gz43_280388 


M00039883D:G06 


ES168 


373905 


2165.H01.gz43_280262 


M00039885B:A10 


ES168 


393635 


2165.H06.gz43_280342 


M00039893A:G12 


ES168 


376808 


2165.110.gz43_280407 


M00039905B:F09 


ES 168 


376773 


2165.K01.gz43_280265 


M00039977C:C05 


ES168 


67549 


2165.P01.gz43_280270 


M00039978D:C04 


ES168 


396969 


2165.P07.gz43_280366 


M00039986B:A11 


ES 168 


375655 


2166.A06.gz43_281279 


M00039988B:C08 


ES 168 


379879 


2166.All.gz43_281359 


M00040001A:H02 


ES 168 


398831 


2166.A23.gz43_281551 


M00040070C:D11 


ES 168 


377696 


2166Jll.gz43_281368 


M00040076B:D01 


ES168 


233814 


2166.K07.gz43_281305 


M00040096D:C03 


ES 168 


379879 


2166.N07.gz43_281308 


M00040113C:H09 


ES168 


185432 


2166.P24.gz43_281582 


M00040134A:A07 


ES16g 


402411 


2178.D07.gz43l282233 


M00040141A:G10 . 


ES168 


417259 


2178.C04.gz43_282186 


M00040145B:C12 


ES168 


385980 


2178.E21.gz43_282458 


M00040160C:A04 


Esies 


414821 


2178.G05.gz43_282204 


M00040161C:H06 


ES 168 


417426 


2178.Gll.gz43_282300 


M00040161D:C03 


ES 168 


415527 


2178.G12.gz43_282316 


M00040171B:F01 


ES 168 


416819 


2178.H19.gz43_282429 


M00040171B:H03 


ES 168 


402353 


2178.H20.gz43_282445 


M00040181B:B06 


ES16g 


418340 


2178.J12.gz43_282319 


M00040181B:C05 


ES 168 


403837 


2I78J13.gz43_282335 


M00040183B:C06 


ES 168 


418682 


2178.K02.gz43_282160 


M00040183D:C08 


ES16g 


402534 


2178.K05.gz43_282208 
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SequenceName 


M00040188B:E05 


ES168 


419255 


2178.L07.g243_282241 


M00040189D:A06 


ES168 


403154 


2178.L12.gz43_282321 


M00040I90B:C02 


ES168 


418482 


•2178.L14.gz43_282353 


M00040196B:F10 


ES168 


416914 


2178.L20.gz43_282449 


M00040197B:D05 


ES168 


415950 


2178.M03.gz43_282I78 


M00040222A:E06 


ES 168 


57183 


2I78.M22.gz43_282482 


M00040222C:E06 


ES 168 


416370 


2178.N03.gz43_282179 


M00040223B:G05 


ES 168 


417240 


• 2178.N07.gz43_282243 


M00040227A:E07 


ES168 


402070 


2178.N16.gz43_282387 


M00040230B:B01 


ES 168 


415058 


2178.O07.gz43_282244 


M00040233C:F09 


ES168 


416762 


2178.021.gz43_282468 


M00040235C:D02 


ES168 


402049 


2178.P04.gz43 282197 










M00039747A:H06 


ES 169 


423884 


2184.A03.gz43_282699 


M00039748A:E12 


ES 169 


422788 


2184A05.gz43_282731 


M00039749B:G05 


ES169 


402298 


2184.A08.gz43_282779 


M00039750C:F08 


ES 169 


403306 


2184.A17.gz43_282923 


M00039762C:D11 


ES 169 


140224 


2184A22.gz43_283003 


M00039770C:B08 


ES169 


424793 


2184.B21.gz43_282988 


M00039947A:G06 


ES 169 


423202 


2184.C17.g243_282925 


M0003995OC:CO5 


ES 169 


403306 


2184.D01.gz43_282670 


M00039958D;D05 


ES 169 


402049 


2184.D16.gz43_282910 


M000402]Op:C09 


ES 169 


424996 


2184.F12.gz43_282848 


M00040248A:G09 


ES169 


402941 


2178,P19.gz43_282437 


M(K>040294B:E09 


ES 169 


402298 


2184.G24.gz43_283041 


M00040297B:G04 


ES 169 


423214 


2184H17.gz43_282930 


M00040318C:B09 


ES169 


403111 


2184.J04.g243_282724 


M0004O319A:E03 


ES169 


422542 


2184.J07,g243„282772 


M00040319C:F08 


ES169 


235376 


2184.J10.g243_282820 


M00040319D:G10 


ES 169 


423534 


2184.Jll.gz43_282836 


M00040320A:B06 


ES 169 


401748 


2184.J12.gz43_282852 


M00040322B:A08 


ES169 


420958 


2184.K02.g243_282693 


M00040323D:F04 


ES169 


423008 


2184.K13.g243_282869 


M00040328D:A03 


ES169 


402298 


2l84.L01.g243_282678 


M00040330D:C12 


ES 169 


421826 


2184.L10.g243_282822 


M00040338C:D05 


ES 169 


396509 


2184.M14.gz43_282887 


M00040347B:B11 


ES 169 


424723 


2184.N13.g243_282872 


M00040363A:G07 


ES 169 


403837 


2184.O04.gz43_282729 


M00040364B:E11 


ES169 


422590 


2184.O07.gz43_282777 


M00042341A:D08 


ES169 


0 


1561.A04.gz43_314441 


M00042341A:H04 


ESI69 


0 


1561JV06.gz43_314473 


M00042341D:G11 


ES 169 


0 


1561A14.gz43_314601 


M00042342A:B04 


ES 169 


0 


1561. A15.gz43_3 14617 


M00042342C;H03 


ES 169 


0 


1561.A18.gz43_314665 
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M00042342D:D03 . 


ES 169 


0 


1561.A20.gz43_314697 


M00042343A:C05 


ES 169 


. 0 


1561.A24.gz43J14761 


M00042343B:D05 


ES 169 


0 


1 561. B04.gz43_3 14442 


M00042343B:E06 


ES 169 


0 


1561.B05.gz43_314458 


M00042343B:F12 


ES 169 


0 


1561. B06.gz43_3 14474 


M00042343D:F08 


ES 169 


0 


1561. B09.gz43_3 14522 


M00042344B:F02 


ES 169 


0 


1561.B17.gz43_314650 


M00042344B:H12 


ES 169 


0 


1561.B19.gz43_314682 


M00042344D:F03 


ES169 


0 


1561.C01.gz43_314395 


M0004234SA:E04 


ES169- 


0 


1561,C03.gz43_314427 


M00042345BiA05 


ES169 


0 


1561.C05.gz43_314459 


M0O042345D:BOl 


ES 169 


0 


1561.C10.gz43_314539 


M00042345P:D04 


ES169 


0 


156I.C12.gz43_314571 


M00042521A:E10 


ES169 


0 


1561.C16.gz43_3 14635 


M00042521C:F11 


ES 169 


0 


1561.C19.gz43_314683 


M00042521D:G09 


ES 169 


0 


1561.C22.gz43_314731 


M00042522A:A05 


ES 169 


0 


1561. C24.gz43_3 14763 


M00042522C:H10 


ES 169 


0 


1561.D10.gz43_314540 


M00042522D:A08 


ES 169 


0 


1561.Dll.gz43_314556 


M00042523B:H01 


ES 169 


0 


1561.D20.gz43_314700 


M00042523C:E08 


ES169 


0 


1561.D23.gz43_314748 


M00042523C:H04 


ES169 


0 


1561.E02.gz43_314413 


M0O042523C-HO6 


ES 169 


0 


1561.E03.gz43_314429 


M00042524C:C12 


ES 169 


0 


1561.E15.gz43_314621 


M00042524D:A10 


ES169 


0 


1561.E17.gz43_314653 


M00042524D:D06 


ES 169 


0 


1561.E19.gz43_314685 


M00042525C:H07 


ES 169 


0 


1561.F12.gz43_314574 


M00042525D:E01 


ES 169 


0 


1561.F15.gz43_314622 


M00042526A:E10 


ES 169 


0 


1561.F17.gz43_3I4654 


M00042526A:F11 


ES 169 


0 


1561.F19.gz43_314686 


M00042526B:C12 


ES 169 


0 


1561. F20.gz43_3 14702 


M00042526C:B12 


ES169 


0 


1561.F23.gz43_314750 


M00042S26D:A02 


ES169 


0 


1561.F24.gz43_314766 


M00042526D:A05 


ES169 


0 


1561. GO! .gz43_3 14399 


M00042526DA07 


ES169 


0 


1561.G02.gz43_314415 


M00042526D:D04 


ES169 


0 


1561. G04.gz43_3 14447 


M00042527B:B01 


ES 169 


0 


1561.Gll.gz43_314559 


M00042527C:A10 


ES 169 


0 


1561.G14.gz43_314607 


M00042527C:F01 


ES 169 


0 


1561.G15.gz43_314623 


M00042527D:E05 


ES 169 


0 


1561.G20.gz43_314703 


M00042527D:F12 


ES 169 


0 


1561.G23.gz43_314751 


M00042528C:G06 


ES 169 


0 


1561 JH07.gz43_3 14496 


M00042528D:D09 


ES169 


0 


1561.H09.gz43_314528 


M00042528D:H03 


ES 169 


0 


1561.H10.gz43_314544 
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M00042529A:B12 


ES 169 


0 


1561.H13.gz43_314592 


M00042529A:G07 


ES169 . 


0 


1561. H15.gz43_3 14624 


M00042529B:E03 


ES169 


0 


1561. HI9.gz43_3 14688 


M00042529D:D07 


ES 169 


0 


1561.I02.gz43J 14417 


M00042530C:H02 


ES169 


0 


1561.111.gz43_314561 


M00042530D:A02 


ES169 


0 


1561.I12.gz43J14577 


M00042530D:F09 


ES169 


0 


1561.114.gz43_314609 


M00042530D:H12 


ES 169 


0 


1561.117.gz43_314657 


M00042531B:DI2 


ES169 


0 


1561.122.gz43_314737 


M00042531B:G12 


ES169 


0 


1561.J01.gz43_314402 


M00042531D:G08 


ES 169 


0 


1561.J05.gz43_3 14466 


M00042532A:D08 


ES 169 


0 


1561.J09.gz43_314530 


M00042532A:H03 


ES169 


0 


1561.J14.gz43_314610 


M00042533B:F11 


ES169 


0 


1561JK:02.gz43_314419 


M00042533C:F04 


ES169 


0 


1561.K05.gz43_314467 


M00042533D:B05 


ES169 


0 


1561.K06.gz43_314483 


M00042534A:G10 


ES169 


0 


1561.K14.gz43_314611 


M00042534B:B08 


ES169 


0 


1561.K16.gz43J14643 


M00042534B:D06 


ES169 


0 


1561.K17.gz43_314659 


M00042534C:A09 


ES169 


0 


1561.K19.gz43_314691 


M00042534C:G04 


ES169 


0 


1561.K20.gz43_314707 


M00042534D:D10 


ESI69 


0 


1561.K23.gz43_314755 


M00042535B:E04 


ES169 


0 


1561.L03.gz43_314436 


M00042536B:G08 


ES169 


0 


1561.L15.gz43J14628 


M00042536C:A06 


ES 169 


0 


1561.L16.g243_314644 


M00042536C:B03 


ES169 


0 


1561.L18.gz43J14676 


M00042537A:A07 


ES 169 


0 


1561.L22.gz43_314740 


M00042537A:D12 


ES 169 


0 


1561.M01.gz43J14405 


M00042537A:G09 


ES169 


0 


1561.M04.gz43_314453 


M00042537A:H04 


ES169 


0 


1561.M05.gz43_314469 


M00042537B:A07 


ES169 


0 


1561.M06.g243_314485 


M00042537B:B05 


ES169 


0 


1561.M07.g243_314501 


M00042537C:D04 


ES 169 


0 


1561.M10.gz43_314549 


M00042539B:D09 


ES 169 


0 


1561.N06.gz43_3 14486 


M00042539C:A04 


ES169 


0 


1561.N07.gz43_314502 


M00042539C:E05 


ES169 


0 


1561.N08.g243_314518 


M00042539C«08 


ES169 


0 


1561.N09.gz43_314534 


M00042539D^A04 


ES169 


0 


1561.N10.gz43_314550 


M00042540A:D11 


ES 169 


0 


1561.N13.gz43_314598 


M00042540A:G11 


ES 169 


0 


1561.N14.gz43_314614 


M00042540B:B03 


ES 169 


0 


l561.N16.gz43_314646 


M00042540C:A12 


ES169 


0 


1561.N17.gz43_314662 


M00042540D:F12 


ES169 


0 


1561.N23.gz43_314758 


M00042540D:H02 


ES169 


0 


1561.N24.gz43_314774 
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JVIUUU42D4 1 A:oU7 


ES 169 


0 


1561. 004.gz43_3 14455 


M0004254 1 A:£06 


ES 169 


0 


1561.O06.gz43_3 14487 


MUui/4234 1 A:uU2 


ES 169 


0 


1561.O07.gz43_3 14503 


M0U04254 1B:B05 


ES 169 


0 


156LO09.gz43__3 14535 


Tk VTA Ark A'y^ A<> A . ^ 1 1 

M00042542A:C 1 1 


ES 169 


0 


1561.018.gz43 J 14679 


M00042542B:B01 


ES 169 


0 


1561.021.gz43 J 14727 


Ik jTA A A A^ £ A OT^ ^ 1 1 

M00042542B:C11 


ES 169 


0 


1561.023 .gz43_314759 


M00042542B:E04 


ES 169 


0 


1561.024.gz43_314775 


M00042543B:H12 


ES 169 


0 


1561.P18.gz43_3 14680 


M00042543C:F06 


ES 169 


0 


1561.P21.gz43J14728 


M00042546A:D03 


ES 169 


446572 


1562.B01.gz43_207804 


M00042546D:E06 


ES 169 


446389 


1562.B13.gz43_207996 


M00042547B:D11 


ES 169 


446531 


1562.B22.gz43_^208140 


M00042548B:A01 


ES 169 


456845 


1562.C12.gz43_207981 


M00042548B:G01 


ES 169 


462149 


1562.C14.gz43_208013 


M00042550A:D12 


ES 169 


446674 


1562.D12.gz43_^207982 


M00042550C:H10 


ES 169 


446981 


1562.D18.gz43_208078 


M00042552C:D02 


ES 169 


466280 


1562.E22.gz43_208143 


M00042552D:A11 


ES 169 


464091 


1562.F01.g243_207808 


M00042554A:C02 


ES 169 


451780 


1562.F04.g243_207856 


M00042554C:E02 


ES 169 


467262 


1562.F08.gz43_207920 


M00042554C:F09 


ES 169 


447597 


1562.F10.gz43_207952 


M00042554D:C08 


ES 169 


465594 


1562.F12.gz43_207984 


M00042555A:A04 


ES 169 


464067 


1562.F17,gz43_208064 


M00042555A:A10 


ES 169 


447152 


i562.F18.gz43_208080 


M00042555B:B07 


ES 169 


464905 


1562.F20.g243_208112 


M00042555D:G10 


ES 169 


469511 


. 1562.G05.gz43_207873 


M00042556A:G12 


ES 169 


451737 


1562.G10.gz43_207953 


M00042556B:D12 


ES 169 


466719 


1562.G12.gz43_207985 


M00042556B:E10 


ES 169 


447174 


1562.G14.gz43_208017 


M00042557A:D09 


ES 169 


455075 


1 562.H05 .gz43_207874 


M00042557D:H12 


ES 169 


469837 


1562.H17.gz43_208066 


M00042558A:D03 


ES 169 


447517 


1562.H18,gz43_208082 


M00042558A:F11 


ES 169 


468330 


1562.H20.gz43_208114 


M00042558D:B07 


ES 169 


447308 


1562.103.gz43_207843 


M00042560B:A01 


ES 169 


408386 


1562.J01.gz43_207812 


M00042560B:G10 


ES 169 


456462 


1562.J04.gz43__207860 


Tk XT AAA A^C ^ \ -T? 1 O 

M0004256 1B:E12 


£S 169 


A A^ ^'^f\ 

446620 


lS62.J21.gz43_208132 


M00042561C:E12 


ES169 


446621 


1562J24.gz43_208180 


M00042562C:A07 


ES169 


457405 


1562.K14.gz43_208021 


M00042563A:F10 


ES 169 


446829 


1562.L02.gz43_207830 


M00042563C:D08 


ES 169 


459536 


1562.L09.gz43_207942 


M00042S63C:E02 


ES169 


446614 


1562.L10.gz43_207958 


M00042S63D:D02 


ES169 


459523 


1562.Lll.gz43_207974 
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M00042563D:D09 


ES169 


446495 


1562.L12.g243_207990 


M00042564A:F01 


ES 169 


461559 


1562.L19.g243_208102 


M00042564B:D11 


ES 169 


446495 


,1562.L22.gz43_208150 


M00042564D:F10 . 


ES 169 


456471 


1562.M06.gz43_207895 


M00042565A:G05 


ES169 


432159 


1562.M10.g243_207959 


M00042565A:H03 


ES169 


463487 


1562.M12.g243_207991 


M00042567CS02 


ES169 


446703 


1562.N16.gz43_208056 


M00042567C:E07 


ES 169 


460972 


1562.N18.gz43_208088 


M00042567D:B08 


ESI69 


457783 


1562.N21.gz43_208136 


M00042567D:E12 


ES169 


460493 


1562.N24.gz43_208184 


M00042568C:E03 


ES 169 


446657 


1562.O14.gz43_208025 


M00042568C:E08 


ES 169 


460766 


1562.O15.g243_208041 


M00042569B:G07 


ES169 


43338 


1562.P03.gz43_207850 


M00042569C:B05 


ES 169 


447346 


1562.P05.gz43_207882 


M00042569D:D02 


ES 169 


460190 


1562.P09.gz43_207946 


M00042570A:E08 


ES169 


460516 


1562.Pll.gz43_207978 


M00042570B:F11 


ES169 


417078 


1562.P18.gz43_208090 


M00042570C:B12 


ES169 


457842 


1562.P21.gz43_208138 


M00042571C:F03 


ES169 


468783 


1563.A14.gz43_208395 


M00042571D:D06 


ES 169 


467057 


i563.A15.gz43_208411 


M00042572B:C07 . 


ES 169 


446302 


1563A19.gz43_208475 


M00042572B:E05 


ES 169 


460789 


1563A20.gz43_208491 


M00042573A:D05 


ES 169 


466971 


1563.B05.gz43_208252 


M00042573C:D05 


ES169 


456052 


1563.B14.g243_208396 


M00042573D:A10 


ES 169 


463896 


1563.B21.gz43_208508 


M00042574A:F05 


ES 169 


446409 


1563.B23.gz43_208540 


M00042574B:A07 


ES 169 


456925 


1563.B24.g243_208556 


MG0042574CA04 


ES169 


456920 


1563.C04.g243_208237 










M00042575A:E01 


ES170 


467327 


1563.C14.gz43_208397 


M00042575A:E02 


ES170 


451383 


1563.C15.gz43_208413 


M00042575B:F02 


ES170 


451382 


1563.C20.gz43_208493 


M00042575D:AH 


ES 170 


464275 


1563.D01.g243_208190 


M00042575D:C05 


ES170 


447417 


1563.D03.gz43_208222 


M00042576B:D11 


ES170 


459961 


1563.D12.gz43_208366 


M00042576D:A08 


ES 170 


446213 


1563.D17.gz43_208446 


M00042576D:F01 


ES170 


446839 


1563.D21.gz43_208510 


M00042577A:An 


BS170 


464547 


1563.D23.gz43_208542 


M00042577B:D05 


ES170 


, 467051 


1563.E06.gz43_208271 


M00042578A:E08 


ES 170 


447597 


1563.E14.gz43_208399 


M00042579A:B05 


ES 170 


446933 


1563.E22.gz43_208527 


M00042579B:E05 


ES 170 


467644 


1563 .F01.gz43_208 192 


M00042580C:A03 


ES 170 


463951 


1563.F13.gz43_208384 


M0004269IA:D08 


ES170 


460244 


1563.F19.gz43_208480 
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M00042691A:G04 


ES170 


462767 


1563.F21.g243_208512 


M00042691C:A05 


ES 170 


456985 


1563.G04.g243_208241 


M00042691D:B03 


ES170 


457890 


1563.G08.g243_208305 


M00042691D:F03 


ES 170 


446776 


1563.G12.gz43_208369 


M00042692A:E11 


ES 170 


467293 


1563.G16.g243_208433 


M00042692B:F04 


ES170 


44503 


1563.G22.g243_208529 


M00042693B:D03 


ES 170 


446549 


1563.H09.gz43_208322 


M00042694B:G05 


ES 170 


446962 


1563.H18.gz43_208466 


M00042694C:F01 


ES170 


462008 


1563.H23.gz43_208546 


M00042695C;F05 


ES170 


461734 


1563.109.g243_208323 


M00042695D;E11 


ES 170 


460884 


1563.112.gz43_208371 


M00042695D:H01 


ES 170 


463368 


1563.114.gz43_208403 


M00042697B:F06 


ES170 


451454 


1563.J01.gz43_208196 


M00042697D:A03 


ES170 


447190 


1563.J03.g243_208228 


M00042698A.A01 


ES 170 


142559 


1563.J05.g243_208260 


M00042699C:H06 


ES170 


453605 


1563.K08.gz43_208309 


M00042700B:C12 


ES 170 


138049 


1563.K12.g243_208373 


M00042700C:F11 


ES 170 


468109 


1563.K20.gz43_208501 


M00042700D:G08 


ES170 


468979 


1563.K24.gz43_208565 


M00042702B:B07 


ES 170 


447326 


1563.L20.g243_208502 


M00042702B:G07 


ES 170 


447826 


1563.L22.gz43_208534 


M00042702D:H01 


ES 170 


469944 


1563JVl02.g243_208215 


M00042704A:C02 


ES 170 


447433 


1563.M18.gz43_208471 


M00042705A:B07 


ES170 


465339 


1563.N08.gz43_208312 


M00042706C:D02 


ES170 


51939 


1563.O02.gz43_208217 


M00042707B:G05 


ES 170 


450929 


1563.O14.gz43_208409 


M00042707C:A09 


ES 170 


446922 


1563.O16.g243_208441 


M00042709B:G05 


ES 170 


468930 


1564.A01.gz43_296552 


M00042709C:B05 


ES 170 


464937 


1564.A02.g243_296568 


M0004271.0A:G10. 


ES170 


462393 


1564J^08.gz43_296664 


M00042710B:B09 


ES 170 


457975 


1564.A09.gz43_296680 


M00042711A:F01 


ES170 


389425 


1564.A20.gz43_296856 


M00042711B:H04 


ES170 


463143 


1564.B01.gz43_296553 


M00042711C:H10 


ES 170 


447006 


1564.B06.gz43_296633 


M00042711D:A03 


ES 170 


446191 


1564.B07.g243_296649 


M00042711D:G04 


ES 170 


462604 


1564.B09.gz43_296681 


M00042712A:E08 


ES170 


467780 


1564.B12.gz43_296729 


M00042712B:C04 


ES 170 


447429 


1564.B 16.gz43_296793 


M00042712C:E06 


ES170 


447649 


1564.B19.gz43_296841 


M00042713B:C08 


ES 170 


465785 


1564.C01.gz43_296554 


M00042713B:F03 


ES170 


447189 


1564.C03.gz43_296586 


M00042713C:A09 


ES170 


446230 


1564.C04.g243_296602 


M00042713C:B08 


ES170 


447268 


1564.C05.gz43_296618 


M00042713D:C06 


ES170 


465782 


1564.C07.gz43_296650 
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M00042714A:G04 


ES 170 


456530 


i564.Cll.gz43J96714 


M00042714A:H05 


ES 170 


447561 


1564.C12.g243J96730 


M00042714B:C07 


ES 170 


447430 


1564.C13.g243_296746 


M00042714B:E01 


ES 170 


447826 


1564.C15.gz43_296778 


M00042714C:C10 


ES 170 


465528 


1564.C19.g243_296842 


M00042714C:F12 


ES 170 


449171 


1564.C21 .g243_296874 


M00042714D:E11 


ES 170 


452504 


1564.C24.gz43_296922 


M00042715D:A10 


ES 170 


457644 


1564.D13.g243_296747 


M00042715D:E02 


ES 170 


446741 


1564.D15.g243_296779 


M00042716AF09 


ES 170 


446866 


1 564 ,D22.g243_29689 1 


M00042716DG04 


ES 170 


462337 


1564.Ell.gz43 296716 


M00042717B'G11 


ES 170 


462865 


1564.E19.gz43_296844 


M00042719A'H06 


ES 170 


452687 


1564.F15.gz43_296781 


M00042719C'H05 


ES 170 


405932 


1564.F19.gz43_296845 


M00042720C-E03 


ES 170 


461135 


1564.G07,gz43_296654 


M00042721A-G07 


ES 170 


446964 


1564.G13.gz43_296750 


M00042721B-A04 


ES 170 


446230 


1564.G14.g243_296766 


M00042721DB03 


ES 170 


457922 


1 564 .Gl 9.gz43_296846 


M00042721D:D01 


ES 170 


450723 


1564.G2 1 .g243_296878 


M00042722A:G08 


ES 170 


462348 


1564.H03 .gz43_29659 1 


M00042722BD06 


ES 170 


460051 


1564.H05.g243_296623 


M00042722D-C12 


ES 170 


459158 


1564.H13.gz43_296751 


M00042723AD09 


ES 170 


446601 


1564.H15.gz43__296783 


M00042724A'G02 


ES 170 


453766 


1 564.101, gz43„296560 


M00042724D'B04 


ES 170 


446345 


I564.I09.gz43_296688 


M00042724DH04 


ES 170 


447048 


1564.113. gz43_296752 


M00042726B-E01 


ES 170 


446732 


1564.120.gz43_296864 


M00042726D*G11 


ES 170 


462398 


.1564J0Lgz43_296561 


M00042729A:F11 


ES 170 


461316 


1564.K05.gz43_296626 


M00042729AJ108 


ES 170 


462986 


1564.K08.gz43_296674 


M00042729BF10 


ES 170 


461313 


1564.K12.gz43__296738 


M00042730DD01 


ES 170 


424996 


1564.L05.gz43_,296627 


M00042732A*A11 


ES 170 


453679 


1564.L12,gz43_296739 


M00042733C*C05 


ES 170 


454825 


1564.M08.g243_296676 


M00042733D-G08 


ES 170 


450723 


1564.M13.gz43_296756 


M00042735A-G07 


ES170 


469754 


1564.M20.gz43_296868 


M00042735A:G12 


ES 170 


469766 


1564.M21.gz43J96884 


M00042735B:A06 


ES170 


403949 


1564.M23.g243J96916 


M00042735C:G02 


ES 170 


420686 


1564.N05.g243J96629 


M00042735D:A07 


ES170 


463824 


1564.N06.g243J96645 


M00042736A:F03 


ES 170 


447387 


1564.Nll,g243_296725 


M00042736B:G09 


ES170 


447813 


1564.N14,g243_296773 


M00042737A:A07 


ES 170 


463821 


1564.N19.g243_296853 


M00042737B:C07 


ES170 


390563 


1564.O01.g243_296566 
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M00042737B:E02 


ES 170 


467189 


1564.O02.gz43_296582 


M00042737C:C07 


ES 170 


446740 


1 564 .004 .g243_2966 14 


M00042737C:E03 


ES 170 


447579 


15 64.005 .gz43_296630 


M00042737D:D03 


ES 170 


466614 


1564.O08,g243_296678 


M00042738D:H12 


ES 170 


463217 


1564.019.gz43_296854 


M00042739A:C06 


ES 170 


446242 


1564.O20.gz43_296870 


M00042739A:D02 


ES 170 


460078 


1564.02 l.g243_296886 


M00042739A:G07 


ES 170 


446922 


1564.023.gz43_296918 


M00042739B:F06 


ES 170 


453762 


1564.P02.g243_296583 


M00042740A:A01 


ES 170 


457656 


1564.P09.g243_296695 


M00042742B:H03 


ES 170 


450940 


1573.A06.g243_20865 1 


M00042744A:D11 


ES 170 


466894 


1573.B07.g243J08668 


M00042745B:B06 


ES 170 


464622 


1573.C0Lgz43_208573 


M00042745C:E11 


ES 170 


452399 


1573.C05.gz43_208637 


M00042745D:H04 


ES 170 


452093 


1573.C08.g243_208685 


M00042747A:G12 


ES 170 


469150 


1573.C22.gz43J08909 


M00042747D:B01 


ES 170 


447293 


1573.D01.gz43_.208574 


M00042747D:C08 


ES 170 


447421 


1573.D02.g243_208590 


M00042748D:D08 


ES 170 


466920 


1573.D10.g243_208718 


M00042750D:E07 


ES 170 


447645 


1573.E04.gz43_208623 


M00042881C:C11 


ES 170 


639372 


1573.E15.gz43_208799 


M00042882C:F06 


ES 170 


642146 


1573.F10.g243_208720 


M00042882C:G07 


ES 170 


467293 


1573.F12.g243_208752 


M00042882D:C04 


ES 170 


645690 


1573J15.g243_208800 


M00042883A:F06 


ES 170 


639849 


1573.F18.gz43_208848 


M00042884D:E03 


ES 170 


648467 


1573.G17.gz43_208833 


M00042885A:G09 


ES 170 


463060 


1573.G21.gz43__208897 


M00042886A.H03 


ES 170 


650364 


1573.H04.gz43_208626 


M00042886C:F01 


ES 170 


650195 


1573 .HI 1 .gz43_208738 


M00042886D:E10 


ES 170 


645470 


1573.H16.g243_208818 


M00042887D:A11 


ES 170 


455996 


1 573 .H2 1 .gz43__208898 


M00042888A:F02 


ES 170 


650231 


1573J03,gz43_208611 


M00042889D:A01 


ES 170 


447161 


1573J08.g243_208692 


M00042889D:A12 


ES 170 


464205 


1573.J10.g243_208724 


M00042890C:G11 


ES 170 


497434 


1 573 .KO 1 .gz43_2085 8 1 


M00042890D:D03 


ES 170 


556711 


1573 .K03 .g243__2086 1 3 


M00042890D:G05 


ES 170 


401426 


1573.K06.gz43_208661 


M0004289 1 C:H01 


ho 1 /U 


400/ J 8 




M00042892C:E03 


ES 170 


557974 


1573.L09.gz43_208710 


M00042892D:C04 


ES170 


641890 


1573.L10.g243_208726 


M00042892D:E06 


ES 170 


650852 


1573.L13.g243_208774 


M00042892D:H04 


ES 170 


452506 


1573.L14.gz43_208790 


M00042894B:E05 


ES170 


633946 


1573.M08.gz43_208695 


M00042894D:G05 


ES170 


651029 


1573.M17.gz43_208839 
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JViu uu4Zoy D 'u . V/ 1 V 


"DC 1 '7A 

Jio 170 


>l CO AAO 

453908 


1573.N01.gz43_208584 


IVlUUU*r/oyoA,lyU*f 


T?C ITA 

bb 170 


650756 


1573.N12.g243_208760 




CO T7A 


452611 


1573.N13.g243_208776 




"CO 1 'TA 

bo 170 


650944 


1573.N14.gz43_208792 


MUUU4ZoyoA.rlUj 


"CO 1 TA 

bo 170 


447141 


1573 .P02.gz43_208602 




fiS 170 


A£C 1 Ail 

465104 


1574.A03 .g243_208987 


M0U04iyU0L:lil 1 


TJC ITA 

bS 170 


470593 


1574.A04.gz43_209003 


JV10U042yO 1 A:r 12 


T?C 1 '7A 

bS 170 


447750 


1 A All jl O /VAAl « ^ 

1574.A1 1 .gz43_2091 15 


A/fAAA/4 0AA1 A .UTI 1 


ES 170 


O Af A 1 

389591 


tf^A AfA jIO O AA 4 y'O 

1574.A14.gz43_209163 


MUUU4iyU2b.CjUz 


TTO 1 '7 A 

ES 170 


y| AZ' AO 

469608 


1 574 .B04.gz43_209004 


M00042y 02B :H0 1 


rye 1 '7A 

ES 170 


470462 


1 n A ^o /%/\AA/%A 

1574 .B05 .gz43_209020 


M00042902C:E1 1 


T^f t ^A 

ES 170 


447660 


1 574 .B07,gz43_209052 


X jf AAA/IOAAO A .'Cf\A 

M00042903A:E04 


ES 170 


A 1 A 

467710 


1574.B12,gz43_209132 


M00042903B:C09 


ES 170 


465984 


1574.B15.gz43_209180 


X /TAAA jI 1 AA >f A T%A1 

M00042904 A:BO 1 


ES 170 


447212 


1 574.B24.gz43_209324 


M00042904A:H10 


ES 170 


470641 


1574.C03.gz43_208989 


M00042905A:A07 


ES 170 


447147 


1 574.C07.gz43_209053 


M00042 905B :G03 


ES 170 


60260 


1 574 . C 1 1 .gz43Jl09 117 


M00042905C:G08 


ES 170 


447815 


1574.C14.gz43_209165 


M00042906A:A12 


ES 170 


447218 


1574.C17.gz43_209213 


M00042906C:A10 


ES 170 


451624 


1574.D04.gz43_209006 


M00042907A:B1 1 


ES 170 


95617 


1574.D14.gz43_209166 


M00042907A:F03 


ES 170 


447692 


1 5 74 .D 15 .gz43_209 1 82 


M00042907D:A11 


ES 170 


447173 


1574.B02.gz43_208975 


M00042908A:B01 


ES 170 


642691 


H 09 M V^A^ 0^ 0\.f\.0^0^ ^ 

1574.E06.gz43_209039 


M00042908B:A1 1 


ES 170 


641069 


1574.E12.gz43_209135 


X JTAAA it AAO^ A A*i 

M00042908C:A03 


ES 170 


649744 


1574.E18.gz43_209231 


M00042908C:D12 


ES 170 


714629 


4£*^A T^O/\ itO OAAO^O 

1574.E20.gz43_209263 


X >r AAAyf^AAOTA 1 A 

M00042908D:G12 


ES 170 


647086 


1574.E24.gz43_209327 


X ylAAAvl'^ AAATi./^A>l 

M00042909B:C04 


T70 1 TA 

ES 170 


647639 


1 T^A^ AO OAAAC^ 

1 5 74.F07 .gz43_20905 6 


X >rAA A yl O A A A"0 TTAO 

M00042909B:H08 


TT'O 1 '^A 

ES 170 


/" e A** AO 

650398 


1 f /4 if 1 O >l O O A A 1 O ^ 

1574.F12.gz43_209136 


X /TAAA /I A AA A/^.T? 1 A 

M000429u9L:F10 


ES 170 


650235 


lffOy<T^1'7 AO OA AO 1 ^ 

1574.F17.gz43_209216 


X >f AAAvl A AAATV.1D 1 1 

M00042909U.B 1 1 


bb 170 


650564 


\ A T'lO AO OAAOOO 

1574.F18.gz43_209232 


X if AAAyfOAl AO.TVAO 


CO 1 'TA 

bo 170 


A OAC AO 

480508 


1 £^A r^f\A ^ >10 OAAAAA 

1 5 74 .(j04 .gz43_209009 


X^AAAvl A A 1 ATV. A AA 

M000429 10D:A02 


Eo 170 


466697 


1 ^OA ^AZ" AO OAAAA 1 

1574.G06.gz43_209041 


M000429 1 0D:£1 1 


CO l^A 

bo 170 


649965 


1574.G08.gz43Jd09073 


A/TAAAvJOAl 1 A . A AO 

MOOC/4291 lA:Au2 


CO 1 TA 

bo 170 


Z'if AO 1 A 

6498 10 


1 5 74 .Gl 1 .gz43_209 121 




170 

JjrO I /V 




Ij /*r.VyiZ.gZ*rJ_^ZU5flO / 


M00042911A:D04 


ES170 


641029 


1574.G15.gz43_209185 


M00042911A:H12 


ESI70 


527355 


1574.GI8.gz43_209233 


M00042911B:F10 


ES170 


648855 


1574.G21.gz43_209281 


M00042911B:H08 


ES170 


644376 


1574.023 .gz43_2093 13 


M000429I1C:D01 


ES170 




1574.G24.gz43^209329 


M00042912A:C01 . 


ES170 


649965 


1574JH06.gz43_209042 
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M00042912B:F11 


ES 171 


645924 


1574.Hll.gz43_209122 


M00042912D:H08 


ES 171 


645954 


1574m6.g243_209202 


M00042912D:H10 


ES 171 


640356 


1574.H17.gz43_209218 


M00042913A:D09 


ES 171 


452989 


1574.H18.gz43_209234 


M00042913B:E10 


ES 171 


639740 


1574.H22.gz43_209298 


M00042914A:B05 


ES 171 


639371 


1574J09.gz43_209091 


M00042914A:H10 


ES 171 


650423 


1574.116.gz43_209203 


M00042914B:H03 


ES171 


467364 


1574.120.gz43_209267 


M00042914D:B10 


ES171 


649852 


1574.122.gz43_209299 


M00042915A:E06 


ES 171 


482043 


1574.J05.gz43_209028 


M00042915A:G10 


ES 171 


651051 


1574.J06.gz43_209044 


M00042915C:E05 


ES 171 


639923 


1574.J12.gz43_209140 


M00042915D:A11 


ES 171 


650527 


1574.J15.gz43_209188 


M00042915D:D06 


ES 171 


642151 


1574.J17.gz43_209220 


M00042915D:E03 


ES 171 


643940 


1574J18.gz43_209236 


M00054791A:G04 


ES 171 


646404 


1574.J21.g243_209284 


M00054791B:C09 


ES 171 


446974 


1574.J24.gz43_209332 


M00054792B:A03 


ES 171 


648159 


1574.K18.gz43_209237 


M00054793C:C01 


ES 171 


538237 


1574.L07.gz43_209062 


M00054793C:D11 


ES 171 


413767 


1574.Lll.gz43_209126 


M00054793D:H11 


ES 171 


640306 


1574.L13.gz43_209158 


M00054794B:F09 


ES 171 


284269 


1574.L23.gz43_209318 


M00054794C:G11 


ES 171 


450506 


1574.M06.gz43_209047 


M00054794D:D02 


ES 171 


474298 


1574.M09.gz43_209095 


M00054794D:D08 


ES 171 


646568 


1574.M10.gz43_209111 


M00054795A:A08 


ES 171 


640181 


1574.M16.gz43_209207 


M00054796BA01 


ES 171 


639391 


1574.N04.gz43_209016 


M00054796B:C08 


ES 171 


641525 


1574.N05.gz43_209032 


M00054797C:F03 


ES171 


644789 


1574.N20.gz43_209272 


M00054797D:F01 


ES 171 


472101 


1574.O01.gz43_208969 


M00054798B:A01 


ES 171 


453572 


1574.O06.gz43_209049 


M00054798D:A12 


ES 171 


641315 


1574.O15.gz43_209193 


M00054798D:F01 


ES 171 


650773 


1574.O17.gz43_209225 


M00054799C:G11 


ES 171 


641875 


1574.P02.gz43_208986 


M00054799D:H02 


ES 171 


645223 


1574.P05.gz43_209034 


M00054800B:C06 


ES 171 


639787 


1574.P10.gz43_209114 


M00054800B:C 1 1 


ES 171 


513262 


1574.P12.gz43_209146 


M00054S00B:E08 


ES171 


474298 


• 1574.P15.gz43_209194 


M000S4800D:D08 


ES171 


639901 


1574.P23.gz43_209322 


M00054800D:F08 


ES 171 


513248 


1575.A01.gz43_209339 


M00054911A:C08 


ES171 


549699 


1575.A05.gz43_209403 


M000S4911A:G01 


Esm 


559776 


1575.A10.gz43_209483 


M0005491IAJI06 


ES171 


52S616 


1575.A13.gz43_209531 
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M00054911B:E10 


ES 171 


639992 


1575.A15.g243_209563 


M00054911D:D03 


ES171 


41878 


1575.B02.gz43_209356 


M00054912A:H08 


ES 171 


646949 


1575.B05.gz43_209404 


M00054912B:C05 


ES 171 


589098 


I575.B08.gz43_209452 


M00054912C:C01 


ES 171 


641057 


1575.B13.gz43_209532 


M00054912D:F11 


ES 171 


182437 


1575.B19.gz43_209628 


M00054912D:G01 


ES171 


417130 


1575.B20.gz43_209644 


M00054912D:G04 


ES171 


640230 


1575.B21.gz43_209660 


M00054913A:B12 


ES 171 


377855 


1575.B24.gz43_209708 


MO0054913C:GO3 


ES 171 


451811 


1575.C12.gz43_209517 


M00054914C:D12 


ES 171 


447246 


1575.D04.gz43_209390 


M00054914D:G07 


ES 171 


467381 


1575.D09.gz43_209470 


M00054915A:G03 


ES 171 


413767 


1575.D13.gz43_209534 


M00054915D:B08 


ES 171 


452220 


1575.D21.gz43_209662 


M00054915D:D05 


ES 171 


646293 


1575.D22.gz43_209678 


M00054915D:E07 


ES 171 


468109 


1575.D24.gz43_209710 


M00054916A:A05 


ES 171 


649872 


1575.E02.gz43_209359 


M00054916A:E05 


ES 171 


639256 


1575.E05.gz43_209407 


M00054916A:F10 


ES 171 


639394 


1575.E06.g243_209423 


M00054916B:E02 


ES171 


648664 


1575.Ell.gz43_2095Q3 


M00054916C:C04 


ES 171 


545980 


1575.E13.gz43_209535 


M00054917A:F07 


ES 171 


473854 


1575.E22.gz43_209679 


M00054917B:A05 


ES 171 


648609 


1575.E23.gz43_209695 


M00054917B:F01 


ES 171 


649082 


1575.F03,gz43_209376 


M00054917C:D03 


ES 171 


643843 


I575.F08.gz43_209456 


M00054917C:F03 


ES 171 


648532 


1575.F10.gz43_209488 


M00054917D;A03 


ES171 


647991 


1575.F14.gz43_209552 


M00054917D:A12 


ES171 


644692 


1575.F16.gz43_209584 


M00054917D:D12 


ES 171 


639662 


1575.F18.gz43_209616 


M00054917D:E05 


ES 171 


639255 


1575.F19.gz43_209632 


M00054917D:H02 


ES 171 


648532 


1575.F23.gz43_209696 


M00054918A:D02 


ES 171 


649506 


1575. G02,gz43 709361 


M00054918A:F09 


ES 171 


553100 


1575.G04.gz43_209393 


M000S4918B:H01 


ES171 


449861 


1575.G10.gz43_209489 


M000S4918B:H08 


ES171 


645252 


1575.Gll.gz43_209505 


M00054918D:C03 


ES 171 


456923 


' 1575.G15.gz43_209569 


M00054918D:C11 


ES 171 


452204 


1575.G16.gz43_209585 


M00054918D.G02 


ES 171 


645252 


1575.G18.g243_209617 


M00054918D:H09 


ES171 


468222 


1575.G19.g243_209633 


M00054919A:H04 


ES 171 


452845 


1575.G24.g243_2097]3 


M00054919C:F06 


ES 171 


644556 


1575.H05.gz43_209410 


M00054919D:H12 


ES171 


642084 


1575.H14.gz43_209554 


M00054920A:A05 


ES171 


61616 


1575.H16.gz43_209586 


M00054920A:B07 


ES171 


554010 


1575.H18.gz43_209618 
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uioneiD 


ESNO 


ClusterlD 


SequenceName 




Jbo 1/1 


564440 


1 575 .H22 .gz43_209682 


mUUU j*>yzujt> . v*U*t 


M 171 


649933 


1575.103.g243_209379 




bb 171 


500337 


1 C^C TAC A^ 'VAAJ 1 1 

1575.105.gz43_209411 




to 171 


643843 


1 575 .1 1 0.gz43_20949 1 




"DO T71 

M 171 


452707 


1575.112.gz43_209523 




JbiS 171 


649555 


1575.115.gz43_209571 




"CO 1 Tl 
M 171 


A C'^ AO^ 

452986 


1575.J06.gz43_209428 


X yfrt rv/\r c /! O ^ ."D 1 0 

m0005542oC:B 12 


ES 171 


447574 


1575jl4.gz43_209556 


M00U5542oC:C10 


ES 171 


649746 


1 575 J 1 5 .g243_209572 


M0005542oD:r03 


ES 171 


639144 


1575 . J2 1 .gz43_209668 


X if A A AC C A .T?A 1 

M0005 5427A:r 0 1 


ES 171 


643924 


1575.K05.gz43_209413 


X A A AC C il ^ A .UAO 


ES 171 


654723 


1575,K06.gz43_209429 


M00055427B:E01 


ES 171 


41141 


1575.K10.g243_209493 


M00055427B:r06 


ES 171 


640814 


1575 .Kl 1 .gz43_209509 


M00055427C:A06 


ES 171 


504568 


1 575 .K 1 3 .g243_20954 1 


M00055427C:E12 


ES 171 


630269 


1575.K17.gz43_209605 


M00055427C:F07 


111 

ES 171 


650487 


1575 .Kl 8 .g243_20962 1 


M00055427C:H11 


ES 171 


468783 


1575.K19.gz43_209637 


M00055427D:E05 


ES 171 


456420 


1 5 75 .K2 1 .g243_209669 


M00055428A:C02 


ES 171 


643279 


1 575 .LO 1 .g243_209350 


M00055428B:H02 


ES 171 


645347 


1 5 75 .L05 .gz43_2094 1 4 


M00055428C:G06 


ES 171 


243722 


1 5 75 ,L 1 2 .gz43_209526 


M00055428D:G12 


ES 171 


611927 


1 5 75 .L 1 8 .g243_209622 


M00055429AJI04 


ES 171 


639520 


1575 .L22,gz43_209686 


X iTAAAff f il^AT% T^f/^ 

M00055429B:B12 


ES 171 


467989 


1575.M01.gz43Jl09351 


X iTAAACf ^ '^AT^ T^l ^ 

M00055429B:E12 


ES 171 


446254 


1575 .M02 .gz43_209367 


X if AAAC C >l ^ An t^l\A 

M00055429B:G04 


ES 171 


639444 


1575.M03.gz43_209383 


M00055429B:H02 


ES 171 


447254 


1575.M04.gz43_209399 


M00055429D:G07 


ES 171 


584071 


1575 .Ml 1 .g243_2095 1 1 


M00055430B:E08 


ES 171 


495143 


1575.M16.gz43_209591 


M0005543 OB :H02 


ES 171 


560700 


1575.M19.g243_209639 


M00055430C:G11 


ES 171 


452293 


1575.M23.gz43_209703 


M00055430D:F04 


ES 171 


650184 


1 575 .NO 1 .gz43_209352 


M0005543 lAiEOl 


ES 171 


451994 


1575 .N05 .gz43_2094 1 6 


XiTAAACCilOl A T_VAf 

M0005543 1 A:H05 


ES 171 


645344 


1 XTA^ ^ AO OAAil AO 

1575.N07.g243_209448 


X^AAAff A^ITX A A 1 

M0005543 1B:A01 


ES 171 


f ^AO 1 

570812 


1 fVf Ik^TAA AO A/\AAOA 

1575.NG9.g243_209480 


M0005543 1C:H08 


ES 171 


639523 


1 5 75 .N 1 5 .g243_2095 76 




cc ni 

CO 1/1 




K*?^ "MIQ rr'7/1'2 OAQI^/IA 
ID / D.IN iy.gZ4^^ZUy04U 


M00055432A:D05 


ES171 


639150 


1575.N21.gz43_209672 


M00055432B:B04 


ES 171 


642073 


1575.N23.g243_209704 


M00055432B:H02 


ES171 


641542 


1575.O02.g243_209369 


M00055432C:D12 


ES171 


447913 


1575.O05.g243_209417 


M00055432C:F01 


ES 171 


645162 


1575.O07.gz43_209449 


M0005S432DJI12 


ES171 


655551 


1575.0 15,gz43_209577 
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M00055433A:B07 


ES 171 


644371 


1575.O16.gz43^209593 


M00055433A:B08 


ES 171 


446932 


1575.O17.gz43_209609 


M00055433A:C02 


Esm 


641925 


l575,O18.gz43_209625 


M00055433A:E04 


ES171 


649195 


1575.O22.g243_209689 


M00055433C:A11 


ES 171 


638758 


1575.O24.g243_209721 


M00055433D:A09 


ES171 


651211 


1575.P02.g243^209370 


M00055433D:C07 


ES 171 


458734 


1575.P04.g243J09402 


M00055433D:F06 


ES 171 


492242 


1575.P06.gz43_209434 


M00055434A:A03 


ES 171 


647109 


1575.P08.gz43_209466 


M00055434C:B11 


ES 171 


651020 


1575.P18.gz43_209626 


M00055434D:B06 


ES 171 


640369 


1575.P2l.gz43_209674 


M00055434D:E09 


ES 171 


57183 


1575.P22.gz43„209690 


M00055435B:C09 


ES 171 


639829 


1 576.A04.gz43_209771 


M00055435C:E12 


ES 171 


640055 


1576.A08.gz43_209835 


M00055435D:G11 


ES 171 


639287 


1576.A13.gz43_209915 


M00055436A:E04 


ES 171 


626061 


1576.A15.gz43_209947 


M00055436BB06 


ES 171 


639711 


1576.A19.gz43_210011 


M00055436BB09 


ES 171 


454409 


1576A20,gz43Jil0027 


M00055437D:B06 


ES 171 


466092 


1576.B17.gz43J209980 


M00055439B:B07 


ES 171 


640522 


1576.C21.gz43_210045 


M00055439B:C10 


ES171 


450199 


1576,C23,gz43_210077 


M00055439D:E08 


ES 171 


648506 


1576.Dll.gz43J09886 


M00055440P:D02 


ES 171 


653616 


1576,E09.g243_209855 


M00055441A:G07 


ES 171 


640734 


1576.E16.g243JZ09967 


M00055441C:H06 


ES 171 


640230 


1576J03.gz43J09760 


M00055443D:G04 


ES 171 


649288 


1576,G13.gz43J09921 


M00055444D:C05 


ES 171 


639750 


1576.H03.g243_209762 


M00055446B:A12 


ES 171 


484145 


1576.105.g243_209795 


M00055446B:D08 


ES 171 


639928 


1576J08,g243_209843 


M00055450B:G07 


ES 171 


526606 


1576.L08.g243_209846 


M00055451B:D08 


ES 171 


446439 


1576.M09.g243_209863 


M00055451B:D12 


ES 171 


456125 


1576.M10.g243_.209879 


M00055451C:B08 


ES 171 


624440 


1576.M12.g243J09911 


M00055451C:E10 


ES 171 


639786 


1576.M14.g243_209943 


M00055453D:E12 


ES171 


560791 


1576.O12.g243„209913 


M00055455B:G12 


ES171 


479051 


1576.P24,g243J10106 


M00055456A:B03 


ES171 


559369 


1585.A06.gz43J10283 


M00055456A:F01 


ES171 


642478 


1585.A10.gz43^210347 


M00055456B:G08 


ES171 


641645 


1585.A22.gz43J10539 


M00055456C:A10 


ES171 


466440 


1585.B02.gz43J210220 


M00055456C:G04 


ES171 


484126 


1585.B06.gz43J10284 


M00055456D:E06 


ES171 


452202 


1585.B13.g243J10396 


M00055456D:G04 


ES171 


639932 


1585.B14.gz43_^210412 


M00055457D:F09 


ES171 


650605 


1585.B23.gz43_210556 
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Jbo 171 


64ol23 


1585 .C02 .gz43_2 1 022 1 


MOUUj j4 J oC:ljU2 


T30 1*71 

Ea 171 


643843 


1585.C1 l.gz43__210365 




ES 171 


£. A AAAT 

640997 


1 5 85 .C 1 6.g243_2 1 0445 


MUUU J J 4 J y Jd : AUz 


Ea 171 


641467 


1585 .C22.g243__2 1 054 1 


X>rAAA^ C/1/CA A .T\A1 

MUuUj j4oUA:D0 1 


ES 171 


640662 


1 c 0£: T\ 1 A _ A*i ^ ^ rsA ^ A 

1585.D14.g243_210414 


MOuu55460B:GOd 


ES 171 


C AO C O A 

598589 


1 5 85 .E03 .g243_2 1 0239 


M000554oOC:C12 


ES 171 


640561 


1585.E06.gz43_210287 


M00055460C:D10 


ES 171 


592346 


1585.E07.gz43_210303 


Ik Ki\i\r\c^ e A/^»^>f\A 

M00u554o0C:G09 


ES 171 


592346 


1585 .El 1 .gz43_210367 


X iVAAAf f ^^AT%.T>A^ 

M00055460D:B0o 


ES 171 


641066 


1585.E15,gz43_210431 


M00055461A:A06 


ES 171 


643991 


1585.E23.gz43_210559 


M00055461A:H03 


ES 171 


447863 


1585 .F03 .g;z43Jl 1 0240 


M00055461C:E05 


ES 171 


640792 


1585J13.gz43_210400 


M00055461D:C09 


ES 171 


607422 


1585.F17.gz43_210464 


M00055462A:A09 


ES 171 


640368 


1585.F22.gz43_210544 










M00055462C:A1 1 


ES 172 


640400 


1585.G12.gz43_210385 


M00055462C:C03 


ES 172 


598589 


1585.G14.g243_210417 


M00055462D:H12 


ES 172 


412416 


1585.G22.gz43_210545 


M00055463A:A11 


ES 172 


398061 


1585.G23.gz43_210561 


M00055463D:G01 


ES 172 


544461 


1585.H09.gz43_210338 


M00055464B:E06 


ES 172 


640913 


1 5 85 .H13 .gz43_2 10402 


M00055464B:E11 


ES 172 


556654 


1585.H14.g243_210418 


M00055464B:G03 


ES 172 


664711 


1585.H15.gz43_210434 


M00055464D:A04 


ES 172 


661194 


1585.H19.gz43_210498 


M00055464D:F08 


ES 172 


650914 


1585.H22.gz43_210546 


M00055465A:C05 


ES 172 


651038 


1585.101 .gz43_21021 1 


M00055465D:F12 


ES 172 


639607 


1585.113.gz43_210403 


M00055466A:C05 


ES 172 


549611 


l^n^Vl^ Af\ f> ■% ^ A^^ P 

1585.115.gz43_210435 


M00055466C:A01 


ES 172 


559343 


1 5 8 5 .123 .gz43_2 1 0563 


M0P055467A:A07 


ES 172 


555820 


1 5 85 . J07 .gz43_2 1 0308 


M00055467D:A01 


ES 172 


559549 


1585 . J20.gz43_2 1 05 1 6 


M00055467D:C10 


ES 172 


51939 


1585. J22.g243_2 10548 


M00055467D:G08 


ES 172 


505933 


1585.J24.g243_210580 


M00055468A:A05 


ES 172 


646318 


1 585 .K02.g243_2 10229 


M00055468C:B07 


ES 172 


639726 


1585.K16.gz43_2 10453 


M00055469A:D08 


ES 172 


640068 


^ F e> F ^Tf\ A A*s AiA^n« 

1585 .K24.g243_2 1 058 1 


MuOU3D4oylJ:AOO 




3D^4U2 


Kfi^ T {\A twtAI OlAOiCO 
IjoD ,lA}'f,g!Z'tO^ 1 UZOZ 


M00055469C:F09 


ES 172 


645201 


1585.L12.gz43_210390 


M00055470C:F03 


ES172 


562067 


1585.M07.g243_210311 


M00055470D:F12 


ES172 


640293 


1585.M12.gz43_210391 


M00055491A:H01 


ES 172 


584745 


1585.M17.gz43_210471 


M00055492A:D03 


ES 172 


639136 


1585.N04.g243_210264 


M00055492A:H06 


ES172 


646303 


1585.N10.gz43_210360 
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M00055492C:H07 


ES 172 


646318 


1585.N22.gz43_210552 


M00055492D:B08 


ES172 


474821 


1585.N24.g243_210584 


M00055493C:B06 


ES172 


556551 


1585.O12.gz43_210393 


M00055493D:B07 


ES 172 


555193 


1585.O14.gz43_210425 


M00053493D:D12 


ES 172 


650353 


l585.O16.gz43_210457 


M00055494A:A06 


ES172 


645117 


1585.O18.gz43_210489 


M00055494C:G10 


ES 172 


562236 


1585.P05.gz43_210282 


M00055494C:G11 


ES 172 


558839 


1585.P06.gz43_210298 


MP0055495A:D11 


ES172 


642415 


1585.P12.gz43_210394 


M00055495C:F03 


ES172 


237288 


1585J>22.gz43_210554 


M00055516B:E11 


ES172 


552783 


1587.A04.gz43_211407 


M00055517A:D09 


ES 172 


650161 


1587A16.g243_211599 


M00055517C:H07 


ES 172 


492483 


1587.B02.gz43_211376 


M00055517D:D09 


ES 172 


446984 


1587.B06.g243_211440 


M00055517D:D11 


ES172 


290226 


1587.B07.gz43_211456 


M00055519A:C01 


ES172 


558785 


1587.B23.gz43_211712 


M00055S19A:F08 


ES 172 


234606 


1587.C01.gz43_211361 


M000555I9A.'H01 


ES 172 


644051 


1587.C03.gz43_211393 


M00055520B:D11 


ES 172 


590218 


1587.D04.gz43_211410 


M00055520B:E04 


ES 172 


481220 


i587.D05.gz43_211426 


M00055521C:B08 


ES 172 


597780 


1587.E01.gz43_211363 


M00055521C:B09 


ES 172 


638943 


1587.E02.g243_211379 


M00055521C:C08 


ES 172 


639056 


1587.E03.gz43_211395 


M00055521C:D02 


ES 172 


559324 


1587.E04.gz43_2114H 


M00055522C:F06 


ES 172 


561202 


1587.F04.gz43J211412 


M00055523C:F05 


ES 172 


551518 


1587.F21.g243_211684 


M00055524B:B08 


ES 172 


640419 


1587.G08.g243_211477 


M00055524B:D11 


ES 172 


648747 


I587.G10.gz43_211509 


M00055528A;E08 


ES 172 


641615 


1587.Jll.gz43_211528 


M00055528D:B02 


ES172 


645544 


1587.K05.gz43_211433 


M00055528D:H07 


ES172 


649932 


1587.K13.gz43_211561 


M00055529D:D05 


ES 172 


643723 


1587.L03.gz43__211402 


M00055529D:D11 


ES 172 


646711 


1587.L04.gz43_211418 


M00055529D:G03 


ES172 


555326 


1587.L06.gz43_211450 


M00055530A:C07 


ES 172 


649149 


i587.L09.gz43_211498 


M00055531B:D10 . 


ES 172 


639132 


1587.M04.gz43_211419 


M00055531B:E05 


ES 172 


650617 


1587.M05.gz43_211435 


M00055531C:C04 


ES172 


644479 


1587.M10.gz43_211515 


M00055531D:E06 


ES 172 


639213 


1587.M13.gz43_211563 


M00055532C:G08 


ES172 


639459 


1587.N03.gz43_211404 


M00055532D:A12 


ES172 


207552 


1587.N04.gz43_211420 


M00055533B:B11 


ES 172 


641216 


• 1587.N15.gz43_211596 


M00055533D:G02 


ES 172 


116869 


1587.O04.gz43_211421 


M00055534A:E06 


ES172 


194095 


1587.O05.gz43_211437 
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M00055535BA11 


ES172 


639826 


1587.P03.gz43_211406 


M00055535C:A03 


ES 172 


634409 


1587.P07.gz43_211470 


M00055535C:E08 


ES172 


640072 


1587.P10.gz43_211518 


M00055536B:H11 


ES 172 


649390 


1588.A03.gz43_217281 


M00055536D:D12 


ES 172 


447869 


1588.A07.gz43_217345 


M00055537C:A01 


ES 172 


552001 


1588.All.gz43_211923 


M00055537C:A01 


ES 172 


. 552001 


1588.All.gz43_217409 


M00055537C:E04 


ES172 


451671 


1588A15.gz43_217473 


M00055538A:C05 


ES 172 


419706 


1588.A18.gz43_212035 


M00055538B:G09 


ES 172 


639461 


1588.A21.gz43_217569 


M00055538C:E04 


ES172 


642631 


1588.B02.gz43_211780 


M00055538D:D12 


ES172 


649335 


1588.B06.gz43_211844 


M00055538D:D12 


ES 172 


649335 


1588.B06.gz43_217330 


M00055538D:F12 


ES 172 


640089 


1588.B09.gz43_211892 


M00055538D:H07 


ES 172 


648206 


1588.Bll.g243_211924 


M00055540D:G11 


ES 172 


403419 


1588.C19.gz43_217539 


M00055541C:D02 


ES 172 


643277 


1588.D05.gz43_211830 


M00055542B;B11 


ES172 


453606 


1588.D17.gz43_212022 


M00055542B:B11 


ES172 


453606 


1588.D17.gz43_217508 


M000SSS42C:B02 


ES172 


451361 


158^.D21.gz43_217572 


M00055542C:D07 


ES 172 


639114 


1588.D22.gz43_212102 


M00055542CJi05 


ES 172 


641031 


1588.E02.gz43_217269 


M00055543B:A06 


ES172 


568331 


1588.E15.gz43_211991 


M00055543C:B09 


ES 172 


638917 


1588.E16.gz43_217493 


M00055543D:H01 


ES 172 


452342 


1588.F01.g243_211768 


M00055543D:H03 


ES 172 


639543 


1588.F02.gz43_211784 


M00055544A:A07 


ES 172 


473701 


1588.F03.gz43_211800 


M00055544C:A01 


ES 172 


648748 


1588.F13.gz43_211960 


M00055544C:B07 


ES172 


562414 


1588.F15.gz43_211992 


M00055545A:C01 


ES172 


644173 


1588.F23.gz43_217606 


M00055545B:A04 


ES172 


562274 


158g.G03.gz43_211801 


M00055545B:C01 


ES172 


556867 


1588.G05.gz43_211833 


M00055545C:D09 


ES172 


639099 


1588.G13.gz43_211961 


M00055545D:B06 


ES172 


505042 


1588.G16.gz43_212009 


M00055545D:C03 


ES 172 


642414 


1588.G17.gz43_217511 


M00055546B:H03 


ES 172 


466092 


1588.H02.gz43_217272 


M00055546C:B01 


ES 172 


562468 


1588.H04.gz43_217304 


M00055546C:F11 


ES 172 


32812 


1588.H09.gz43_2n898 


M00055547A:H11 


ES 172 


649564 


1588.H18.gz43_217528 


M00055547B:C05 


ES 172 


557983 


1588.H2l:gz43_212090 


M00055547B:G09 


ES 172 


648494 


1588.H24.gz43_217624 


M00055547C:B01 


ES172 


448673 


1588.102.gz43_211787 


M00055547C:B07 


ES 172 


650982 


1588.104.gz43_217305 


M00055547D:G06 


ES172 


641401 


1588.115.gz43_217481 
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M00055548A:D07 


ES 172 


529799 


1588.118.gz43_217529 


M00055548A:F04 


ES172 


449891 


1588.122.g243_217593 


M00055548B.A03 


ES172 


638837 


1588.J02.gz43_217274 


M00055548B:C03 


ES172 


646159 


1588.J06.gz43_211852 


M00055548B:G06 


ES 172 


639480 


1588.J09.gz43_211900 


M00055548B:G06 


ES 172 


639480 


1588.J09.gz43_217386 


M00055548C:E05 


ES 172 


512634 


1588.J13.gz43_211964 


M00055548C:G09 


ES 172 


639295 


1588.J17.gz43_212028 


M00055549A:B04 


ES 172 


442531 


1588.J22.gz43_212108 


MOOOSSS49C:E10 


ES172 


639316 


1588.K08.gz43_21l885 


M000SSS49C:E10 


ES172 


639316 


1588.K08.gz43_217371 


M00055549C:F08 


ES 172 


453768 


1588.K10.g243_217403 


M00055550A:C07 


ES 172 


645365 


1588.K19.gz43_212061 


M00055550C:E07 


ES172 


450123 


1588.L05.gz43_211838 


M00055550C:F03 


ES172 


645938 


1588.L07.gz43_211870 


M00055550D:D02 


ES 172 


457146 


1588.Lll.gz43_217420 


M00055551A:A12 


ES 172 


650521 


1588.L18.gz43_212046 


M00055551C:C08 


ES172 


551662 


1588.M07.gz43_217357 


M00055552C:G03 


ES172 


447379 


1588.M20.gz43_217565 


M00055553A:D08 


ES172 


406436 


1588.N01.gz43_217262 


M00055553A:F11 - 


ES172 


645891 


1588.N02.gz43_211792 


M00055553A:F11 


ES 172 


645891 


I588.N02.gz43_217278 


M00055553A:H08 


ES 172 


420702 


1588.N04.gz43_211824 


M00055553B:D05 


ES172 


554789 


1588.N06.g243_217342 


M00055S53B:H04 


ES172 


644242 


1588.N09.g243_211904 


M00055553C:D06 


ES 172 


644723 


1588.Nll.gz43_211936 


M00055553C:H12 


ES172 


641078 


1588.N15.gz43_212000 


MG0055553D:C07 


ES172 


640747 


1588.N16.g243_212016 


M00055553D:E06 


ES172 


645781 


1588.N18.g243_217534 


M00055554C:B04 


ES 172 


644012 


1588.O05.gz43_217327 


M00055554D:F01 


ES172 


377692 


1588.011.gz43_217423 


M00055555D:B05 


ES172 


639395 


1588.022.gz43_217599 


M00055556A:A04 


ES172 


646350 


1588.P05.gz43_211842 


M00055556A:E07 


ES172 


649099 


1588.P06.gz43_211858 


M00055556A:E07 


ES172 


649099 


1588.P06.gz43_217344 


M00055556C:H09 


ES172 


701221 


1588.P14.gz43_217472 


M00055557A:A04 


ES172 


447023 


1588.P18.gz43_217536 


M00055557A:C11 


ES 172 


639425 


1588.P21.gz43_212098 


M00055557B:B10 


ES172 


. 477064 


1588.P24,gz43_217632 


M00055557B.F07 


ES172 


509798 


1597.A03.gz43_212179 


M00055558B:G11 


ES172 


637966 


1597.A16.gz43_212387 


M00055558D:C08 


ES172 


460666 


1597.A21.gz43_2 12467 


M00055558D:D07 


ES 172 


645913 


1597 jU3.gz43_2 12499 


M00055559A:D06 


ES172 


469731 


1597.B06.gz43_212228 
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M00055559C:D07 


ES172 


555021 


1597.B12.gz43_212324 


M00055560D:C03 


ES 172 


470822 


1597.C10.gz43_212293 


M00055561A:F07 


ES 172 


647614 


1597.C17.gz43_212405 


M00055561B:G12 


ES 172 


645538 


1597.C24.gz43_212517 


M00055561C:C07 


ES172 


639781 


1597.D05.gz43_212214 


M00055562B:D03 


ES172 


592122 


1597.D14.g243_212358 


M00055562BH02 


ES172 


475152 


1597.Dl7.gz43_212406 


M00055562C:F02 


ES 172 


640195 


1597.D22.gz43_212486 


M00055562D:B06 


ES172 


639056 


1597.E05.gz43_212215 


M00055563AA02 


ES172 


640356 


1597.E08.gz43_212263 


M00055563A:C03 


ES172 


647431 


1597.E09.gz43_212279 


M00055563A:D02 


ES172 


449258 


1597.E10.gz43_212295 


M00O55565A:CO8 


ES172 


454825 


1597.F10.g243_212296 


M00055565A:F11 


ES 172 


553318 


1597.F16.gz43_212392 


M00055565B:F04 


ES172 


596882 


1597.F18.gz43_212424 


M0O055565D:GO8 


ES172 


664195 


1597.G03.gz43_212185 


M00055566A:E02 


ES172 


639593 


1597.G06.gz43_212233 


M00055567AA06 


ES172 


446230 


1597.G23.gz43_212505 


M00055567A:An 


ES172 


647069 


1597.G24.gz43_212521 


M00055567B:G07 


ES172 


649829 


1597.H04.g243_212202 


M00055568A:B04 


ES172 


556511 


1597.H15.gz43_212378 


M00055568A;D05 


ES172 


646293 


1597.H17.gz43_212410 


M00055568C:F07 


ES172 


638869 


1597.H24.gz43_212522 


M00055568C:G11 


ES 172 


641890 


1597.101.g243_212155 


M00055569A:C08 


ES172 


643488 


1597.110.gz43_212299 


M00055569A:D01 


ES 172 


650740 


1597.112.gz43_212331 


M00055569A:F06 


ES172 


644928 


1597.118.gz43_212427 


M00055569B:G10 


ES 172 


553114 


1597.124.gz43_212523 


M0O055569D:CO2 


ES 172 


557975 


1597.J06.gz43_212236 


M00055570B:F07 


ES172 


659031 


1597.J12.gz43_212332 


M00055572C:E08 


ES 172 


447423 


1597.L05.g243_2 12222 


M00055573A:B11 


ES 172 


666644 


1597.L12.gz43_212334 


M00055573B:D11 


ES 172 


589483 


1597.L18.gz43_212430 


M00055573B:E01 


ES172 


553602 


1597.L19.gz43_212446 


M00055574A:D12 


ES172 


642527 


1597.M09.gz43_212287 


M00055574A:F12 


ES 172 


640181 


1597.Mll.gz43_212319 


M00055574B:D04 


ES 172 


557713 


1597.M15.gz43_212383 


M00055574B:F06 


ES172 


650235 


1597.M17.gz43_212415 


M00055574D:B07 


ES172 


649431 


1597.M24.gz43_212527 










M00055574D:E02 


ES173 


649668 


1597.N02.gz43_212176 


M00055575C:B04 


ES173 


45921 


1597.N14.gz43_212368 


M00055575D:G04 


ESI73 


640956 


1597.N18.gz43_212432 


M00055576AI>09 


ES173 


650593 


1597.N21.gz43_212480 
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M00055576A:F07 


ES173 


649349 


1597.N23.g243_212S12 


M00055576D:E09 


ES173 


643162 


1597.012.gz43_212337 


M00055577A:G09 


ES 173 


6408S1 


1597.O20.gz43_212465 


M00055577B:F05 


ES173 


648483 


1597.024.g243_212529 


M00055577C:G02 


ES173 


639698 


1597.P05.gz43_212226 


M00055578B:D05 


ES173 


362177 


1597.P12.gz43_212338 


M00055578C:Fn 


ES173 


668852 


1597.P22.gz43_212498 


M00055578D:E11 


ES 173 


561602 


1597.P24.g243_2 12530 


M00055579C:D04 


ES 173 


641191 


1598.A07.gz43_2 12627 


M00055579D:C11 


ES 173 


459521 


1598.AIl.gz43_212691 


M00055579D:G09 


ES 173 


641957 


1598.A13.gz43_212723 


M00055580B:B08 


ES 173 


641425 


1598 A17.gz43_2 12787 


M00055581A:C02 


ES173 


640025 


1598.B02.gz43_212548 


M00055581Cu^01 


ES173 


648580 


1598.B04.gz43_212580 


M00055581C:B08 


ES 173 


647360 


1598.B05.g243_212596 


M00055582B:A06 


ES173 


648159 


1598.B15.gz43_212756 


M00055583A:A05 


ES173 


641262 


1598.C05.gz43_212597 


M00055583C:A01 


ES173 


86311 


1598.C18.gz43_212805 


M00055584A:G11 


ES173 


641925 


1598D06.gz43_212614 


M00055584B:B01 


ES 173 


639070 


1598.D07.gz43_212630 


M00055585A:E12 


ES173 


651000 


1598.D21.gz43_212854 


M00055585B:F01 


ES173 


415538 


1598.E02.gz43_212551 


M00055585C:F05 


ES 173 


449247 


1598.E06.gz43_212615 


M00055586A:F05 


ES 173 


639116 


1598.Ell.gz43_212695 


M00055586C:A06 


ES173 


553087 


1598.E21.gz43_212855 


M00055586D.G07 


ES173 


645707 


1598.F05.gz43_212600 


M00055588A:C03 


ES173 


639444 


1598.G05.gz43_212601 


MOOOS5588B:H11 


ES173 


140909 


1598.Gn.gz43_212697 


M00055588C:G09 


ES173 


509973 


1598.G15.gz43_2 12761 


M00055589A:B06 


ES173 


646914 


1598.G21.gz43_212857 


M00055589B:E08 


ES173 


644572 


1598.H03.gz43_212570 


M00055589B:H02 


ES 173 


642008 


1598.H04.gz43_212586 


M00055590A:B03 


ES173 


464091 


1598^11 .gz43_212698 


M00055590A:E01 


ES173 


645264 


1598.H15.gz43_212762 


M00055590D:G07 


ES173 


635439 


1598.11 l.gz43_212699 


M00055591A:B08 


ES173 


641472 


1598.112.gz43_2 12715 


M00055591D:A07 


ES173 


556868 


1598.J04.gz43_212588 


M00055591D:E08 


ES 173 


512521 


1598. J05.gz43_2 12604 


M00055592B:C10 


ES173 


641467 


1598.J12.gz43_212716 


M00055593A:F08 


ES173 


641838 


1598.K09.gz43_212669 


M00055593C:D08 


ES173 


638941 


1598.K14.gz43_212749 


M00055594B:A01 


ES173 


446371 


1598.K21.gz43_212861 


M00055594C:B03 


ES173 


470769 


1598.L04.gz43_212590 


M00055594C:F11 


ES173 


646590 


1598.L06.gz43_212622 
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ES 173 


455864 


1598.L12.g243 212718 


MU0U55jy5C:r 12 


ES 173 


447272 


! 1598.M01.gz43 212543 


MUuU55595C:vj03 


ES 173 


47822S 


> 1598.M02.g243 212559 


M00055595D:C04 


ES 173 


554273 


1598.M04.gz43 212591 


MUu03559oA:C02 


ES 173 


144626 


1598.M08.g243_212655 


Ik if AA/\f C CA^ A .T7A^ 


ES 173 


640826 


1598.M10.g243_212687 


MUU(J55596B:D03 


ES 173 


• 458979 


1598.M16.gz43_212783 


M00055597B:B04 


ES 173 


463028 


1598.N05.gz43_212608 


M00055597D:B05 


ES 173 


641440 


1598.N09.gz43_212672 


M00055597D:E10 


ES 173 


564440 


1598.Nll.gz43 212704 


M00055599D:C08 


ES 173 


640298 


1598.N23.gz43_212896 


M00055600A:C04 


ES 173 


507188 


1598.O07.gz43_212641 


M00055600C:C02 


ES 173 


647312 


1598.O17.gz43_212801 


M00055600D:B02 


ES 173 


515931 


1598.019.gz43_212833 


M00055601B:D12 


ES 173 


640695 


1598.P05.g243_212610 


M00055601B:H02 


ES 173 


641191 


1598.PG7.gz43_212642 


M00055601C:C11 


ES 173 


553925 


1598.P10.g243_212690 


M00055602A:D04 


ES 173 


640634 


1598.P20.gz43_212850 


M00055602B:B10 


ES 173 


201904 


1599.A01.gz43_212923 


M00055602B:B12 


ES 173 


644764 


1599A03.g243_212955 


M00055602D:G08 


ES 173 


643906 


1599.A15.gz43_213147 


M00055603D:A09 


ES 173 


641338 


1599.B01.gz43_212924 


M00055604D:E07 


ES 173 


643279 


1599.B09.gz43_213052 


M00055604D:F05 


ES 173 


559380 


1599.B10.gz43_213068 


M00055606A:Bli 


ES 173 


554833 


1599.B19.gz43_213212 


M00055606A:F09 


ES 173 


461524 


1599.B21.gz43_213244 


M00055606C:F04 


ES 173 


641839 


1599.C09.gz43_213053 


M00055606D:C05 


ES 173 


641542 


1599.C12.gz43_213101 


M00055608C:E03 


ES 173 


641680 


1599.D10.gz43_213070 


M00055608C:G11 


ES 173 


607715 


1599.D15.gz43_213150 


M00055609B:D10 


ES 173 


460929 


1599.E01.gz43_212927 


M00055609B:F10 


ES 173 


640930 


1599.E03.g243_212959 


M00055610B:E04 


ES 173 


454527 


1599.F02.gz43_212944 


M00055610D:H09 


ES 173 


639255 


1599.F09.gz43_213056 


M00055611C:E03 


ES 173 


551896 


1599.F24.gz43_213296 


M00055612A:H05 


ES 173 


645031 


1599.G13.gz43_213121 


M00055615C:E01 


ES 173 


640868 


1599.108.gz43_213043 


iVluUU33013JL/.\^V/ / 


CO IT'S 

io 1 /i 


639703 


1599.11 1 .gz43_213091 


M00055617A:H12 


ES173 


641254 


1599.J09.gz43_213060 


M00055619A:C03 


ES 173 


213631 


1599.K12.gz43_213109 


M00055619B:H04 


ES173 


639480 


1599.K19.gz43_213221 


M00055619C:D06 


ES 173 


647518 


1599.K24.gz43_213301 


M00055619C:F07 


ES173 


640221 


1599.L01.gz43_212934 


M00055619D:A04 


BS173 


640382 


1599.L05.g243_212998 
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M00055620D:D05 


ES173 


640416 


1599.L17.gz43_213190 


M00055621B:G03 


ES173 


561626 


l599.L23.gz43_213286 


M00055623D:G05 


ES173 


641069 


1599J^09.gz43_213064 


M00055628B:B07 , 


ES173 . 


607138 


1599.P21.gz43_213258 


M00055629A:D08 


ES 173 


647266 


l600.A15.g243_213531 


M00055629B:G09 


ES173 


455075 


1600.A22.g243_213643 


M00055630B:E09 


ES 173 


561180 


1600.B13.gz43_213500 


M00055630B:G04 


ES173 


645004 


1600.B15.g243_213532 


M00055632A:B11 


ES173 


559423 


1600.B24.gz43_213676 


M00055632D:A06 


ES173 


640799 


1600.C10.g243_213453 


M0005S633B:A08 


ES173 


634012 


1600.C21.gz43_213629 


M00055633B:G02 


ES 173 


131348 


1600.C24.g243_213677 


M00055633DA02 


ES173 


649717 


1600.D04.gz43_213358 


M00055634C:C10 


ES173 


446659 


1600.D21.gz43_213630 


M00055634C:F09 


ES173 


166041 


1600.D23.gz43_213662 


M00055636A:H12 


ES173 


650180 


1600.E24.gz43_213679 


M00055637B:A01 


ES 173 


642361 


1600.F24.gz43_213680 


M00055637BJJ12 


ES173 


641253 


1600.G05.gz43_213377 


M00055638A:A10 


ES173 


554335 


160O.G13.gz43_2135O5 


M00055638D:D07 


ES 173 


639934 


160O.HO2.gz43_2 13330 


M00055638D:E09 


ES173 


646695 


1600.H04.gz43_213362 


M00055639D:D03 


ES173 


548959 


1600.101.gz43_213315 


M00055639D:F08 


ES 173 


640956 


1600.103.gz43_213347 


M00055640A:G03 


ES173 


635965 


1600.107.8z43_213411 


M00055640B:C01 


ES173 


472129 


1600.109.gz43_213443 


M00055640C:E06 


ES 173 


557401 


1600.112.gz43_213491 


M00055640CJF05 


ES173 


467381 


1600.113.gz43_213507 


M00055640C:F08 


ES 173 


151279 


1600.114.gz43_213523 


M00055641A:C12 


ES 173 


562000 


1600.119.gz43_213603 


M00055642D:A05 


ES173 


553516 


. 1600.J23.gz43_213668 


M00055643A:C01 


ES173 


451615 


1600.K05.gz43_213381 


M00055643B:E0S 


ES173 


642246 


1600.Kll.gz43_213477 


M00055643C:G10 


ES 173 


645261 


1600.K18.gz43_213589 


M00055643D:A05 


ES173 


656268 


1600.K20.gz43_213621 


M00055643D:G11 


ES173 


561069 


160p.K24.gz43_213685 


M00055644A:D10 


ES173 


549124 


1600.L02.gz43_213334 


M00055644A:D12 


ES173 


554722 


1600.L03.gz43_213350 


M00055644B:H12 


ES 173 


379040 


1600.L07.gz43_213414 


M00055645A:C07 


ES173 


156097 


1600.L19.gz43_213606 


M00055646C:B04 


ES 173 


646352 


1600.M13.gz43_213511 


M00055647A:H10 


ES173 


446621 


1600.M19.gz43 J 13607 


M00055647B:A05 


ES173 


641210 


1600.M20.gjs43_213623 


M00055647C:D02 


ES 173 


639886 


1600.N04.g243^213368 


M00055647D;B11 . 


ES173 


467563 


1600.Nn.g243_213480 
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M00055648B:C01 


ES 173 


453441 


1600N19fi243 213608 


M00055649AdH07 


ES 173 


640320 


1600 Oil cz43 213481 


M00055649C:F02 , 


ES173 


491368 


1600 016 £243 213561 


M00055650A:B05 


ES173 


553285 


1600.021.2243 213641 


M00055650C:F12 


ES173 


640029 


1600P09C243 213450 


M00055651A:D06 


ES 173 


638779 


1600P16ez43 213562 


M00055651A:E06 


ES 173 


641702 


1600 P17 2243 213578 


M00055651B:F08 


ES 173 


458736 


1600 P20 2243 213626 


M00055651C:E01 


ES173 


550515 


1600 P24 £243 213690 


M00055651C:F07 


ES 173 


643513 


1669 AOl ez43 260687 


M00055652A:G11 


ES 173 


554510 


1669 A07 ez43 260783 


M00055652B:B11 


ES 173 


618998 


1669AI0&Z43 260831 

i VV^.jTki V/.^Ai"T^ ^VV/OwA 


M00055652B:F12 


ES 173 


406734 


1669A12 ffz43 260863 


M00055653A:G08 


ES 173 


649631 


1669A24ffz43 7610^5 


M00055653B:C03 


ES 173 




1669 B06 &z43 760768 


M00055653B:E12 


ES 173 


86311 


1669 BOO 9743 960$^ 1 6 


M00055653B:G01 


ES 173 


644971 


1669 BIO az43 7608^9 

A V.g^TT^ X>V/VOJ^ 


M00055653BG11 


ES 173 


640259 


1669 B1 1 0743 9^nK4$t 


M00055653DH02 


ES 173 


463312 


1 669 B23 &743 961 04ft 

I,\J\j7 ,^£rxJ l.\rT\J 


M00055654AB07 


ES 173 


462247 


1669 rOI 0743 96ft6R9 


M00055654BG09 


ES 173 


472226 


1669 r06 0743 960769 


M00055654C A05 


ES 173 


64146Q 


1669r08o743 960$^01 


M00055654C:C10 


ES 173 


638971 


] 669 r09 oz43 9608 1 7 


M00055654C'D03 


ES 173 


556488 




M00055654DF02 


ES 173 


650677 


1 669 r 1 7 0743 960945 


M00055655AA09 


ES 173 


642111 


]669ri8ff743 960961 


M00055655B:B08 


ES 173 


642411 


1669C22fiz43 261025 


M00055656A:E09 


ES 173 


643804 


1669 Dll ez43 260850 


M00055657A:B04 


ES 173 


450883 


1669E08s243 260803 


M00055659A:A08 


ES 173 


648773 


1669F11E243 260852 


M00055659C:B10 


ES 173 


639706 


1669 F21 Bz43 261012 


M00055659C:D06 


ES 173 


639674 


1669 F24 £243 261060 


M00055660A:A06 


ES 173 


452687 


1669 GIO £243 260837 


M00055660A:C05 


ES173 


503275 


1669 Gil £243 260853 


M00055660A:C08 


ES 173 


643563 


1669 G12 ez43 260869 


M00055660B:H02 


ES 173 


589483 


' 1669 G17 £243 260949 


M00055661B:E07 


ES 173 


455778 


1669 H06 £243 260774 

AVV/*^ »J.A\/w tfi^t*t^ A»W # # 


M00055661C:E11 


ES 173 


658447 


1669.H12.gz43_260870 


M00055662B:F11 


ES173 


447585 


1669.104.gz43_260743 


M00055662C:C11 


ES 173 


523875 


1669.107.gz43_260791 


M00055662C:D05 


ES173 


645758 


1669.108.gz43_260807 


M00055662C:D12 


ES173 


641379 


1669.109.gz43_260823 


M00055662C:H06 


ES 173 


446188 


1669.112.gz43_260871 


M00055662D:A09 


ES 173 


639596 


1669.115.gz43_260919 
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M00055662D:B07 


ES 173 


639665 


1669.117.gz43_260951 


M00055662D:E05 


ES 173 


640018 


1669,n0.gz43_,260999 


M00055662D:F09 


ES 173 


559575 


1669,I21.gz43_261015 


M00055663A:B02 


ES 173 


641091 


1669.122.g243_261031 


M00055663A:G04 


ES 173 


640261 


1669.124,gz43_261063 


M00055663A:H10 


ES 173 


6416S8 


1669.J0Lgz43J60696 


M00055663B:E02 


ES 173 


640078 


1669J04,gz43J260744 


M00055663C:D05 


ES 173 


658271 


1669J07.g243Ji60792 


M00055663C:F05 


ES173 . 


512521 


1669.J08.gz43_260808 


M00055663D:B05 


ES 173 


643909 


1669J10.gz43_260840 


M000SS664B:G08 


ES 173 


640211 


1669J16.gz43_260936 


M00055665BA12 


ES 173 


451906 


1669.K06.gz43_260777 










M00055665B-B10 


ES 174 


465104 


1669K07fiz43 260793 


M00055665DF11 


ES 174 


640179 


1669,K18.gz43 260969 


M00055666AG04 


ES 174 


642078 


1669 K23 2z43 261049 


M00055666BC03 


ES 174 


448484 


1669.L07.gz43 260794 


M00055666BE06 


ES 174 


640678 


1669.Lll.gz43 260858 


M00055666OC11 


ES 174 


639804 


1669.L12.gz43 260874 


M00055666D-D08 


ES 174 


639932 


1669.L16.gz43__260938 


M00055667AB12 


ES 174 


642332 


1 669 .L20 .gz43_26 1002 


M00055667AH10 


ES 174 


456561 


1669.L23.gz43 261050 


M00055667BC08 


ES 174 


639752 


1669.M01.gz43 260699 


M00055667CF07 


ES 174 


646894 


1669.M10.gz43_260843 


M00055667D-B01 


ES 174 


561894 


1669.M12.gz43_260875 


M00055668B'A10 


ES 174 


550999 


1669.M19.gz43_260987 


M00055668B:B07 


ES 174 


557401 


1669.M20.gz43_261003 


M00055668B:D05 


ES 174 


639906 


1669.M21.gz43_261019 


M00055668C-A04 


ES 174 


642068 


1669.N02.gz43_2607l6 


M00055668C:F05 


ES 174 


648340 


1669.N05.gz43_260764 


M00055668D;E11 


ES174 


556750 


1669.N10.gz43_260844 


M00055669B:G02 


ES 174 


648352 


1669.N18.gz43Ji60972 


M00055669D:B08 


ES174 


639743 


1669.O02.g243_260717 


M00055670A:B04 


ES 174 


648352 


1669.O07.gz43_260797 


M00055670D:F02 


ES 174 


641683 


1669.O17.gz43J60957 


M00055671AJI03 


ES 174 


518569 


' 1669.P01.gz43_260702 


M00055671B:B02 


ES174 


642230 


1669.P03.gz43_260734 


M00055672D:F06 


ES 174 


640092 


1670.A08.gz43J61183 


M00055673A:E09 


ES 174 


95617 


1670.All.g243J261231 


M00055673B:A04 


ES174 


645146 


1670.A16.gz43J261311 


M00055673B:B08 


ES 174 


639469 


1670.A18.g243_261343 


M00055673D:C01 


ES 174 


639805 


1670.B07.g243_261168 


M00055674A:C11 


ES174 


651088 


1670.B12.g243_261248 


M00055674C:E05 


ES 174 


645968 


1670.B21.g243__261392 
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M00055675A:G03 


ES174 


643522 


1670.C06.g243_261153 


M00055675D:E04 


ES174 


650673 


1670.C14.gz43_261281 


M00055676B:D05 


ES 174 


446242 


1670.C20.gz43_261377 


M00055676DJi07 


ES 174 


426366 


1670.D05.gz43_261138 


M00055678C:H05 


ES 174 


289328 


1670.D14.gz43_261282 


M00055679B:E03 


ES 174 


642321 


1670.D23.g243_261426 


M00055680B:D09 


ES 174 


553642 


1670.E15.gz43_261299 


M00055680B:H04 


ES 174 


647427 


1670.E17.gz43_261331 


M00055680C:E01 


ES 174 


493622 


1670.E20.gz43_261379 


M00055681A:F02 


ES174 


416808 


1670.E24.gz43_261443 


M00055681D:F11 


ES174 


642502 


1670.F18.gz43i261348 


M00055682A:B07 


ES174 


637966 


1670.F22.gz43_261412 


M00055682C:D06 


ES174 


641618 


1670.G09.8z43_261205 


M00055682D:GO2 


ES174 


641902 


1670.G19.gz43_261365 


M00055683B:D10 


ES174 


640645 


1670 Ji06.gz43_261 158 


M000SS683C:A03 


ES174 


557625 


1670.H10.gz43_261222 


M00055683C:D11 


ES 174 


644699 


1670JI14.g243_261286 


M00055683C:H11 


ES 174 


553921 


1670.H17.gz43_261334 


M00055684B:D06 


ES174 


599838 


1670.110.gz43_261223 


M00055684D:A10 


ES174 


506901 


1670.118.gz43_261351 


M00055685A:E10 


ES 174 


601137 


1670.123.gz43_261431 


M00055685A:F02 


ES 174 


647856 


1670.124.gz43_261447 


M00055685A:F06 


ES 174 


447802 


1670.J02.gz43_261096 


M00055685B:E12 


ES 174 


645909 


1670.J06.gz43_261160 


M00055685D:B06 


ES 174 


649558 


1670.J18.gz43_261352 


M00055686B:D03 


ES174 


641624 


1670.K06.gz43_261161 


M00055686D:E04 


ES174 


641726 


1670.K12.gz43_261257 


M00055686D:E10 


BS 174 


641728 


1670.K13.gz43_261273 


M00055687C:B04 


ES 174 


554564 


1670.K24.gz43_261449 


M00055687C:B11 


ES174 


649284 


.1670.L01.gz43_261082 


M00055687C:F01 


ES174 


643594 


1670.L05.gz43_261146 


M00055687C:F07 


ES174 


639136 


1670.L06.gz43_261162 


M00055688A:A02 


ES174 


641287 


1670.L09.gz43_261210 


M00055688A:E04 


ES174 


649921 


1670.L12.gz43_261258 


M00055689B:F{)4 


ES174 


446675 


1670.M05.gz43_261147 


M00055689C:B03 


ES174 


634122 


1670.M08.gz43_261195 


M00055689C:C03 


ES174 


634122 


1670.M10.gz43_261227 


M00055689D:G01 


ES174 


567636 


1670.M18.gz43_261355 


M00055691A:D08 


ES 174 


640826 


1670.M22.gz43_261419 


M00055691B:E07 


ES174 


640889 


1670.N03.gz43_261116 


M00055691C:E02 


ES 174 


646638 


1670.N06.gz43_261164 


M00055691D:B07 


ES174 


642644 


1670.Nll.gz43_261244 


M00055691D:E04 


ES174 


502609 


1670.N13.gz43_261276 


M00055692A:E05 . 


ES174 


561920 


1670.N18.gz43_261356 
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M00055695D:E01 


ES174 


645431 


1670.P12.gz43_261262 


M00055699C:D02 


ES174 


41141 


1671.Bll.gz43_261616 


MO0O5570OB:E10 


ES174 


553985 


.1671.B23.gz43_261808 


M00055701A:B04 


ES 174 


560546 


1671.C12.g243_261633 


M00055701B:C03 


ES 174 


642039 


1671.C17.gz43_261713 


M00055702C:D01 


ES174 


646028 


1671.D09.g243_261586 


M00055702C:F11 


BS 174 


640947 


1671.D10.g243_261602 


M00055702D:H10 


ES174 


605761 


1671.Dll.gz43_261618 


M00055704A;D09 


ES174 


642062 


1671.E08.g243_261571 


M00055704B:C04 


ES174 


551415 


1671.E12.gz43_261635 


M00055705C:F12 


ES174 


471268 


1671.F17.gz43_261716 


M00055705C:G01 


ES174 


641876 


1671.F18.gz43_261732 


M00055706BJil2 


ES174 


463548 


1671.G10.gz43_261605 


M00055707A:B07 


ES174 


649429 


1671.G14.gz43_261669 


M00055707A:E07 


ES174 


468316 


1671.G17.gz43_261717 


M00055707A:F11 


ES 174 


453006 


167i.G20.gz43_261765 


M00055707B:E02 


ES174 


640879 


1671, G22.gz43_26 1797 


M00055709D:G10 


ES 174 


417259 


167I.HI7.gz43_261718 


M00055710B:E04 


ES174 


641700 


1671.H22.gz43_261798 


M00055711B.B08 


ES174 


561422 


1671.107.gz43_261559 


M00055711CA07 


ES174 


463368 


1671.11 l.g243_26I623 


M00055711Dfll2 


ES174 


558890 


1671.121.gz43_261783 


M00055713C:B06 


ES 174 


455552 


1671.J08.gz43_261576 


M00055713C:D11 


ES 174 


469688 


1671.J10.gz43_261608 


M00055713C:F12 


ES174 


558086 


1671.Jll.gz43_261624 


M00055713C:H01 


ES 174 


446933 


1671.J12.gz43_261640 


M00055715A:D10 


ES 174 


463368 


1671.K08.gz43_261577 


M00055715C:C11 


ES174 


640534 


1671.K20.g243_261769 


M00055717A:C06 


ES174 


644325 


1671.L10.gz43_261610 


M00055717A:H01 


ES174 


521888 


1671.L12.g243_261642 


M00055717B:A03 


ES174 


451401 


1671.L14.g243_261674 


M00055717B:E04 


ES174 


421826 


1671.L17.gz43_261722 


M00055717C:B07 


ES174 


536415 


]671.L23.gz43_261818 


M00055718A.F01 


ES 174 


478192 


1671.M09.gz43_261595 


M0O055718A:H05 


ES 174 


640282 


1671.MI0.g243_261611 


M00055718B:H11 


ES 174 


465589 


I671.M17.gz43_261723 


M00055719A:A06 


ES174 


646105 


1671.N09.g243_261596 


M00055719A:D11 


ES 174 


557710 


1671.N12.gz43_261644 


M00055719A:G04 ■ 


ES174 


645505 


1671.N17.gz43_261724 


M00055719A:G12 


ES174 


510195 


1671.N18.gz43_261740 


M00055719C:A09 


ES 174 


640282 


1671.N23.gz43_261820 


M00055720B:D06 


ES174 


645344 


1671.012.gz43_261645 


M00055721AA07 


ES174 


466265 


1671.O22.gz43_261805 


M000S5721B:D08 


ES174 


642288 


1671.P07.gz43_261566 
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M00055711A*B05 


ES 174 


492094 


1671P18fiz43 261742 


M000557MA*C04 


ES 174 


600115 


1671 P21.sz43 261790 


iVl\/ V */ / ^ieO mtWi X 


ES 174 


498194 


1672.A0 1 .g243_26 1 84 1 




174 


645171 


1672 A06 C243 261921 


\yTnon<kS;799P'Pl 1 


174 


v«? v«7 


1672 A12 ffz43 262017 




PQ 174 
lo 1 /•t 


64740 1 


\612 A13 cz43 262033 


JVIUUU3 J / zzjj.au / 


PQ 174 


6410S6 


1672A14ez43 262049 


IV1UUUj3 /ZZLI.OlU 


P^ 174 


460067 


1672A17ffz43 262097 


JV1UUU33 /ZZJL/.£>Uj 


PQ 174 


S44707 


1679A19ez43 262129 


ii)rAnn*i<777'n«oi 7 

MUUU33 /ZZl/.OlZ 


PQ 174 


470760 


1672 A23 Bz43 262193 


MUUUjD /ZjA.UUo 


PQ 174 




1672 B03 ez43 261874 


Tiyinnn^^77^ A -POA 
jVIUUUDj /ZoA.v^U** 


PQ 174 


64768R 


1672 B04 2243 261890 


A/TAAA^ ^77'a A •TJOil 

/Z:)A.rU*f 


PQ 174 


640^^60 


1672 B07 te43 261938 




PQ 174 

.Do X /H 


647078 

VHZv #0 


1672Bllcz43 262002 


TV/TAAA-^ <'7Ta'D*r'A'3 


PQ 174 
Ho 1 f*r 


649 1 07 


1672B14B243 262050 


A yf A A A ^ ^ TO n 'TJ A C 


PQ 174 


46076 


1672B17ez43 262098 


■K>rnAA^^'70'2/^« A AQ 


PQ 174 


645(477 


1672 B18 fiz43 262114 


X if A A A< < 'TO ^ • "D AO 


PQ 174 
JDo 1 /*f 


4K0496 


1672B19ez43 262130 


Muuu53723C:r uy 


PQ 174 
lio 1 /4 




1679B99oz43 262178 


A /TAA A< ^OOIT^ • r^AA 


PQ 174 


^99407 


1672C03bz43 261875 


\ if A A A ^ < TO 0 • t? A < 


PQ 174 

Co i 


640106 


1672C06ez43 261923 


'\>rAAAJC<'70/l A '/^ 1 0 

JVIUUU^J /Z4A.L/1Z 


PQ 174 

JDO 1 


984S5^6 


1672 C12 Bz43 262019 




PQ 174 
Ho 1 /H- 


64^018 

JV/ AO 


1672 CI 5 ez43 262067 


IVyTAAA^^OO/f A 'riAft 


PQ 174 

JDO 1 /*r 




1672 C17 2243 262099 


» Ki\f\t\ C < TO >l O >T> Ail 

M00055724o:D04 


PC 17/1 
Ho 1 /4 


467899 
*to / ozz 


1679r20oz43 26214^ 


iff AAft C ^ OO /I "D AQ 


PQ 174 
Ho 1/4 


649799 

DHZ / Z^ 


1672C23ez43 262195 


TV Anr»n^^'70 4T>-t tap 
MUUU^J /z4l5:rlU3 


PQ 174 
Ho 1 /4 


S^7991 

J J /ZZx 


1679D02cz43 261860 


X iffAAACC70 /1T\. A AO 

MUUU^J /z4U:AUZ 


PQ 174 
Ho 1 /4 


^S0»98 

.J^70ZO 


1672 D17 2243 262100 


X vTAAAC COOC A -1710 

iVlUUuD J /zDA.r Iz 


PC 174 
Ho 1 /4 


641^0S 


1679E02 2z43 26186" 


Xif AAAC^OO^ A ./^AO 


PQ 174 
Ho 1 #4 




1672 E03 2243 261877 


X if AA A< ^oo cr\»"DAO 


PQ 174 
Ho 1 /4 


S99S48 


1672 E14 2243 262053 


Xif AAA<:<OO^T\.'I?A^ 


PQ 174 
Ho 1 /4 


4^9919 

H.7ZZ x^ 


1672E19 2z43 262133 




PQ 174 
Ho 


64^004 


1672 F16 2243 262086 


X if AAA<: ^oo/cr%.iJi o 


PQ 174 
Ho 1 /4 


480940 


1672F24 2z43 26221^ 


XifAAACCOOT A .nAl 


PQ 174 
Ho 1 /4 


^07188 

•^v/ xOO 


1672G02ez43 261863 


XAAAAfi *'70'7"D.Tri A 


PQ 174 
Ho I /4 


649^1S 


1672 G12 ez43 262023 


■\ if A A A€ ft O 7/^ ."D AO 

MUUU33 /z /CJdUZ 


PQ 174 
Ho 1 /*t 


SS0776 


1672 G16 2243 262087 


M00055727DG01 


ES 174 


641070 


1672.H02.gz43_261864 


M00055727D:H04 


ES174 


639711 


1672.H04.gz43_261896 


M00055728B:G11 


ES 174 


647060 


1672.H16.gz43_262088 


M00055728C:B08 


ES 174 


455113 


1672.H17.gz43_262104 


M00055728D:F02 


ES 174 


554708 


1672.H22.gz43_262184 


M00055729A:B12 


ES 174 


672032 


1672.102.gz43_261865 


M00055729B:G03 


ES 174 


641101 


1672J12.gz43_262025 
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M00055729C:D11 


ES 174 


642315 


1672.116.g243_262089 


m00055729C:E02 


ES 174 


477064 


1672.117.g243__262105 


M00055729D:A06 


ES 174 


546705 


I672.I18.g243_262I21 


M00055729D:F05 


ES 174 


644609 


1672.121. g243_262169 


M00055731A:C03 


ES 174 


461583 


1672.J13.g243_262042 


M00055731A:G05 


ES 174 


640704 


1672J17.gz43_262106 


M00055731A:H07 


ES 174 


235397 


1672J18.gz43_262122 


M00055731C:F09 


ES 174 


' 454383 


1672.K06.gz43_261931 


M00055731C:H07 


ES 174 


639458 


1672.K08.gz43„261963 


M00055731D;B10 


ES174 


646129 


1672,Kll.gz43__262011 


M00055731D:E12 


ES 174 


555681 


1672.K13.gz43_262043 


M00055731D:F09 


ES 174 


640879 


1672.K15.gz43^262075 


M00055732A:B04 


ES 174 


651085 


1672.K18.gz43_262123 


M00055732A:C12 


ES174 


322255 


1672.K19.gz43_^262139 


M00055732A:F09 


ES174 


642557 


1672.K21.g243_^262171 


M00055733A:G04 


ES174 


642631 


1672X1 l.g243_262012 


M00055733B:F11 


ES 174 


504501 


1672.L16.gz43_262092 


M00055733B:H05 


ES 174 


419443 


1672.L17.g243J62108 


M00055733C:G02 


ES174 


383609 


1672.L18.gz43^262124 


M00055733C:H12 


ES174 


650397 


1672.L20.gz43_262156 


M00055733D:B11 


ES174 


561968 


1672.L21.g243_262172 


MO0O55733D:D04 


ES 174 


645151 


1672.L23.g243__262204 


M00055733D:H01 


ES 174 


416377 


1672.M04.gz43_261901 


M00055734D:A02 


ES 174 


461474 


1672.M16.gz43J62093 


M00055734D:D01 


ES 174 


646609 


1672.M19.g243_262141 


M00055734D:E05 


ES 174 


642376 


1672.M21.gz43__262173 


M00055734D:E10 


ES 174 


645165 


1672.M22.gz43_262189 


M00055734D:G12 


ES 174 


558146 


' 1672.M23.gz43_262205 


M00055735A:B05 


ES174 


647669 


1672.N01.g243_261854 










M00055735B:Fn 


ES 175 


642111 


1672.N10.g243_261998 


M00055735C:G08 


ES 175 


648667 


1672.K14.gz43_262062 


M00055735D:C01 


ES 175 


502826 


1672.N18.gz43_262126 


M00055735D:E10 


ES 175 


556336 


1672.N19.gz43_262142 


M00055736A:B11 


ES 175 


648265 


1672.N23.gz43_262206 


M00055736B:C08 


ES 175 


643897 


I672.O04.gz43_261903 


M00055736C:D06 


ES 175 


466434 


1672.O09.gz43_261983 


M00055736D:D11 


ES 175 


642263 


1672.O15.gz43_262079 


M00055737B:A03 


ES 175 


640266 


1672.O20.gz43_262159 


M00055738B:H11 


ES 175 


100821 


1672.P13.gz43_262048 


M00055738C:A12 


ES175 


647556 


1672.P14.gz43_262064 


M00055738C:C02 


ES175 


647906 


1672.P15.gz43_262080 


M00055738D:G08 


ES175 


645085 


1672.P20.gz43_262160 


M00055739A:B02 


ES175 


' 550049 


I672J>21.g243_262176 
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M00055739A:B04 


ES 175 


608540 


1672.P22.g243_262192 


M00055739A:C09 


ES 175 


558301 


1681A01.gz43_296936 


M00055739B:B06 


ES 175 


468613 


1681.A03.g243_296968 


M00055739B:D09 


ES175 


644836 


168 1 A04.g243_296984 


M00055739B:H08 


ES 175 


568467 


168 1 .A08.g243_297048 


M00055739C:D11 


ES 175 


648481 


168 1 . Al 0.gz43_297080 


M00055739D:B12 


ES 175 


644684 


1681.A13.g243_297128 


M00055739D:C03 


ES 175 


463815 


1681A14.gz43_297144 


M00055739D:E04 


ES 175 


644919 


1681.A16.gz43_297176 


M00055740A:B03 


ES 175 


462245 


1681.A19.g243_297224 


M00055740B:C06 


ES175 


643142 


1681.A21.gz43_297256 


M00055740B:F09 


ES175 


463824 


1681.A24.g243_297304 


M00055740C:A07 


ES175 


648905 


1681. BOS .gz43_296969 


M00055740C:E06 ■ 


ES175 


644937 


168 1 .B04.gz43_296985 


M00055740D:G12 


ES 175 


150839 


168 1 .B 1 0 .gz43_29708 1 


M00055741A:D09 


ES175 


640504 


168 1 .B13.gz43_297I29 


M00055741B:B12 


ES 175 


640997 


1681.B15.gz43 297161 


M00055741C:A09 


ES 175 


526459 


1681 Bl 8 C243 297209 


M00055741D:H01 


ES 175 


548920 


1681.C01.gz43 296938 


M00055742B:H06 


ES 175 


645147 


1681.C08.gz43 297050 


M00055742C:A07 - 


ES 175 


640306 


1681.C10.gz43 297082 


M00055742C:C01 


ES 175 


419479 


1681.Cll.gz43 297098 


M00055742D:H03 


ES175 


413621 


1681.C16.gz43 297178 


M00055743B:E01 


ES 175 


389377 


1681.C24.gz43 297306 


M00055743C:C01 


ES 175 


508755 


1681.D02.g243 296955 


M00055743C:D12 


ES175 


463951 


1681 D05 ez43 297003 


M00055743D:D04 


ES175 


649427 


1681.D09.g243_297067 


M00055743D:E07 


ES175 


448703 


168 1 .D10.g243_297083 


M00055744A:B04 


ES 175 


642263 


1681.D15.gz43 297163 


M00055744B:B02 


ES175 


640017 


I681,D19.gz43_297227 


M00055744B;C08 


ES 175 


218416 


1681.D20.gz43_297243 


M00055744C:D02 


ES175 


642644 


1681.E02.gz43_296956 


M00055744D:A11 


ES175 


447936 


1681.E08.gz43_297052 


M00055744D:F03 


ES175 


645000 


1681.Ell.gz43_297100 


M00055745A:H02 


ES175 


453726 


1681.E19.gz43_.297228 


M00055745B:H02 


ES175 


470667 


1681.E23.gz43_297292 


M00055745C:A06 ' 


ES175 


468959 


1681.E24.gz43_297308 


M00055745C:G06 


ES175 


552085 


1681.F03.g243_296973 


M00055745D:F11 


ES175 


, 556654 


1681.F09,gz43„297069 


M00055746A:C09 


ES 175 


644053 


1681.F10.gz43_297085 


M00055746C:F06 


ES175 


587696 


1681.F17.gz43_297197 


M00055746C:F10 


ES 175 


471277 


1681.F18.gz43_297213 


M00055746C:G06 


ES 175 


644468 


168LF19.gz43_297229 


M00055747C:E09 


ES175 


529742 


1681.Gll.gz43_297102 
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M00055748A:B03 


ES175 


593343 


1681.G19.gz43_297230 


M00055748A:D07 


ES175 


448251 


1681.G21.gz43_297262 


M00055748C:C07 


ES 175 


446925 


1681JH03.gz43_296975 


M00055748D:C03 ■ 


ES175 


594040 


1681.H09.gz43_297071 


M00055749B:C10 


ES175 


461917 


1681.H17.g243_297199 


M00055749B:D12 


ES175 


452504 


1681.H18.gz43_297215 


M00055749C:B03 


ES175 


644105 


168IJI19.gz43_297231 


M00055749C:C04 


ES175 


489040 


1681.H20.gz43_297247 


M00055749D:B07 


ES175 


426366 


1681.101.gz43_296944 


M00055749D:C01 


ES 175 


644105 


I68l.I02.gz43_296960 


M00055749D:D06 


ES 175 


649356 


1681.103.gz43_296976 


M00055749D:F12 


ES 175 


644342 


1681.104.gz43_296992 


M00055750B:H01 


ES175 


644510 


1681.117.gz43_297200 


M00055750C.H10 


ES175 


638943 


1681.101.gz43_296945 


M00055750D:H06 


ES 175 


649763 


1681.J05.g243_297009 


M00055751A:F06 


ES175 


488432 


1681.J09.gz43_297073 


M00055752A:E10 


ES175 


649702 


1681.J20.gz43_297249 


M00055752A:G10 


ES175 


644479 


1681J23.g243_297297 


M00055752C:C06 


ES175 


510724 


1681.K03.gz43_296978 


M00055752C:F06 


ES175 


644345 


i6M.K05.gz43_297010 


M00055752C:H07 . 


ES 175 


611927 


1681.K07.gz43_297042 


M00055752D:C01 


ES175 


641144 


1681.K09.g243_297074 


M00055752D:F01 


ES175 


644342 


1681.K10.gz43_297090 


M00055753A:D04 


ES175 


639703 


1681.K16.gz43_297186 


M00055753B:A02 


ES175 


483042 


1681.K18.g243_297218 


M00055753BA06 


ES175 


447485 


1681.K19.gz43_297234 


M00055753B:F10 


ES175 


449438 


1681.K22.gz43_297282 


M00055753D:C06 


ES175 


446676 


1681.L03.gz43_296979 


M00055754A:E04 


ES175 


446355 


I681.L08.gz43_297059 


M00055754A:E07 


ES175 


550223 


1681.L09.g243_297075 


M00055754AH06 


ES175 


478833 


1681.Lll.g243_297107 


M00055755A:B11 


ES 175 


514838 


I681.L18.gz43_297219 


M00055755C:F12 


ES 175 


464171 


1681.M08.g243_297060 


M00055755D:C09 


ES175 


491544 


1681.M09.gz43_297076 


M00055756C:C03 


ES 175 


639750 


1681.M16.gz43_297188 


M00055756D:B05 


ES175 


643941 


1681.M20.gz43_297252 


M00055756D:E05 


ES175 


108479 


1681.M21.g243_297268 


M00055757AA07 


ES175 


553675 


1681.M24.gz43_297316 


M00055757B:B07 


ES175 


, 646552 


1681.N06.gz43_297029 


M00055757B:C04 


ES175 


639420 


1681.N07.gz43_297045 


M00055757B:D06 


ES175 


235194 


1681.N09.g243_297077 


M00055757D:B05 


ES 175 


643984 


1681.N18.gz43_297221 


M00055758A:G02 


ES175 


644461 


1681.N21.gz43_297269 


M00055758CJilO 


ES 175 


645603 


1681.O01.gz43_296950 
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M00055758D'E02 


FS 175 


640264 


1681 O04 ffz43 296998 


M0005S7SQA'R02 


17^ 


492917 


1681 O08 ez43 297062 




F^ 17S 




1681 01 1 0743 2Q7110 




P^ 175 




1681 01 R 0743 2Q7222 




F^ 175 




1681 02^^ 074'^ 297^02 




F^ 175 


45150R 
*tD XJKJO 


16S1 PI 5 074'? 797175 




P<2 175 




1681 P91 <yy4'^ 707771 

lUOl.i Zl .gZ*f J_Z3'/Z / 1 


Monn^ ^ 7 A 1 p 'pno 


PQ 175 




1681 P77 dtA'^ 707787 


lunnn^ <7A 1 n-pn^ 


PC 175 

I lO 


A4S'^7n 


1 687 An6 otA^ 767105 


iVlUUU33 /Oll/.rlUo 


PQ 175 


nOoDOv 


1687 AOO (T^A*^ 767'?51 

1 QoZ.Av/7.gZ't^_ZvlZJ*^^ 




PC 175 


^^OORI 


1687 A 14 tty^A'X 7674"?*^ 




PC 175 
CiO XID 


OHDyrV 


1 ^87 A 1 o^A'^ 767465 


JV1UUU3 J /ozu.cuo 


PC 175 


AQA'^7fi 


1 687 A 1 7 otA*^ 76748 1 

1 OOZ./\,1 / .gZ*t J^ZOZHO JL 


A >f n r\ A ^ ^ T/i O P -XJA 7 

muuujj /ozu.riu/ 


PC 175 


AA^l A7 


' 1687 A70 o-yAl 767570 

1 QoZ./\ZU.gZH^^ZuZ^Z7 


A/fnOH'^^'TAQ A •T-iri7 


PC 175 




1687 PO^ o^AX 767758 

I DoZ .D\fJ .gZ*f O^ZUZZJ O 


\ yf nn A ^ ^ "a p • n A'? 


PC 175 




1/^87 Pn5 o'^A'^ 767700 
1 0 0 Z . £> . gZH^_Z UZZ 7 v 




PQ 17S 
US 1 ID 


6AA77R 
uHHZ / 0 


1 687 P08 orA^ 767'^38 


A/fnnn^^7A'3r'* A in 


PC 175 




1687 PI 7 0741 767407 

lUOZ.OiZ.gZHJ__ZOZHUZ 




PC 175 

E0O X ID 




1687 P14 0741 767414 




PC 175 

XliO I ID 




1687 PI 5 0741 767450 


iv>rn nn f[ < 7/^ A 'pno 


PC 175 




1687P18o741 767408 


\>rnn A< ^ 'T/C/i p 'TTA^ 


PC 175 

no I ID 




1/^87 P77 tr741 767567 

I UOZ.^ZZ.gZHf>_jZUZ«?UZ 


JVIUUUDD /OhL/.CU/ 


PC 175 
Ho ilD 


AAA7A5 
OHH 1 QD 


1687 P74 0741 767504 

J DoZ.JJZ'r.gZH J_ZOZJ7t 




PC 175 


57AA7n 
l\J 


1A87P10oy41 767171 
IOOZ.\^Xl/.gZ*tJ_ZUZJ # i 


\>f AAA^^T/i^ A •UAO 


PC 175 

no ilD 


5ftA170 


lA87ni 0^41 767187 


Ayf AAA^ A '/^ 1 1 


PC 175 

JDO 1 ID 


AA77nA 


1687 n6 0741 767467 


A/rAnA'«\^7/;^ A 'dno 


PC 175 

JCO I ID 


A7Qnrt7 

ozyui/z 


1^87^70 0741 767511 

1 DoZ. v./ZU.gZ*t.7^ZOZJ J 1 


IVlUUUD3 /03U.I1UD 


PQ 175 
Ho 1 ID 


f^A7AAn 

D*rZ*rUl/ 


1 687 nil 0741 767188 

JlOOZ.JL^i l.|^*tJ^ZUZJOO 


Tv-i nnn ^ ^ 7 ^ ^Ti -PAA 

iVlUUU^^ /ODU.rSJ't 


PC 175 




1687 nil 0741 767470 

1 DOZ.JL/U.gZ*tJ_^ZUZtZ\/ 


NLWKJ^D /OOA.AUl 


PC 175 

£rO 1 


A677A7 

*TUZ #*tZ 


1687Tll5o741 762457 


JV1UUUD3 /0DA.LIUO 


PC 175 
Ho ilD 


fi4157A 


1687 1117 0741 767484 


X/TAAAC^TA^ A •17Afi 


PC 175 
Ho ilD 




1^;87 1^18 0741 767500 


A>f AAA^<7A/i A •UA7 


PC 175 
Ho 1/3 


5551710 
DDo 1 ly 


1 A87 1^70 0741 767517 
X DoZ.JL/ZU.gZ*r^^ZDZ^ JZ 


\AAnA^^7AfiP'Pni 


PC 175 
Ho I ID 


*t*T /ZZ*T 


1 687 n71 0741 262580 




PC 175 
Ho I ID 




1682F04o741 lf^7Tll 


Ann-? '\7AAP»T4i n 


PC 175 
Ho X /3 


/;A7857 

UHZO JZ 


1687 F08 0741 262141 


A/f AAA^ ^7<AP'PA7 


PC 175 

Ho I ID 




1687 FIO 0741 262171 

XQOZ.CXV/.H^*Tj 4.\JXmJI^ 


M00055766C-C11 


ES 175 


44S944 


1682.E1 l.gz43_262389 


M00055766C:E05 


ES 175 


447712 


1682.E12.gz43_262405 


M00055766C:G12 


ES 175 


451037 


1682.E15.gz43_262453 


M00055766D:C05 


ES175 


562021 


1682.E18.gz43_262501 


MW)055766D:D05 


ES175 


50351 


1682.E20.gz43_262533 


M00055766D:F09 


ES 175 


560393 


1682.E24.gz43_262597 


M00055767A:D10 


ES 175 


634660 


1682J04.gz43_262278 
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M00055767B'D02 


ES 175 


M70K7 


1682 F11 974^ ?67^0A 


M00055767DA12 


ES 175 


6470X7 


1687F17&74^ 7674R6 


M00055767D-E07 


ES 175 




1687 F9n 0-7-4^ 9695'^4 

1 UO^.r^ J_j^QZ«i'-74 


M00055767DF04 


ES 175 


546740 


1687 F91 074'^ 767 55 A 


M0005576XABn5 


ES 175 


64^006 


1689 F94 0^4^ 969508 


M0nO5S7fi5^R-Hl 7 

iyx\/\J\J*JJ 1 yjOxj.xlX^t 


FS 175 




1687 rrf^ »'y4'^ 9A747'? 
1 0 OZ *VJ X 3 .gZ43^Z0Z4Z3 


Mnn0557fi8n-Gfl7 


FS 175 


55514A 


1687 n77 074'^ 7^75#;7 
X 00Z.V7ZZ.gZ43^Z0Z30 / 


Mft0n5577nA-Fnt 


FQ 175 


64AQ07 


1687 r}94 CT74'^ 7#;750Q 
X O OZ . VJZ4 .g2>r3^ZOZ3 


iviVvv^/J / / v/V.VJ\JO 


FQ 175 


D'tH X / J 


1687 MA7 niAX 7A774ft 
1 DoZ .riUZ,gZ4 J^Z0ZZ4o 


IVXv/UUJJ 1 /yJA.xli i 


FC 17^ 
do I/O 


5'3A7^8 


1A5i7 MAQ cttAI 7A77A4 
X OoZ *XlV/3 .g243_ZOZZ04 




T7G 17< 
do lr3 


44^757 


1 6ft7 UAA rrfrA^ 7/;7Q17 
XOoZ.rlUO.g24o_ZOzo XZ 


iviuuuj^ / /{jD.rvo 


TJC 17^ 




lOoZ J^U / .g24^_ZOZ^Zo 


\yf nf\n < ^ 77np • a n7 


t7C 17^ 


331X0/ 


1/^90 UAQ ».*yf'3 l/CH/fyf 

1 OoZ .MUo .gZ4o_ZoZ344 


MUUU30 / /Uw.JJUi 


Ho lO 




1 ooZ.HUy .gZ43_Zoz joU 




CO 1/3 


3oZo/0 


X 0 oZ .rl X Z . gz4 J_ZoZ4Uo 


MnAn^^77nn'T3 1 a 

IVlvUUO J / /UJL/.Clv/ 


PC 17^ 
CO 1/3 


4043 lU 


1 0 oZ .rl X y .gz4 J_^Z0Z3ZU 


A>fAAA^-5'7'71 A 'A 1 1 


CO if J 


33 //y/ 


X OoZ .Hzz .gz4i_Zoz3 oo 


lV>f AA A^ ^77 1 "P-rJA^ 


PC 17< 
CO 1 


4 / X/Oo 


X0oZ.XXU.gZ4j_Z0Zo / / 


TV/fAAA'^^771P' A 1 1 


PC 17< 
CO 1 /3 


43^U/y 


1 OoZ.X X Z.gZ43_Z0Z4Uy 


\4A A A^ ^77 1 C 'HAO 


PC 17^ 
CO 1 IJ 


5AQ/lt A 
3Uy4XU 


X OoZ.X X ^ .gZ43__Z0Z4Z3 


\AAAA^^771 P»T?A< 


PC 17^ 
Co 1/3 


D4Z0U4 


X00Z.X X 3 .gZ43_Z0Z43 / 


M AA A^ ^ 777 A 1 A 


PC 17^ 
CO 1 10 


i^7AQ^ 
04ZU^0 


Kfi7 T74 <V94? 7£7^A1 
X 0 oZ .XZ4 .gZ4 J_ZOZOU X 


\yrAAA^^777 A 'PI 7 


PC 17^ 
CO 1 / J 


04o3oo 


1AQ7 TA1 7<i77^-/l 
XOoZJU X .g24j_Z0ZZj4 


TUAAA^^777 A •T4A» 


PC 17^ 
CO X /3 


/*47701 


1^fi7 TA4 ry74'^ 9A77517 
X OoZ .J U4 .gZ43^Z OZZoZ 


1V4^AAA^ ^777P-'RA0 


PC 17^ 
CO X IJ 


4575A^ 


1/^ft7 TA9 <y<74^ 7/;7^4/? 
1 OoZ. JUo .gZ43^Z0Z340 


\AAnA^^777P*P1 1 


PC 17^ 
Co 1 /3 


40.?i'3 X 


lOoZ J lU.g243^ZDZ3 10 


IV/f A A A ^ 777 P»nAft 


PC 175 
CO 1 10 


1 ^847 A 


t^SJ7 T17 «»t4'^ 7^741 a 
lOoZ.J XZ.gZ43^Z0Z4XU 


lVAAAA'S^777n'P 1 A 


PC 175 
Co X /3 


A41 5A^ 
O4X30j 


l/\ft7 T15 n94'^ 7/;745ft 
XOoZ.J X3,gZ43^ZOZ43o 


AiAAA^ ^777'n»IV>^ 


PC 175 
CO X /3 


517017 

3x /yxz 


1/«fi7 TIA 7/;7474 
X OoZ. J X 0.gZ43^Z0Z4 i*f 


MAAA^f 777n'Pl A 


PS 175 

CO X l-J 


45A55'^ 
4JU33 J 


1 ^87 Tl R <y'74'^ 7^;75AA 
lOOZ.J lo.gZ43^ZOZ3UO 


MAAA^^777r>-Fl 1 


PC 175 
CO X iJ 


/;4755fi 
04Z330 


1/;fi7 T10 AvA') 7/57577 
X OoZ, J X 7.gZ43^Z0Z3ZZ 


TV/rAAA^S777'n»HAA 


PC 175 
I^O X / 3 


400V/ X 


1Afi7 T7A n'wA'X 7li751ft 
X OoZ JZU.gZ43_ZOZ3 JO 


MAAA^^77'^ A *V(\^ 


PC 175 
CO X lO 


^44451 
04443 X 


1/;ft7 177 tfrAT. 7^757A 
iO<>Z.jZZ.gZ43_Z0Z3 /U 


A/rAAAS^77'5R'AA7 


FC 175 
CO X 10 


644014 
0445/14 


l/;ft7 T74 «Y<»4^ 7^7f>A7 
XOoZ.JZ4.gZ43_jiOZOUZ 


MAAA^ S77'iP-PA0 


PC 175 
CO X /3 


44A1A'^ 
440 X03 


1/^97 f A4 nvA') 7/;77ft*l 
X OoZ .KU4,gZ43_Z0ZZo3 


A>f AAA ^ <i77^P 'H 1 7 


FC 175 
Co X 10 


65A777 
03UZ / Z 


1/%fi7 1^A5 A94^ 7A7700 
X OoZ .lVV/3 .gZ43^ZOZZ77 


M00055773C:H12 


ES 175 


454540 


1682 K06 2243 262315 


M00055773D:G11 


ES 175 


642637 


1682.K09.gz43_262363 


M00055774A:D04 


ES175 


449975 


1682.K14.gz43_262443 


M00055774B:F07 


ES 175 


647940 


1682.K18.g243_262507 


M00055774B:H01 


ES 175 


641185 


1682.K20.gz43_262539 


M00055774C:D09 


ES175 


640617 


1682.K22.gz43_262571 


M00055774DA05 


ES 175 


642417 


1682.L02.gz43_262252 
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ClonelD 


ESNo 


ClusterlB 


S Mil 1 pno^^Nfom A 


M00055774D;B07 


ES 176 


553380 


1682 L03 e243 262268 


M00055774D:E02 


ES 176 


45897S 


) '1682 L06 2^52^ Ifi 


M00055775A:G09 , 


ES 176 


10149S 


> 1682L12i>743 262419 


M00055775B:A06 


ES 176 


447206 


\ 1682 LI 6 ff243 I^IAlfi 


M00055775B:G02 


ES 176 


64424C 


1682 T.2ft ord"^ 2^?9^4n 


M00055775B:G04 


ES 176 


559662 


1682 T 71 ayd'^ 2fi2SSfi 


M00055775C:B02 


ES 176 


645327 




M00055775C:B10 


ES 176 


553877 


1682 M09 (^74^ ^fill^'X 


M00055775C:D08 


ES 176 


642265 


1687 Mfl'^ 074"? OfiOlftQ 


M00055775C:E10 


ES 176 


641056 


1682 M04 07d% 2f?298S 


M00055778A:E09 


ES 176 


621635 


1682 Ml 074^ 262/177 


M00055778A:F09 


ES 176 


461835 


1682 Ml 8 oid'K 967^n0 


M00055778A:F12 


ES 176 


642564 


1682 M 10 <»9^d^ 7A90< 


M00055778A:G02 


ES 176 


50Q027 


1682 M9n o'j&.'X 969 ^ill 


M00055778B:C03 


ES 176 


645036 


1682 M29 o'jd'K 969^7'5 


M00055778B:E01 


ES 176 


458475 


1682 1Vif94 ct'wA^X OAO/ift^ 


M00055778C:D09 


ES 176 


494767 


1 689 TNin6 0^4'? 969*5 1 ft 


M00055778D:A03 


ES 176 


642095 


1689 "Mil fs'7d\ 969'30» 


M00055778D:C03 


ES 176 


639829 


1682 Ml 9 07d'\ 969/114 

lUOZ.lN lZ.gZ*f.3 ^\jZ,*rm 


M00055779A:B06 


ES 176 


642166 


1689 "Ml S OTd'^ OfiOAf^l 

1 DOZ..1N U.gZ't.^ ZOZr^rDx 


M00055779A:H05 


ES 176 


480035 


1 682 >J2fl 074"^ 969 S49 


M00055779B:F06 


ES 176 


556476 


1682 1M94 074'^ 969606 


M00055780A:C04 


ES 176 


89082 


1682 Ol^ o74'5 9694*51 


M00055780A:C06 


ES 176 


561558 


1682 ni4 074^ 962447 


M00055780A:E01 


ES 176 


650451 


1682 ni5 074^ 26946^ 


M00055780A:E03 


ES 176 


642491 


1 682 n 1 6 &74'5 969470 


M00055780A:E11 


ES 176 


450211 


1682 ni7 074'5 96940^ 


M00055780A:F07 


ES 176 


641496 


1682 018 a74'5 962S11 


M00055780A:G04 


ES 176 


453090 


1682 020 074'? 269^4*5 


M00055780C:E02 


ES 176 


641174 


1682 P06 <r74'5 269'59n 


M00055780C:E10 


ES 176 


502614 


1682 PD? 074^ 969';'^6 


M00055780D:D09 


ES 176 


642332 


1682 PI 9 07d'^ 969416 


M00055780D:F08 


ES 176 


453091 


1682 PI 3 <r74'5 2624^52 


M00055781A:B04 


ES 176 


642147 


1682 PIO ff74'5 962S28 


M00055782B:C08 


ES 176 


643230 


1683A10o74^ 962807 


M00055782C:H01 


ES 176 


459064 


1 68^5 1^06 o74'5 969600 


M00055782D:H01 


ES 176 


649883 


168'5 R11 o74^ 969770 


M00055783A:C06 


ES 176 


642184 


168^ m4 a7d*^ 962818 


M00055783A:F03 


ES 176 


644486 


1683.B18.gz43_262882 


M00055783B:A04 


ES 176 ^ 


523590 


1683.B20.gz43_262914 


M00055783C:A05 


ES 176 


506285 


1683.C01.gz43_262611 


M00055783D:B02 


ES176 


497971 


1683.C05.gz43_262675 


M00055784A:B07 


ES176 


140909 


1683.C12.gz43_262787 


M00055784A.D05 ] 


ES 176 


456626 


1683.C16.gz43 262851 
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M00055784A:G10 


ES 176 


450384 


1683.C19.gz43_262899 


M00055784C«02 


ES176 


675768 


1683.D03.gz43_262644 


M00055784D:E03 


ES176 


457847 


1683.D05.gz43_262676 


M00055785A:H08 


ES176 


549434 


1683.D09.gz43_262740 


M00055785B:B06 


ES 176 


650076 


1683.D12.gz43_262788 


M00055785D;C06 


ES176 


672601 


1683.E01.gz43_262613 


M00055786D.E10 


ES 176 


461990 


1683.E19.gz43_262901 


M00055787B:E02 


ES 176 


541209 


1683.F03.gz43_262646 


M00055787B:F10 


ES176 


64890S 


1683.F04.gz43_262662 


M00055787C:D09 


ES176 


6433S0 


1683.F10.gz43_262758 


M00055787C:E12 


ES176 


449836 


1683.F12.gz43_26279(i 


M00055787D:B07 


ES176 


642318 


1683.F16.gz43_262854 


M00055789C:C12 


ES 176 


640799 


1683.G23.gz43_262967 


M00055789C:F10 


ES 176 


463290 


1683JI01.gz43_262616 


M00055789D:B04 


ES 176 


642146 


1683.H03.gz43_262648 


M00055789D:C06 


ES176 


621635 


1683.H04.gz43_262664 


M00055790B:A08 


ES 176 


638962 


1683JI14.gz43_262824 


M00055790B:D05 


ES176 


553546 


1683JI18.gz43_262888 


M00055790C:C02 


ES 176 


415950 


1683.H22.gz43_262952 


M00055790D:G10 


ES 176 


467306 


1683.104.gz43_262665 


M00055791B:E02 


ES176 


510545 


1683.11 l.gz43_262777 


M00055791C:A02 


ES176 


396191 


1683.115.gz43_262841 


M00055792B:D08 


ES 176 


396149 


1683.J14.g243_262826 


M00055793AJi09 


ES 176 


554117 


1683.K06.gz43_262699 


M00055793B:B06 


ES176 


641919 


1683.K08.gz43_262731 


M00055794A:D08 


ES 176 


605761 


1683.L08.gz43_262732 


M00055794B:F04 


ES 176 


561718 


1683.L17.gz43_262876 


M00055794C:D10 


ES 176 


457396 


1683.L21.gz43_262940 


M00055795A:F09 


ES176 


446595 


1683.M09.gz43_262749 


M00055795A:F12 


ES 176 


454485 


1683.M10.gz43_262765 


M00055795B:F09 


ES176 


641700 


1683JWI15.gz43_262845 


M00055795C:B10 


ES176 


388083 


1683.M20.gz43_262925 


M00055795D:E09 


ES 176 


645508 


1683.N05.gz43_262686 


M00055795D:F08 


ES176 


450218 


1683.^r06.g243_262702 


M00055795D:H08 


ES176 


77144 


1683.Nll.g243_262782 


M00055796AA08 


ES176 


437580 


1683.N15.g243_262846 


M00055796B:G05 


ES176 


644047 


1683.005 .g243_262687 


M00055796C:E11 


ES 176 


647639 


1683.O10.gz43_262767 


M00055796D:E06 


ES176 


553979 


1683.016.gz43_262S63 


M00055796D:E10 


ES 176 


640525 


1683.017.g243_262879 


M00055797B:AU 


ES176 


417617 


1683.023 .g243_262975 


M00055797B:B04 


ES176 


639807 


1683.024.gz43_262991 


M00055797C:F08 


ES176 


517224 


1683.P09.g243_262752 


M00055798B:D12 


ES176 


418340 


1684j\04.g243_263041 
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CIonelD 






oequcnceiNamc 


M00055798BF02 


ES 176 


644Q1S 


1684 AO^ tifL'X 7/;7ns7 

lvJOt./\V/i^tg2'TJ_ZQJv^ / 


M00055798BG04 


ES 176 


645^60 




M00055798D-A10 


ES 176 


455028 


1684Ainar4'^ 76'^! ^7 


M00055798DH10 


ES 176 


48^776 


1684 A 1*5 oy4^ 7/;'518^ 




PS 176 


0 /*t J /*t 


l^iRA A7'5 ff74'5 7^;'5'5A^ 


M00055799C'DOQ 


PS 176 

X^O 1 / u 


J / \J\J 


1/;S4 A74 fr74'5 

1 0 04 .AZ'f .gZ4 J__Z03 J 0 1 


M00055799D'F1 1 


PS 176 




1 /;84 ROA r»74^ 7^^5074 
1 00*t .DUO .gZ*f ^^ZOO U / *t 


MOOOS^ROOA-Fftl 

iVX\/vV/»/^ 0\/l/x^*X^ V X 


PS 176 


*tDZZ*f / 


1/;R4 ni4 <T74'5 7A^707 
10o*f .0 14.gZ4:>_Z0JZUZ 


1VX\/V/V«^.^0\/V//^*X^ 


PS 176 


AQf)A 1 /I 


1 Afi4 PI < fy74^ 9/;'571ft 
1 Oo4 .I> 1 J .g2'l^__Z0;>Z 1 0 




PS 17^ 


- /;ao^'^7 


1 fAA P77 mAfX 7/ftQ9^n 
1 0o4.DZZ.gZ4o__Z0^OOU 


lYl UUU J ^ O UUx-' . D U J 


PQ 17A 


*fOZZHy 


^fStA nCiA n*^Ai oxQfkvi^ 
1 0 OH , L/U^ .g2*l J^ZO^ U4 J 




PQ 17/; 


^/;A'5R7 


lOo^.L/Z J .gZH^^ZO J / 




PC i7#; 


ny*f /O/ 


10o4»iJU0.gZ43_Z03U /O 


ivivjuu J J o vjzij .riu^ 


PQ 17/? 


40/;iOyt 
*fo01i3*f 


1 /;5/l r^l7 /*.»yl'2 7/;77^7 
1 0 0 4 . Lll / .gZ4^_Z 0 J Z3Z 




T?Q 17A 


/;/L^0Q1 
OHjyy 1 


lOo4.UzZ.g243_ZOiJJZ 


XAOOO^^RO'^ A -r^OA 


T7C MA 

rlto 1 /o 


-CI -3709 
3loZ;5o 


10o4.cUo,gZ4J_zoiU/ / 




FQ 17A 
xij 1 /O 




l0o4.lllU.gZ4^_Z0J 141 


A/fOOOS^SO'^ A 'riOfi 


pc 17/: 
l^d X /O 


/:i17/;co 
0*fZ0j^ 


1 Oo4 . Ji 1 1 .gZ4^_zO J 1 J / 


lVyfOOO^^Sn'3'R' All 


pc 171; 


^'3077>l 
jOv/ /4 


PT2 rr»>f7 O^'a 1 ©0 

1 oo4.li 1 3 .gz4 j_zo:> 1 oy 


iv4non^^fin'3T)*i7i o 

IV1UUU3 3 o U J X3 1 U 


CO l7r 
Cn> i/D 


rC7Qi|if 

3 J / j44 


1 Oo4 X 1 0 .g243__ZO Jzpy 


IVLUUU33 oUhJd.I^UZ 


PC 17A 


03yiy4 


10o4.r lo.gZ43_z0^z /U 


MOOO S f R 04r> • P0'> 


PQ 


/1/;'^891 
*fDooZl 


i/;fi4r^i ci'tA'x 7/;70oo 
ioo4.vru 1 .gZ4 j_zozyyy 


IVvf 000^ ^ 80^ A • A OO 
iVlUUUJ J oU^^^UZ 


PC 17/; 
£ra 1/0 


/;A0'577 
04UZZZ 


1 /;fii4 /^A<J ntA'X 7/^'3A/;7 
1 0o4.ljU3 .gZ4J_Z0 jU03 




pc 17/; 
1/0 


/;Ain^o 
o*f lu^y 


1 fSLA r^A/; rYT/l'^ 7/;'3 A70 
1 0o4.UU0.gZ4 J_ZO jU /y 


\4000S f RO^P'POft 


PQ Mf, 
CtJ 1/0 


AAO 1 Qft 
OHZiyo 


i/;r4 rii7 ^Y^A'^ 7/;^ 17^ 

10o4.\JlZ.gZ40__Z00l /3 


luoonssRo^p'Tn 0 


PQ 17/; 


/;'?0'5SQ 
DJUZJy 


i/;r4 rii7 otA'^ 7A'57<j^ 

IO04.VJI / .gZ4^_Z0^Zj3 




PQ 17/; 


/i40/;i7 


i/;a4 07 1 »'74*5 7/^'5'5iQ 
1 0 oH . vjz 1 .gz4 j_zo J .5 1 y 




PQ 17^; 




1 /^SA ri7^ cr-zA'^ 7/^'5'5^1 
10oH.vJZj.gZ4j_ZOj 1 


MOOO^SRO^R-RIO 
IVx V V V J J o U D Jt> .Xj 1 U 


PQ 17/; 

XZrO 1 /O 


f.AA'l 1 4 
On'tjl** 


1 /;R4 T-TOS nfA'X 7/;*^ 117 
10o4.rlUo.gZ4j^Z0J 1 IZ 




PQ 17/; 

1 /O 


AA^OAO 
*fOH'U*H/ 


1/;R4 I-TIA 074^ OA'^IAA 
10o4.XllU.gZ40__ZO^ 144 




PQ 17/% 
Co 1/0 


AO/;n< 1 


1 fSLA Wl ^5 (T9A'5 7/;'^ 1 07 

1 oo4.xii ^ .gz4j_zo J 1 yz 


A>f OOOf ^ ftO^P -POO 


PQ 17/> 

CpS 1/0 


17^81A 
^/Jol*l 


1/;fi4 TT14 <r74') 7/;^7nfi 
1 0 64 JCl 1 4*gZ4^^ZO JZUo 


MOon^^ROfiP*noi 


PQ 17/; 

E/O 1 /O 


^^Q/;i/; 


1/;»4 1417 rt'74'5 7^*57^/^ 
1004.n.l / ,gZ4j^Z0^ZjQ 


iv/TOOo^ ^so/^n-Mn'? 


T3Q 17/; 
CtD 1/0 


A<;oo^7 

*f JUZ^Z 


l/;fi4T47^ft745 7/;^'5^7 
1 Oo4.rlZ J .gZ4 J^ZOO j3Z 


xviuui/^^ ouojLi .riuo 


PC 17/; 

x/0 


/^An<7n 

OHU3ZU 


1 /;siA W7A AvA^ 7/;^^/;ft 

1 0 64 »I1Z4 .gZ4^_Z03 3 0 0 


\yrooo^^»07 A -R 1 0 

iVxv/UUJ JoU /^,x>iU 


PQ 17/; 

Cd 1/0 


^ZolZ 


lO64.1Uj.gZ4j^Z03UOj 


]V4000S'SR07RPO<; 


PQ 17/; 

CO I/O 


^70*570 


1684T17o'74'5 7/;'5177 


M00055807B'G10 


ES 176 


. 446789 


1684114 ez43 263209 


M00055807C:F05 


ES 176 


639441 


1684.117.gz43_263257 


M00055807D:C04 


ES 176 


470602 


1684.121.gz43_263321 


M00055808A:C06 


ES 176 


450741 


1684.J05.g243_263066 


M00055808B:A04 


ES 176 


650782 


1684.J08.g243_263114 


M0O0SS8O8B:HO7 


ES 176 


210839 


1684.J14.gz43_263210 


M00055808D:C12 


ES176 


460517 


1684.J20.gz43_263306 
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ESNo 


CIusterlD 


SequenceiName 


M00055808D:F09 


ES176 


520320 


1684.J24.gz43_263370 


M00055809A:B10 


ES176 


550370 


1684.K05.gz43_263067 


M00055809C.D01 


ES176 


644901 


,I684.K17.gz43_263259 


M00055809C:E11 , 


ES176 


454772 


1684.K19.gz43_263291 


M00055809C:H10 


ES176 


640479 


1684.K22.gz43_263339 


M0O05581OA:HO3 


ES176 


413277 


1684.L06.gz43_263084 


M00055810D:G04 


ES176 


649995 


l684.Ll9.gz43_263292 


M0O055811B:AO3 


ES176 


455665 


1684.L23.gz43_263356 


M00055811C:A01 


ES176 


517327 


1684.M01.g243_263005 


M00055811C:D12 


ES176 


645015 


1684.M03.g243_263037 


M00055811D:C02 


ES176 


650231 


1684.M07.gz43_263101 


M00055811D:C12 


ES176 


554742 


1684.M09.gz43_263133 


M00055811D:E01 


ES176 


452828 


1684.M10.gz43_263149 


M00055812A:E01 


ES176 


503491 


1684.M15.g243_263229 


M000558I2B:F03 


ES176 


466016 


1684.M19.gz43_263293 


M00055812C:B07 


ES176 


648752 


1684.M24.gz43_263373 


M00055812D:E03 


ES 176 


550604 


1684.N09.gz43_263134 


M00055813A:D10 


ES 176 


644147 


1684.N12.gz43_263182 


M00055813C:E03 


ES176 


551683 


1684.N17.gz43_263262 


M0005S813D:B12 


ES176 


494271 


1684.N19.gz43_263294 


M00055814A:F02 


ES176 


528134 


1684.001. gz43_263007 


M00055814C:C07 


ES176 


647336 


1684.011.gz43_263167 


M00055815A:H12 


ES 176 


642850 


1684.024.gz43_263375 


M00O55815C:BO3 


ES176 


642099 


1684.P04.gz43_263056 


M00055815C:G05 


ES176 


648221 


1684.P08.gz43_263120 


M00055815D:A11 


ES176 


642962 


1684.P09.g243_263136 


M00055815D:B02 


ES176 


. 447015 


1684.P10.gz43_263152 


M00055815D;B03 


ES 176 


549640 


1684.Pll.gz43_263168 


M00055816A:C04 


ES176 


649035 


1684.P17.gz43_263264 


M00055816B:B07 


ES 176 


564854 


1684.P23.gz43_263360 


M00055816D.A10 


ES176 


363172 


1693.A07.gz43_213787 


M00055816D:B11 


ES176 


492242 


1693.A09.gz43_213819 


M00055816D:E10 


ES 176 


452863 


1693.A13.gz43_213883 


M00055817A.E05 


ES 176 


643397 


1693.A17.gz43_213947 


M00055817A:H07 


ES 176 


648580 


1693A19.gz43_213979 


M00055817B:C04 


ES176 


449542 


' 1693,A23.gz43_214043 


M00055818B:H03 


ES176 


638837 


1693.C10.gz43_213837 


M00055819A:A06 


ES176 


475624 


1693.C23.gz43_214045 


MO0OSS819AS1O 


ES176 


559854 


1693.D01.gz43_2 13694 


M00055822C:P09 


ES 176 


451966 


1693.F18.gz43_213968 


M00055823B:F02 


ES 176 


674526 


1693.G08.gz43_213809 


M00055825B-.C11 


ES176 


645155 


1693.H03.gz43_213730 


M00055825B:E03 


ES 176 


650204 


1693.H04.gz43_213746 


M00055825B:F09 


ES176 


643054 


1693.H06.gz43_213778 
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M00055825D:A03 


ES 176 


642962 


1693iil3.gz43_213890 


M00055825D:D11 


ES 176 


551681 


1693.H20.gz43_214002 


M00055826A:G04 


ES 176 


640464 


1693.106.gz43_213779 


M00055826B:G07 


ES 176 


645746 


1693.113.g243_213891 


M00055826C:G06 


ES 176 


650487 


1693.119.gz43_213987 


M00055827A:A12 


ES176 


650579 


1693J01.gz43_213700 


M00055827D:A01 


ES 176 


455716 


1693J19.g243_213988 


M00055827D:C02 


ES 176 


556286 


1693.J22.gz43_214036 


M00055827D:G11 


ES 176 


583915 


1693.K03.g243_213733 


M00055828A:H10 


ES 176 


647425 


1693.K07.gz43_213797 


M00055828B:E10 


ES 176 


517280 


1693.K10.gz43_213845 


M00055829C:A07 


ES 176 


648567 


1693.L02.gz43_213718 


M00055829D:H10 


ES 176 


645146 


1693.L15.gz43_213926 


M00055830A:G10 


ES176 


645073 


1693.L17.gz43_213958 


M00055830C:H10 


ES 176 


451134 


1693.M06.gz43_213783 


M00055831A:C06 


ES 176 


644781 


1693.M15.gz43_213927 










M00055831B:C04 


ES 177 


517237 


1693.M23.gz43_214055 


M00055832A:A08 


ES 177 


481864 


1693.N08.g243_213816 


M00055832CJi09 


ES 177 


648328 


1693.N19.gz43_213992 


M00055833DJ11 


ES 177 


650912 


1693.014.g243_213913 


M00055834B:C11 


ES 177 


557741 


1693.O20.gz43_214009 


M00055835C:F08 


ES 177 


642054 


1693.P21.g243_214026 


M00055836A:B12 • 


ES 177 


645149 


1694.A05.gz43_214139 


M00055836C:D01 


ES 177 


452735 


1694.A10.gz43_214219 


M00055837A:B08 


ES 177 


447597 


1694.A15.g243_214299 


M00055837A:D09 


ES 177 


644210 


1694.A16.gz43_214315 


M00055837A:F02 


ES 177 


489249 


1694.A18.gz43_214347 


M00055837A:H08 


ES 177 


645289 


1694A19.gz43_214363 


M00055837B:E07 


ES 177 


644987 


1694.A23.gz43_214427 


M00055837D:D08 


ES 177 


642253 


1694.B09.g243_214204 


M00055837D:G10 


ES 177 


504944 


1694.Bll.gz43_214236 


M00055838A:A03 


ES 177 


643800 


1694.B12.gz43_2 14252 


M00055838A:B02 


ES 177 


448450 


1694.B13.gz43_214268 


M00055838B:D06 


ES 177 


467901 


1694.B15.gz43_214300 


M00055838B:G12 


ES177 


644417 


1694.B16.gz43_214316 


M00055838B:H04 


ES177 


644494 


1694.B17.gz43_214332 


M00055838C:A08 


ES 177 


447002 


1694.B18.gz43_214348 


M00055838C:B08 


ES177 


643948 


1694.B19.gz43_214364 


M00055839B:A10 


ES 177 


643804 


1694.C13.gz43_214269 


M00055839B:C07 


ES 177 


648039 


1694.C15.gz43_214301 


M00055839B:E07 


ES 177 


558890 


1694.C18.gz43_214349 


M000SS839Bii09 


ES177 


537586 


1694.C19.gz43_214365 


M000SS839C:B11 


ES 177 


467521 


1694.C22.gz43_214413 
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hb No 


ClusterlD 


SequenceName 


MUuU J 0 o ^ 7U. JLIUO 


PC IT? 

Jdd 1// 


64^945 


1 D94.C/3 .gz43__2 1 4429 


MUUUjjohUA.VJUO 


lio 1// 


553145 


1 £.C^A T\t\0 . A*y A 1 il 1 AA 

1 o94.D08.gz43_2 1 4 1 90 


MOOO J J o4Ud :b02 


CO 177 


522869 


1694 .U 1 1 .g243_2 1423 8 


M0U05 5 o40C:Uu6 i 


Eo 177 


6406 18 


1694Jjl7.gz43_214334 


\ if A AnC < O yl .UA^ 

M00055o40L :H0o 


Eb 177 


644548 


1 iTAil T\1 O ^_A') AlilO^A 

1694 .D 1 8 .gz43_2 143 50 


X;fAAAC<0 /I Ar\.*DA'5 


CO 1 Tn 

E!S 177 


Zil*? ATt 

643977 


\^t\A TXAA - A** AtAOOA 

1694.D20.gz43_214382 


IK iTAAAC C O i1 1 T) .T7AA 

M00u55a4lD:r09 


ES 177 


485237 


1 ZTAA TJAA _^A*> AtAAAn 

1694.E09.gz43_2 14207 


\ yfA AAC CO A t 'd .TTAO 

M00055o41B:H03 


ES 177 


503546 


1 /TA A lr^*fA A1i<A11 

1 694 . E 1 0 .gz43 J2 1 4223 


M00055841 C: Au3 


ES 177 


643843 


1 Z!AA T? 1 A A'i A1AAtf£ 

1694.E12.gz43_214255 


M0u055o4 1C:D05 


ES 177 


607430 


1694.E 1 5 .g243_2 14303 


M0v)055o41C:Dl 1 


ES 177 


£ AAf CA 

599759 


1694.E17.g243_214335 


M00U55 84 1 C:n04 


ES 177 


140648 


1 ^AA C^ft _^A<^ Al AOOO 

1 694.E20,g243J2 14383 


M0005564lD:Lll 


ES 177 


Af 

650528 


I^AA T^^l >IA A1 A'VAA 

1694 .E21 .gz43_214399 


"K It /\f\f\C Cti A^T\ A Ail 

M00055842B:A04 


ES 177 


642079 


1 694 .F05 .g243_2 14 144 


M00055842B:D04 


ES 177 


644063 


1 694 .F09 .g243_2 1 4208 


M00055842C:A11 


ES 177 


644548 


1 694.F 1 1 .gz43_21 4240 


M00055842C:C03 


ES 177 


506901 


1694.F12.gz43_214256 


M00055842D:C02 


ES 177 


645505 


1694.F15 .gz43_214304 


M00055842D:D07 


ES 177 


^ A Aft 

643809 


1 694.F1 7.gz43_2 14336 


M00055842D:F07 


ES 177 


462557 


1694.F19.gz43_214368 


M00055843B:D10 


ES 177 


644212 


1 694.G04.gz43_2 14 129 


M00055843D:H01 


ES 177 


472119 


I694.G15.gz43_2I4305 


M00055844A:D03 


ES 177 


643825 


1694.G18.gz43_214353 


M00055844A:D07 


ES 177 


647577 


1694.G19.gz43_214369 


M00055844A:F11 


ES 177 


649068 


1694.G20.gz43_214385 


M00055844B:C12 


ES 177 


644075 


1694.G24.gz43_2 14449 


M00055844C:F01 


ES 177 


645290 


1694.H06.gz43_214162 


M00055844D:E11 


ES 177 


456728 


1 694.H1 0.gz43_2 14226 


M00055844D:E12 


ES 177 


644314 


1 /" /\ A TT1 t A Af>A^ 

1694.H1 l.gz43_214242 


» Kf\r\t\C C O A >IT\ .¥ TA A 

M00055 844D:H09 


ES 177 


466697 


\£.t\A U1 ^ -^_.AO AlA^AO 

1 694 .HI 6.gz43_2 1 4322 


M00055845A:C03 


ES 177 


643999 


1694.H19.gz43_2 14370 


X Mt\t\t\C so A C A ..TT1 A 

M00055845A:H10 


CO 1 nn 

ES 177 


^AAC^n 

644569 


lATA^ UTA! ^_AO Alii it AO 

1 694 .rl2 1 ,gz43_2 14402 


"K XI\t\f\C CO A CC^i. All 

M00055845C:A1 1 


CO 1 T'? 

Eo 177 


^AH A AO 

647448 


1 694 .105 .g243_2 14 1 47 


M00055845C:C12 


ES 177 


468222 


l/TAA TAO -^_A^ A till AC 

1694.108.gz43_214195 


X 4rAAAC C O A C i^.TTA*^ 

M00055845C:E02 


CO 1 '7'7 

ES 177 


646420 


1694.110. g243_2 1 4227 


M0u055845C:E05 


Eb 177 


525456 


"X^CxA Til /lO ATi*A>l'3 

1694.11 l.gz43_2 14243 




177 






M00055846A:D07 


ES177 


181364 


1694.n8.gz43_214355 


M000S5846B:B12 


ES177 


419751 


1694.123,g243_214435 


M00055846B:C12 


ES177 


542282 


1694.124.gz43_214451 


M00055846B:FU 


ES 177 


647191 


1694.J01.g243_214084 


M00055846D:G08 


ES 177 


647383 


1694.J12.g243_214260 


M00055846D:G09 


ES 177 


645681 


I694.J13.gz43_214276 


M000SS846D:G11 


ES177 


640171 


1694.J14.g243_214292 
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ClonelD 


x^O l^U 




^ * SequenceName 


1VI00055847B:G12 


ES 177 


6^1 ni 

\jJ X xD . 




M00055847C:A11 


ES 177 




1 l^Od T71 atA^ 

' . X07H.JZi.gZ4^_Zi44U^ 


M00055847C:C01 


ES 177 


UtUO X\j 


' 1074JZZ.gZ4J^ZX44/( 


M00055847C:H09 


ES 177 


4'S9Q7/i 


L 1/^Oi4 TO/I r*../^ OI/I/IO 

► loy4.JZ4.gz4J_Z 14452 


M00055848A:E07 


E9 177 


MS^5il 


1 AO/1 V A< r*^A O O 1 /1 1 iC< 

1 oy 4 . JVUO.g24 J_Z 1 4 1 o3 


M00055848BC03 


177 


A47'5ft'5 


1 oy4.Jvl J .gz43_z 1 4277 


M00055848C:A02 


ES 177 


^^^10*3 


loy4.KO.g24 J_Z i4ouy 


M00055848C:G07 


ES 177 




1 0y4.lv X / .gZ4j_zJ4i4, 


M00055848C-H06 


ES 177 




loy4.Kiy.g243_Z 14373 


M00055849C*G07 


ES 177 


S^7S^1 
J*r /0*r, 


1 AO/1 T rr'vyl^ O 1 /I 1 AA 

1 0 y 4 . l-- Wo ,gz4 1 4 1 00 


M00055849D'B04 


FS 177 




1 oy4 XUo .g243_z 1 4 1 y 1 


M0005 5 849D HOP 


pC 177 


zl^OS 1 1 


1 oy4.Lf 1 3 .gz4i_z 1 427< 


M0005585OC'DOl 


FS 177 

E/O lit 


OUOO o 


1 0^4X2 1 .gz43_2 1 4406 




FS 177 

Co III 




1 oy4.L22 .gz43_2 1 442i 


M00055851A-C03 


FS 177 

X^O X / / 




1 AO/1 XifAA <v»*ylO 1 1 /1 1 

1 oy4.1VlUD.gZ43__2 14 1 0/ 


M00055851A'C09 


FS 177 


AdOR^7 


1 AO^ X>f n7 r»^/i 0 0 1 /1 1 00 
1 oy4.MU / .gZ43_z 1 4 1 o3 


M00055851A-G11 


FS 177 




lAO^ "K/tlO n>«/IO Ol/IOA'i 

1 oy4 . M 1 Z .gz43_Z 1 4263 


M00055851AH10 


FS 177 

S-tO X 1 i 




1 oy4.JYi 1 4.g243_2 14295 


M00055851BB09 


ES 177 

XJ«0 X / / 


^^;7770 


1 AO/1 \/f1A rvx*/!'? OlylQOT 

1 oy4,M 1 o.g243_Z 14327 


M00055851B-G02 


FS 177 




1 AO/1 \>fio #v>*/io oi/iocn 

10y4.jYiio.g243 Z1435y 


M00055851B-G10 


FS 177 

EtO X 1 1 




1 oy 4 . M 1 y ,gz43_2 1 43 75 


M0005585ir*F12 

ATXV/V/WM/^y X V^«A X^ 


FS 177 




1 oy 4.M23 .gz43_2 1 443 9 


M0005585 irH05 


FS 177 

E*0 X 1 1 




loy4.MZ4.g243_z 14455 




PC 177 




16y4.NU9.gz43_2 142 1 6 


M00055852BF10 


P^ 177 




1 oM. W 1 2.gz43_2 1426< 


M000SS8S7R-GO0 


FS 177 
Co 1 / / 




loy4.N 14.gz43_2 14296 


M00055852B-H04 


FS 177 


'fD /OOl 


1 AO/f XTl A ^vw/f Ol/fOOO 

1094. IN 1 D.gZ43_z 1432o 


M00055852DB1 1 


F<\ 177 

Co 1 / / 


O'f't /Uo 


1 094 .NZU .gz43_2 1 4392 


M00055852DG12 


FS 177 

X^O X 1 1 


i^^Q/CI 1 


1AO/1XT71 ^'T/t'3 Ol/f/fflQ 

1 094 .IN Z 1 .gz43_Z 1 44U< 


M00055853B'H06 

1 tXX/VV/m^ «^ U«/ ^ X^ aX Xw V 


ES 177 

Co X / / 


/;47^7» 
0*f / J /o 


1 AO/1 /«-4-/l'3 11/11^*7 

loy4.UU4.g243_Zl4137 


M00055853C-C12 


ES 177 

UrO XII 




1 AO/1 r\n9 /Y'»/1'J 71/17A1 
1 oy 4 . \J\) o .gZ43_Z 1 4zU 1 


M00055853C'H03 


FS 177 


/:^7«77 


1 0 y 4 . U 1 U .gz43_z 1 423 3 


M0005 5 8 5 3D • AO? 


FS 177 

CfO X / / 




1 AO/1 /^l 1 #»«*/! O Ol/lO/lfk 

1 oy4 . U 1 1 .gz43_2 1 4249 


M00055853D'B04 


ES 177 

X.rfO X 1 1 




1 0y4 . U 1 3 .g243_Z 1 42o 1 


M00055853DC07 


FS 177 




1 094. U 1 J .gZ43_Z 143 13 


M00055854AB07 


ES 177 

^O III 


^07 1 77 


1 AO J. 1 7 71/(0>fC 

1 094,U 1 / .gZ43_Z 14345 


M00055854AD01 


IS 177 


A'^osin 

\joyD iu 


1 0y4. U 1 y .g243_Z 1437/ 


M00055854A:E03 


ES 177 


645145 


1694 021 C243 214409 


M00055854A:E04 


ES 177 


638854 


1694.022.g243_214425 


M00055854C:C07 


ES 177 


549624 


1694.P04.g243 214138 


M00055854C:E03 


ES177 


570939 


1694.P05.gz43 214154 


M00055854C:H11 


ES177 


471364 


1694.P09.gz43 214218 


M00055855A:B11 


ES177 


404816 


1694.P14.gz43 214298 


M00055855A:G05 


ES177 


462659 


1694.P16.g243 214330 
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ESNo 


ChisterlD 

\^***a\n0xxx^ 


SeouenceName 


M00055855B:B11 


ES 177 


643909 


1694.P20.gz43_2 14394 


M00055855B:D12 


ES 177 


465576 


1694.P21.g243_214410 


M00055855C:F11 


ES 177 


603388 


1694.P23 .g243_2 14442 


M00055855D:D12 


ES 177 


509027 


1695 A04 £243 214911 


M00055855D:G08 


ES 177 


644442 


1695 A07 £243 214959 


M00055856AC06 


ES 177 


564854 


1695 AOS ez43 214975 


M00055856AD12 


ES 177 


644149 


1695 A09 ez43 214991 


M00055856CF07 


ES 177 


550267 


1695J^0ez43 215167 


M00055857CD09 


ES 177 


646372 


1695 B08 ez43 214976 


M00055 85 8 A*G07 


ES 177 

*MJ All 


642070 


1695 B24 ffz43 215232 


iYiUWU>^«i/ o vur./.E»v^ 


177 

CO L 1 1 


^QftR87 


1605 n05 0743 214930 




F^ 177 

CfO 111 


U*tJO*TO 


1695 DOR 0743 214978 




FQ 177 

CO 111 




1605 ni3 oy43 215058 




F9 177 

XiO 111 


1 40274 


1605 D21 0743 215186 




F<5 177 

dO III 


fiAC) 1 47 


1 605 FOO i?743 2 1 4095 


iVl V/ V V/^ O VZ JLy . JL/UV/ 


F^ 177 


*t*T ifJ\J\J 


1605 Fll Pr43 215027 

XSjyj^XJXXt^LtT'J £tX>J\t£tl 


IVII/VV/J JOv^O. / 


F^ 177 

CtO L 1 1 




1 605 F20 ffT43 215171 

X ,C^\/»ji^u*f J ^ XJ xl X 




F^l 177 

CO Lit 


<i44047 


1605 F07 &743 214964 

x\jyj.xr\fi ,^f£rfj ^*.X"t;7VI"t 




FS 177 


644047 


1695 F13 ©743 215060 


I.ViVUvr.;./OU*T/^.i^l 1 


F^ 177 

CO iff 


1 1 J 


1605 F14 ©743 215076 

XV/7*/.X^ l*t.g^"T«J ytX-'V/W 


IVl v U U J .J O U'tXJ . V-» V 7 


F^ 177 

CO 111 




1695 F18 oz43 215140 




F^ 177 




1605 G23 ff743 215221 




FS 177 

X^O III 


650517 


1605G24&z43 215237 


M000S5866A-G10 


FS 177 

X^kJ XII 


3Q7399 


1695 H07 cz43 214966 




ES 177 


644435 


1695 H17 ez43 215126 

X\/^a^*XXX / .fi****^ a>X»^Xa>\/ 


M00055866r'H06 


ES 177 

x^i^ XII 


644410 


1695H18bz43 215142 


M000S5867A*B02 


FS 177 

X^O XII 


645288 


1695 H23 gz43 215222 


M0nn55868T^'R04 

iVlv vvf OUOiJ .JL/V/'T 


FS 1 77 

X^O III 


649436 


1695 116 cz43 215111 




177 

X^O X 1 1 


562059 


1695 124 ffz43 215239 


M0n0^5868Dr)08 


ES 177 

X^O X / ( 


469437 


1695 J05 az43 214936 




FS 177 

X.^0 X / / 


449936 


1695 J14 ffz43 215080 


Mnnn^^$(f>Qn*A07 


F^ 177 

CO XII 


647411 


1605 116^743 215112 


M000'S^R70Tir>04 

iVXvUv'*/i>' O / ViJ.X^U'T 


VSs 177 

XJ/O X / / 


649846 


1695 J24 ffz43 215240 

X\J^ i-J 'O—. x*/<t»~v 




RS 177 


524261 


1695 K09 2243 215001 




ES 177 


648819 


1695 Kll ffz43 215033 




ES 177 


643099 


1695 K21 2243 215193 


Mp0055871C:C10 


ES 177 


644801 


1695.K22.gz43_215209 


M00055872A:C08 


ES 177 


644755 


1695.Lll.gz43_215034 


M00055872A:D08 


ES 177 


644830 


I695X12.gz43_215050 


M00055872A:E05 


ES177 


505858 


1695X13.gz43_215066 


M00055872A:E11 


ES177 


640534 


1695.L15.gz43_215098 


M00055872D:D12 


ES177 


447035 


1695.M08.gz43_214987 


M00055873A:E03 


ES177 


643451 


1695.M16.g243_215115 


M00055873D:E04 


ES177 


643488 


1695.N10.gz43_215020 
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do INO 




ocquencexN ame 


M0005^874AF06 


177 

M-tij Iff 


OH Jty / 


IMS TJIR o^A'^ 71 SI Aft 

XVJ7J .ly 10.gZ'rJ_ZX JX40 


IVIV/UUJJO / -//V.VJv/*./ 


177 

IjO Lit 


J JHOHO 


l^iOS Old otA'^ OlSOftS 
xoyj »\j i*T.gz'Tj_zi Juoj 




177 


DHODJ J 


PO'^ o^A*^ 71 AO in 
X O 7 J .r U J . gZ4 J___Z 1 4y X U 




FQ 177 


^1 A^17 


1/>0S Pll rrvA^ 71Sn^ft 
xoyj.ri i.gZ4J_ZX jUjo 


IVlUwUJ JO iJU^xWJ f 


177 
X^d III 


DHUXJO 


1 /^OS P7A o^A'5 71Slft7 
iOyj.rZU.gZ4J_Zi J XoZ 


Mnnns^87sn'nfti 

IVIUUUJJO i JU.LfyJ 1. 


F<2 177 




1^0SP77oyA'^ 91S71A 
i OyD XLL .gZ40__Z X J Z X 4 


IVIUV/U J J 0 / J . XT 1 U 


PQ 177 


OjUX fy 


lAQfi Am ft-yA*^ 71S7A7 
X Oy O . AU X ,gZ4 J__Z X JZ4 / 


Mnnn^s»77A'HfV4 


PQ 177 


OH JO JO 


1 0 y O JWj t .gZ4 X jo*w 




PQ 177 

as Iff 


AftAOOl 

*fO*r2'3'l 


lAOAAOOovA^ 71S^7f 
1070.AU7.gZH'J^Zl JO / J 


Mftnn^^R77n'P0^ 


PQ 177 




I^OA A71 mLX 71f^i;7 
x070./\Z I .gZnO^Z i J jO / 


lYlUUUJJO / DV./.V^UZ. 


P^ 177 

Ho III 


J7J / X J 


1 fiQfk P 1 /^ o'tA.'X 7 1 ^ Aftft 
X Oy D .D X O .gZ4 J___Z X J4 o o 


JVLUUUj JO /7/V..iJUH 


PQ 177 

£rd iff 




1 Mf*, P 1 1 »-tA'5 7 1 S AAO 

X oyo.L^ i 1 .gz4 j^z X J4uy 


jviuuuj JO /yA.vjvij 


PQ 177 


HjUUUI 


1 fXX(\ P 1 7 mA.'X. 7 1 SA7S 
lOy O.l^ X Z .g24 J^Z i j4Z J 




PC 177 
Ho 1 / / 




\fJ^f^X\CVX €*r,A'X 71C7ft7 
X OyO.X-IU J .gZ4 J_^Z X jZoZ 


iVlUUU J J o oUjd .AUO 


PC 177 

CiO ill 


***f /oU/ 


1 ^>0/^ nnA mA.'X 7 1 S7Qft 

xoyo.xju4,gjs4j_z X jzyo 


MUUUj JooUC.JrU / 


PC 177 

CiO 1 / / 


O^jZXj 


1 /%0A r\1 S rt'wA.'X 7 1 SA7A 
X oy 0 .1/ X J .gZ4 J_Z X j4 /4 


MUUUj joo 1 A.AUo 


CO i / / 


44 / 1 


ioyD.cUj.gz4j_zijjij 


MUUU J J o o i A.li 1 U 


"EC 1 T'T 
llo 1 / / 


/ITOQ/CQ 

4/yoOo 


1 oy O.C 1 Z .gZ4 J_Z 1 j4Z / 


MUUvJ J J 0 o 1 A. UU / 


T?0 1 '7*7 
ilo 1 / / 


44oZZj 


l/CO^PI'I «v.>A? OICA^II 

1 oy o . c 1 o .g24 J_z 1 j44o 


MUUU J J 0 o 1 AUz 


"CC 1*7*7 

lio 177 


i£>IOA£'3 

04oUoJ 


1 iCO/C POT «v«AO TlC<ftT 

1 oyo.czZ.gz4i_z i J JO / 


\if AAACCQQO/^* A AX 

JVLUUUj J oozU! AUD 


PC 1 fJT 
CO ill 


4jUjjy 


loyo.r 14.gZ4J_Zl j4oU 


X /f A A f\< < 0 Q 1 T\ AO 


"CO ITT 

Jbo 177 


04U4UU 


I^OiC'CTI «v^A'3 T1CCTO 

1 oy o .r z 1 ,gz4 J__z 1 J J /Z 


X>fAAAC<009 A .^A'^ 

MUUUjjo&3A:cUZ 


CO 1 TT 

to 177 


17y7oU 


loyo.uUj.gz4j_Zl J J 1 / 


MUUUj joo3A:C1U 


PC 1 TT 
CO 1 / / 


4jy/ /4 


xoyo.ouo.gz4j_zxjjjj 


MUUU J jooi A:MU 1 


"CC 1 TT 

CO 1 n 


o4o #4 J 


loyo.VTl l.gZ4J__Zl j4iJ 


MUU U J J 0 o 3 . o UO 


PC 177 
Co 1 / / 


044405 


1/;OArt71 rr-rA^ 7 1 CC7'3 

xoyo.uzx.gz4j_zx jj /j 


MUUUjJoo4r>.r lU 


"DC 1*7*7 
CO 1// 


/I 1 Ann 
4j1o/U 


loyo.jtii / .gz4j_zijjiu 




PC 177 
CO ill 


J jZOZo 


X oy o .n X o .gZ43_z x j j zo 


MUUUj joo'fClJU / 


PC 177 
CO III 


O4JU40 


1AO/^TT71 ft-yA^ 71SS7A 

ioyo.nz X .gz4 j^zxjj /4 


JVLUUUjjooH-JU.ru/ 


PC 177 
CO ill 


04j lOi 


1 070.XU0 .gZn' J^Z UDJJ 


MUUUj JOO JA.X/UJ 


PC 177 
Co 1 / / 


^^ft777 


^Ml{l^^ cr7&% 7isais 

XOyO.l 1 X .gZ4 J_Z X J4i J 


\>fonn^^fift<R* All 

MUUUj JOO Jl>.Ai 1 


PC 177 
CO ill 


jJJl /Z 


1 fSXfy T1 S ovA*? 7 1 SA70 
i oy o .1 X J .gz4 j_z i j*f / y 










\>rnnn ^ ^ ft ft ^ p 'i^nA 
MUUUjjoojD.OU*!- 


PC 17ft 
CO 1 /o 


JoOy7Z 


1 #;0A 1 1 /^ cstA.X 7 1 S AOS 
X oy o . 1 X o .gzH j_z X jty J 


MUUUj JOO jt^.x5U / 


PC 17ft 
CO 1 /o 


JJZZUI 


i oy o . J u X .gz4 j^z i jz J 0 


MUUUjjooOA.jdUO 


PC 17ft 
Co 1 /o 


04 J XZO 


1/;0A T17 o'yA'^ 71SA'^7 
XOyO.J XZ.gZ4j^ZX jHJZ 


\yfnnn<^ftft/i'n«pi i 

MUUUj JooOJLi.xll 1 


PC 17ft 
Co 1 /o 


J J / /yz 


1 AOA 1^ 1 1 otA'? 71SA17 
xoyo.^x X .gz*tj_zx j*Ti / 




ES 178 


644099 


1696 K18 C243 215529 


M00055887D:C11 


ES 178 


643248 


1696.L14,.gz43_215466 


M00055888C:F07 


ES 178 


639256 


1696.M04.gz43_215307 


M00055888C:G09 


ES 178 


640356 


1696.M06.gz43_215339 


M00055889B;E12 


ES 178 


570248 


1696.M23.gz43_215611 


M00O5S890A:AO6 


ES178 


464171 


1696.Nll.gz43_215420 


MOOOSS890A:D01 


ES 178 


549114 


1696.N14.gz43_215468 
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Ha rso 


LiusterlL; 


SequenceName 




PC ITft 

JDO I/O 




lo9o.rN21.gz43J215580 




i^O i /o 




1 o96.N23.gz43_2 156 12 


iViuuu J J 0 y 1 IS .r uy 


PO 1*7© 
CO i/o 


o4iDlo 


l^AX T>AT ... ilT TICTTO 

i696.F02.gz43_215278 




PC ^1Q 
CiO 1 /o 


049027 


1696.r23.gz43_215614 


M \J\J{J J Joy ZD. iJKjZ 


Jbo 1 /o 


04JJ00 


1696.r24.g243 J2 1 5630 


ivyi A A A^ ft 0*3 n -r^ A <i 


PO ITft 


iCt AAT^ 


1 TAC All J. AO OI^TAl 

1 705 .All .gz43_2 1 579 1 


\yr A A A^ < Q 0/1 A 'T-I Aft 


130 1 Tft 
M I/O 


374340 


1 TAC A OA ii*s AlCA^T 

1 705 A22.gz43_2 15967 


\/fn A A < ^ ft O/I TJ ' 17 A 0 


"CO tTQ 


394373 


1705 .BU3 .gz43_215664 


XyfAAA^^ftO/^ A ./mi 


■CO 1 TQ 

hb 178 


648376 


1 TAtf t t A A 1 CTAT 

1705.Bll.g243_215792 


A>fAAA<^ftO<12./^A/C 


CO 7 TO 


643948 


1 705 .B 1 4 .gz43_2 1 5 840 


MUUUD J oVoB .rlU4 


CO ITO 

bo 178 


640762 


t TAC DiO .^—A^J At f AAA 

1705 .B 1 8.gz43_215904 


MUO055 89oC:lilO 


ES 178 


553951 


1705 .B23 .g243_2 1 5984 


MOOu558y6D:G10 


ES 178 


557361 


1705.C03.g243_215665 


M00055898B:E07 


ES 178 


485237 


1705.C1 Lg243 J115793 


TV yfAAAC CO AA A -TiAO 


ES 178 ■ 


645844 


1 TAf 4T Atf/\Af 

1705.C18.g243jil5905 


H if AAA C if OA A/^ TTA^ 

M00055899C:HOi 


ES 178 


474577 


1 705.D05 .g243_2 15698 


Mu0055900A:F08 


ES 178 


644390 


1705.D16.gz43_215874 


1k if AAAf f AAATh T^^f^ 

M0005 5900B;E1 2 


ES 178 


446728 


1705.D20.g243_215938 


X Jt AAA£ ^ AAATN.TVAO 

M00055900D;D03 


ES 178 


526575 


17O5.E01.gz43_215635 


Tk iTAAA^ff AAlT* . A A'^ 

M0005590 IB; A02 


ES 178 


647522 


1705.E10.g243_215779 


» Mr\/\f\C £ A A 1 . A A t 

M00055901C;A01 


ES 178 


553720 


1705.E16.gz43_215875 


M00055901C:C10 


ES 178 


641087 


1705.E18.gz43_215907 


X JTAAAC^ AA1 /*» TN A i« 


ES 178 


642940 


1705.E19.gz43_215923 


Ik jTAAAf f AA*^ A 1 


ES 178 


643513 


1705.F06,gz43_215716 


M00055902D:A07 


ES 178 


557947 


1705.F14.gz43_215844 


> A*AAArr £ AA'^TX TT1 A 


t^C* 1 TO 

ES 178 


482163 


1 705 .Fl 8 .gz43_2 15908 


X AAAAC t AA'5Ti./~«1 A 

M00055903B:C10 


T?C 1 TO 

ES 178 


6440^3 


1 705 .F24 .gz43_2 1 6004 


X XAAAC C AA'im .T? Aff 


"r*o t TO 

ES 178 


554166 


1705.G03.g243__215669 


X if A A A C C A A /I T> ."D A T 


ES 178 


643914 


1705.GI2,gz43__215813 


MUUU J J y U4u: AU7 


ll3 17o 


d43o09 


1 TAfi r^\c ^^A*y Tieo^t 
1705.(jl5,g243_215861 




CC 1 TO 

ES 178 


643808 


1 TAX? 1 O ——jIO T 1 AAA 

1705 .Gl 8 .gz43_2 15909 


MUUU55yU3 A:r 1 1 


ES 178 


644354 


ITAtf /**Ail - >IT TlfAAf 

1705 .G24.gz43_21 6005 


'\>rAAA^<QA^'D.XJAl 

mUVljjjyijjD.tiul 


"CO 1 TO 

178 


Z^O A1 A>l 

639194 


1 705 .H06.gz43_2 157 1 8 


Ti >r A A A ^ < o A ^ r\ . O A/C 


CO 1 TO 

bo 178 


605596 


1705 .HI 3 .gz43_2 1 5830 


\ yf AAA^ <Q A^'r\.tJA'l 


CO 1 TO 

ES 178 


C C A A A A 

550242 


1 T AC trtT . AT Al COAA 

1 705 .H 1 7 .gz43_2 1 5894 




CO no 
bo 178 


641562 


T TAC TTA'5 —An 1 1 CAAA 

1 705 .H23 .gz43_2 1 5990 


MAA AS SOAfinrrA'^ 


PQ 

i-fO A /O 


T /ZU 


1 7A^ TA^ n'jA'X 0\^1^Q 

I /vj.iuo,gz*»j__ziJ/iy 


M00055907D:D06 


ES178 


449994 


17O5.J06.gz43_21572O 


M00055908D:F09 


ES178 


< 644364 


1705.K04.gz43_215689 


M00055909B:B12 


ES 178 


638869 


1705.K10.gz43_215785 


M00055909B:G10 


ES 178 


643089 


1705.K16.gz43_215881 


M00055909C:E08 


ES 178 


447326 


1705.K20.gz43_215945 


M00055909C:G09 


ES 178 


645781 


1705.K21.gz43_215961 


M000SS909D:A09 


£8178 


638919 


1705.K22.gz43_215977 
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ClonelD 


ESNo 


CIusterlD 




M00055909D:E01 


ES 178 


89082 


1705 K24 E243 216009 


M000S5910B:B11 


ES 178 


642985 


1705.Lll,g243 215802 


M00055910B:H12 


ES 178 


639240 


1705 L16e243 215882 


M00055910C:G01 


ES 178 


468147 


1705L19ez43 215930 


M00055910C:G04 


ES 178 


685001 


1705L20cz43 215946 


M00055910D:A03 


ES 178 


643825 


1705 L21 ez43 215962 


M00055911B:E06 


ES 178 




1705 M05 2243 215707 


M00055912A:F08 


ES 178 


557675 


1705M16 2Z43 215883 


M00055912B:E05 


ES 178 


648237 


1705M20ez43 215947 


M00055912C:C08 


ES 178 


640756 


1705 M22 B243 215979 


M00055912D:F04 


ES 178 


644407 


1705 N05 £243 215708 


M00055913A:G07 


ES 178 


649312 


1705 N12 2243 215820 


M00055913B:D05 


ES 178 


644190 


1705 N17 B243 215900 


M00055914A:A03 


ES 178 


449737 


1705 O02B243 215661 


M00055914C:D12 


ES 178 


643300 


1705 O09 B243 215773 


M00055914C:G01 


ES 178 


644108 


1705 Oil cz43 215805 


M00055914C-G11 


ES 178 


641645 


1705 012 az43 


M00055914D:A08 


ES 178 


564134 


1705 013 ffz43 215837 


M00055914DG06 


ES 178 


553587 


1705 016 0x43 2158RS 


M00055915AA06 


ES 178 




1 705 Ol 7 oz43 2 1 SQOl 


M00055915BD08 


ES 178 


447212 


1705 021 0743 


M00055915CB09 


ES 178 


643 991 


1 705 024 0743 216013 


M00055915D-A07 


ES 178 


640178 


1705P05ffz43 215710 


M00055916A-E12 


ES 178 


644236 


1705 P12az43 215822 


M00055916B'C02 


ES 178 


649170 


1705 P15 crz43 215870 

X f \JJ ,x xJ .^£rtJ ZtX^Otyf 


M00055917BD02 


ES 178 


642911 


1706 AOS ffz43 216139 

X 1 \J\f»AWJ\J,p^^J ^ X\J x^^ 


M00055917C-F04 


ES 178 


549994 


1706A13bz43 216219 


M00055917DE07 


ES 178 


644301 


1706A16cz43 216267 


M00055918A:F10 


ES 178 


645028 


1706A20ez43 216331 


M00055918B:B07 


ES 178 


643936 


1706A24cz43 216395 


M00055918B:B10 


ES 178 


459881 


1706 BOl ez43 216028 


M00055918B:F10 


ES 178 


557175 


1706B03fiz43 216060 


M00055918C:C04 


ES 178 


651131 


1706 B05 ez43 216092 


M00055918C:E02 


ES 178 


642166 


1706.B07,gz43 216124 


M00055919A:A06 


ES 178 


647952 


1706,B12.gz43 216204 


M00055919B:H11 


ES 178 


562021 


1706B19cz43 216316 


M00055919D:H07 


ES 178 


644554 


1706.C01.gz43 216029 


M00055920A:H10 


ES178 


640977 


1706.C05.gz43_216093 


M00055920B:F02 


ES178 


644410 


1706.C09.gz43_216157 


M00055921A:E06 


ES 178 


188079 


1706.C21.gz43_216349 


M00055922A:F05 


ES 178 


465576 


1706.D13.gz43_216222 


M00055922A:G07 


ES178 


650900 


1706.D15.gz43_216254 


M00055922B:A06 


ES 178 


447426 


1706.D17.gz43_216286 


M00055922B:G09 


ES178 


649085 


1706.D21.gz43_216350 
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CIonelD 


ESNo 


CIusterlD 


S^uenceMaitie 


M00055922D:G10 


ES 178 


419009 


1706E06fiz43 216111 


M00055923B:C07 


ES 178 


643170 


1706E10bz43 216175 


M00055924B:D02 


ES 178 


643627 


1706E22ez43 216261 

i /Vv»Ji»riX« » J <£tXV^V/ 


M00055924B:E12 


ES 178 


464129 


1706 FOl B243 216032 

X # v\/*X V X *KytfT^ *#XVw«^*> 


M00055924C:A09 


ES 178 


641484 


1706 F03 ez43 216064 


M00055925A:C04 


ES 178 


450840 


1706 FU ez43 216192 

XIV\J>X X X •gX«T«? <toXVIX7i^ 


M00055925BD09 


ES 178 


639154 


1706F20oz43 216336 


M00055925BD10 


ES 178 


643332 


1706 F21 ffz43 216352 


M00055926BA05 


ES 178 


447123 


1706G12<r743 716209 


M00055926CA11 


ES 178 


207552 


1706G18ffz43 216305 

X r V\/*VJ XOkg^^^ ^ XV^v^ 


M00055927BD06 


ES 178 


642308 


1706H05az43 716098 

X / WiXXV/v/t^^ ^XVJV70 


M00055027D-E11 


ES 178 

X. 1 o 


643239 

\/"t*7x>^7 


1706H10cz43 216178 

X / V\J,XXXV/,^*i"T«? X>XV/X/0 




ES 178 


639038 


1706H15 iT743 216258 




ES 178 


610893 


1706H17ffz43 216290 


M00055028BF11 


F^ 178 

X^J X f o 


643383 


1706 H21 &z43 216354 

X / W»X4i« X ,^£rT^^£» X KJjJt 




FS 178 


649954 

V/*t77«/^ 


1706 114 ffz43 216243 




F^ 178 

CiO X to 




1706T17ot43 716791 


M00055Q29D-FOO 


ES 178 


649954 


1 706 124 ^743 2 1 ^5403 




178 


644629 


1706 T05 <r743 216100 




FS 178 


650938 


1706 109 07:43 216164 




FS 178 

X^O I/O 




1706J10o743 716180 




FS 178 

JL/O I/O 




1 706 Jl 5 0243 2 1 6260 


i VXU \7 V ^ *^ 7 V/ Jb/ « V/ 


FS 178 

XmtO X / O 


447S20 


1706T16o743 216276 


M00055Q30DB0Q 


ES 178 

X^liJ I/O 


613626 

\J XJ\J^\M 


1706J17oz43 216292 


Mfl00550'?OD*F05 


FS 178 

XJk3 I/O 


S13211 


1706 J21 0743 216356 




FS 178 

X./XJ X / O 


638808 


1706 1 07 0743 716134 




FS 178 

XJiO I/O 


6051 14 


1706TlOo743 716182 


ivi v/v/v/ J ^ 7 J J iJ . vJ v i. 


FS 178 

JL/O I/O 


650245 


1706T 11 0743 716198 

X l\J\J.JUX X.^CttJ X^JIUX70 




FS 178 


446795 


1706 M06 0743 2161 19 

X / \f\j .Lyx\J\i x\j X x^ 


M00055934DH09 


ES 178 


650470 


1706M12c243 216215 




FS 178 

XidrkJ X / O 


479604 


1706M20o243 216343 


1^000559350*^03 


ES 178 

li<rii9 X / V 


640672 


1706 M23 C243 216391 


M00055936C'B05 


ES 178 


646596 


1706N07C243 216136 


M00055936C-D03 


ES 178 


648379 


1706N08ez43 216152 


M00055936D:F03 


ES 178 


456920 


1706.Nll.gz43 216200 


M00055937A-F07 


ES 178 


645092 


1706N17ez43 216296 


M00055937C:C08 


ES 178 


641716 


1706.N2I.gz43_216360 


M00055939A:B12 


ES 178 


644732 


1706.P02.gz43_216058 


M00055939B:A11 


ES 178 


639901 


1706J>07.gz43_216138 


M00055939D:D07 


ESI78 


559905 


1706.P13.gz43_216234 


M00055940B:A08 


ES 178 


649873 


1706.P19.gz43_216330 


M00055941B:A04 


ES178 


524546 


1707.A12.gz43_216604 


M00055942B:H10 


ES178 


646317 


1707.B04.gz43_2 16477 


M00055942D:A01 


ES17g 


648782 


17O7.B12.8z43_216605 
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E.O ISO 




SequenceNanie 




Co lio 




1 707 P 1 7 1 A/^#^0 

X / u / .!> 1 o.g24j _z 1 oooy 




Ho 1 /o 




1 707 P7A rt^AI 7 1 A707 




PC 17ft 
£rO X / o 


c^ocoo 


X /U/.XJx3.g243_2l06z3 


IVl U U V J J y *r J v>' . xjuy 


PC 17ft 
Jio 1 /o 


/C/IOCCC 


1 707 TM /I /»^A^ OI/^/CSO 
1 /U/.1^14.gZ4j_Zlo63y 


MUUU30y4 jL/.JLJU 1 


"CO 1 7C 

Jbo 1 /o 


/I Q/CO 
4DloD3 


1 TAT TM T **..*A 0 TI/IiCOT 

1 /O/.Lll /.gz43_2166o/ 


MUUUj jy4DlJ.C/U6 


CO 1 /o 


044 /ZU 


1 /U/.Ule.g243_216/03 




CO 1 TO 

bo 17o 


oA-ac AO 

' iyjjyy 


1 TAT OA ^^A*l TlilTT^ 

1 /07.b20.gz43_216736 




bo i/o 


/I A A/CAT 

4yyoy3 


1 TAT CAT f^.mA1 TliCAAA 

1/0 / .r02.gz43_2lD44y 


muuuj jy4yLi.i5u / 


CO 1 TO 

bo I/O 


/I/l AC/l A 


1 TAT C A^ 1 T 1 ilC 1 1 

1 /0/.r06.gz43_21o513 


MUUUDDy^ Jl 15: AU7 


CO ITO 

bo 17o 


044983 


1 707.VJ03 .gz43_2 1 6466 


Tk /f A A A c rvr o o . ■cno 

Muuu3^yDzc:JbUo 


CO ITO 

bo i/o 


/CCAQQC 

oDuyij 


ITAT/^TI rv^AO TllCTCA 

I /O /. 02 l.gz43_2 16/54 


X>rAAA<CAC3T\>'DAO 


CO 1 TO 

bo i7o 


CylO 1 AC 

0421 


1 TAT Ufl A ««.P*AO TliZCTA 

1 /0/.ril0.gz43_2165 /y 


Ik if A A AC C AC >l •^TLAT 


CO ITO 

bo 17o 


531529 


1 TAT U1 A ^..AQ TliCTTT 

1707.rH9.gz43_2 1 6723 


\ >r A AAC C AC >l T\ •D A/l 


CO ITO 

bo 17o 


CZl TTT 

5ol/// 


ITATUTT ^w^AI TliCTTl 

1 /O / .ri22.gz43_216 / / 1 


X >rAAAC C AC CD.^A^ 


CO 1 TO 

bo 178 


460245 


1 TAT TAO T TI^CAO 

1 707 .108 .gz43_2 1 6548 


jT AAAC C AC C/^.TLTAC 


ES 178 


ZC AOTA 

650370 


1 TAT T1 A ^-.AO T 1 /1£.A A 

1 707 . 1 1 4 .gz43_2 1 6644 


H iTAAAC C AC^TX.nAI 

M0005595oD:B01 


CO 1 TO 

bo 178 


C CATOT 

550237 


1 TAT TAT ^^AO Tl/CACO 

1 /07J02.gz43__216453 


X JTAAAC CAC^T^./^l 1 

M0005595oD:Cl 1 


bo 178 


A A TTT >l 

447224 


1 TAT TAA ^^Al TliCAOC 

1 707 J 04 .gz43_2 1 6485 


"H >IAAAC C AC7Ti.T?l 1 


T?0 1 TO 

Eo 178 


A CO*2 1 a 

452310 


ITAT T1 A fwAO TliC^AC 

X /O/ J14.gz43_216645 


M00055y57C:F05 


Eo 178 


>l C/CO 

644568 


1 TAT T1 O »»AO TliCTAA 

1707 J 1 8.g243_216709 


Ik ifAAACC ACO/^.l?A^ 


CO 1 TO 

bo 178 


043yoo 


1 TAT VAC T 1 <CAT 

1 /0/.K05.gZ43_ZlO5Uz 


X jTAAACC ACOTN.T'A'^ 

M0005 5 95 8D :F02 


ES 178 


iCATI OC 

647185 


1 T AT V 1 A *v«.A Q TliCCOT 

1 707 .K 1 0.g243_2 1 65 82 


X^AAAC C A^ 1 T^.T?A^ 


CO 1 TO 

bo 178 


647312 


1 TAT T 1 0 #»~A O T 1 iCT 1 1 

1 /0/.JLlo.gZ43_21O/ll 


Ik #AAACC A^fm.^AO 


ES 178 


CCCT1 A 

555210 


ITAT ¥ TT tf^rvAO T 1 ilTTC 

1 707 .L22 .gz43_2 1 67 7 5 


"KjrAAACCA^C A ./^A^ 


CO 1 TO 

Eo 178 


642653 


ITAT TiATA r»>*A'3 Tli^QAQ 

1 /0/,Mz4.g243_21Oo0o 


* iTAAAC C A^CTN./^A 1 


ES 178 


ATT 1 A1 

472101 
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647976 


1719.E01.gz43_219176 


M00056039B:C03 


ES 179 


649293 


1719.E04.gz43_219224 


M00056039C:D05 


ES179 


453804 


1719.E08.gz43_219288 


M00056039C:G05 


ES179 


645973 


1719.Ell.gz43_219336 
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JCo INO 


L/iusxcriJj 


SequenceName 


M00056039C-H01 








M00056040A-F0Q 


FC 17Q 


Ot/ i*t4 


171 Q PI <\ <*'»A'^ 71QAAA 
X / X7.I113.gZ4j_2iy400 


Mfl0056040r-Aft^ 


170 


/C/IQI 10 


171 0 P7A rt'.A'J 71 OA OA 
1 /iy.b2U.g24j__2iy4oO 




170 




1710 P71 r»**/l'3 71A/tAiC 

1 / 1 y .bz 1 .g243_z 1 y4y o 




PC 170 


0400O / 


1 71 O P77 >Mi.VlO HO€lO 

171 y.b2Z.gz43_z 1 93 12 




PC 170 


A70777 

4/y /// 


1 7 1 Q PA< r*^A 0 1 AO A 1 

1 / 1 y .r 03 .g243_2 1 y24 1 


i\l\J\}\JJ DU't 1 D ,r U J 


PC 170 


044ol/ 


1 Tl A 171 A tf«»/IO 01A001 

1 / iy.rl0.g243_2iy321 




PC 170 


DDo432 


17 ly .rz3.g243_2iy529 




PC 17Q 


4oi2oo 


1 7 1 y .r 24.gz43_J2 1 9545 




PC 170 


HtV/2j 


1 7 1 y . Cj 1 3 .gz43 J2 1 y370 




PC 170 

Jio 1/y 




1 Tl A /^1 »../IO OIA/IIO 

1 7 1 y .Cj 1 6.gz43_2 1 94 1 o 




PC 170 

Jbo i/y 


i;>l90O7 

o4Joy7 


171 y .vl y .gz43_2 1 y466 


MUUU3 0U4 J COU;5 


PC 1 7Q 

ho x/y 


/I AAOAO 


irriA r^'^A ^^A*i oiac>i^ 
1719 .Cr24 .gz43_2 1 9546 




"DC 1 7A 


iC/l 1 1 AO 

641 lyj 


1'71AXJA>I ^.>IO OIAOO*? 

1 719 Ji04.gz43 JZ 19227 


JVIUUU3 0U44X> 1 


PC 170 

M 1/y 


^0£AiCC 


17 19»lil2.gz43_219355 




TTC 1 70 

xio X fy 


o4yyuu 


1 /iy.ril5.gz43__2iy403 


A/ffAAA^^A/f /in.DA/l 


ho X/y 


o4oj /y 


1 7 1 9.11 1 9 .gz43_2 1 9467 


A if A A A<^ A /I /I . PA 1 


PO 17Q 

1/y 




17iy.li22.gz43_2iy5 15 


MUUU30U44LI,UU / 


PC 170 

jBo 1/y 




ITIA TJFO/f «w../f? OIQC/IO 

17iy .1124.gz43_2 iy547 


MUUU J OU4D A.UU J 


"CC T7Q 

lib 1 /y 


^<7<i^^ 


ITIQIAI #k../tO OIAIOA 

1 7 1 y . 10 1 .gz43_2 1 y 1 oO 


JVIUUU3 OU43 ,wuy 


PC 170 

M 1 /y 


44yol4 


IT 1 A T 1 A f^A 1 0 1 AOO /I 

17 1 y .1 1 0.g243_2 1 y324 










X^AAA^/iA/I^T^.r'AO 


PC 1 OA 
ho 10\) 


A AO /I TiJ 

40247O 


1 7 1 9.12 1 .gz43_2 1 95 00 


\yfAAA^/iA/1 ^"n.'CA/J 

MUUU J 0U4 J IJ .riUo 


T7Q 1 fiA 

no loU 


4o2zyi 


17iy.l23.gz43J2iy532 


XAAAA</CA>1/C A •'DA/1 


"CC 1 OA 

bo loU 


64473 0 


1719J02.gz43_219197 


M00u5o04oA:B 12 


17C 1 OA 

£S loO 


461517 


iTift TAii ^_iio oirvoon 

17 19 . J04 .gz43_2 19229 


X>rAAAC£A/l^ A .T%1 O 


to 1 OA 

ho loU 


559550 


1 7 1 9 J 06.g243_2 1 926 1 


X>f AAAC£A>1£ A .nAO 


CO 1 OA 

ho loU 


>IC1 1 AO 

4521 02 


n 1 O TAT >w*/IO O 1 AOTT 

1 7 1 9. J 07 .gz43_2 1 9277 


X>rAAA4/:A>li^T\*r^1 1 


"DO 1 OA 

bis loU 


645070 


17 19,K04.gz43_2 19230 


AVrAAA^AA/tT A •T7A0 

iviuuu3oU4 /A.Jbuy 


PC 1 OA 


OjU34o 


IT 1 A VAA ^vw/fa 11 AO 1 A 

1/1 9 .KOy .gz43_2 1 yi 1 0 


XyfAAA^^A/tTtJ-TM 1 


PO 1 OA 

ho loU 


£'3A'71 1 

6iy/ll 


1 Tl A VI T *»../IO 01A/IOO 

1 / ly.Ki /.gz43_ziy43o 


XyfAAA^AA/l^r^.tjAI 

iVlUUU^OU4 /U.cW 


PC lOA 

bo loU 


ijOAO^^ 

OJy255 


1 / 1 y .ivzz .gz43_z 1 y3 1 o 


\/rnf\A^ AAATr* '17 Aft 

MvUU50U4 / W .cUo 


PC IftA 

bo loU 


454o44 


1710 V71 71Q<^/1 

1 / iy.lv2i.g243_z 19334 


MUUU^Ol/4 /JL/. VJlU 


PC 1 OA 

bo loU 


^<S70<^ 
30 fODJ 


1 7 1 O T AiC r*«r/1 ^ 1107XO 

1/1 y ,LfOo .gz43__z 1 yzo3 


MvUU J Olf4 5 A.LI X Z 


PC lOA 
bo ioU 


0448 y4 


1710 T AO /wA'S 710Q11 

1 /iy.jLoy.gz43_ziyjii 


A>F AH A< A AAft R 'PA 1 
mUUU J O V4olJ JtlV 1 


PC IfiA 
Ijo XoU 


43X344 


17IO T 17 rr-rA^ 710Q^O 

1 / iyxiz.gz43_ziy33y 


M00056048DB09 


ES 180 


456840 


1719L19ffz43 219471 


M00056049A:C11 


ES 180 


612572 


1719.L22.gz43_219519 


M00056049B:E11 


ES 180 


645942 


17I9.M04.gz43_219232 


M00056049C:A08 


ES 180 


642184 


1719.M06.gz43_219264 


M00056049C:H04 


ES180 


643748 


1719.Mll.gz43_219344 


M00056049C:H07 


ES 180 


554070 


1719.M12.gz43_219360 


M00056049D:D03 


ES 180 


645431 


1719.M16.gz43_219424 


M00056049D:E01 


ES180 


641715 


1719.M17.gz43_219440 
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CloneH) 


ES No 


ClusterlD 


SequenceName 


M00056050A:B05 


ES180 


644686 


1719.M19.g243_219472 


M00056050A:D02 


ES 180 


558439 


1719.M2Lgz43_219504 


M00056050C:A09 


ES180 


644639 


1719.N01.g243^219185 


M00056050D:F04 


ES 180 


406734 


1719.N07.gz43_219281 


M00056051A:C03 


ES 180 


649259 


1719.Nll.gz43_219345 


M00056051A:H11 


ES 180 


528616 


1719.N12.gz43_219361 


M00056051B:B03 


ES 180 


645375 


1719.N15.gz43_219409 


M00056051C:C09 


ES180 


595066 


1719.N21.gz43_219505 


M00056051C:H09 


ES 180 


587106 


1719.N23.gz43J219537 


M00056051D:A07 


ES 180 


640603 


1719.N24.g243_219553 


M00056051D:H02 


ES 180 


645151 


1719.O05,gz43_219250 


M00056052A:A11 


ES 180 


649429 


1719.O06.gz43_219266 


M00056052A-C07 


ES 180 


644819 


1719.O07.gz43_219282 


M00056052CG07 


ES 180 


647038 


1719.016.gz43_219426 


M00056052DG01 


ES 180 


641786 


1719.022.gz43J219522 


M00056053A-F01 


ES 180 


506920 


1719.P03.gz43_219219 


M00056053CB04 


ES 180 


645814 


1719.P08.gz43_219299 


M00056053C:E04 


ES 180 


232093 


1719.P10.g243_219331 


M00056053DD07 


ES 180 


497101 


1719.P15.gz43_219411 


M00056054A:B06 


ES 180 


644692 


1719.P17.g243_219443 


M00056054A-D09 


ES 180 


465589 


1719.P18.gz43_219459 


M00056054A:E03 


ES 180 


467255 


' 1719.P19.gz43_219475 


M00056054A:G07 


ES 180 


647306 


1719.P22.g243_219523 


M00056054BG05 


ES 180 


645049 


1720A02.g243_219572 


M00056054BH11 


ES 180 


648013 


1720.A03.gz43_219588 


M00056054C:C09 


ES 180 


558494 


1720.A04.gz43J19604 


M00056054CE12 


ES 180 


454906 


1720.A06.gz43_219636 


M00056055A:E04 


ES 180 


447676 


1720.A14.gz43_219764 


M00056055BB06 


ES 180 


640818 


1720.A18.g243_219828 


M00056057BD01 


ES 180 


466795 


1720.C02.g243_219574 


M00056057B-E12 


ES 180 


644927 


1720.C04.gz43_219606 


M00056057C:B02 


ES 180 


648688 


1720.C05.gz43_219622 


M00056057CD06 


ES 180 


456059 


1720.C08,gz43J219670 


M00056057CE01 


ES 180 


447635 


1720.C09.gz43_^219686 


M00056057C-E12 


ES 180 


644928 


1720.C12.gz43_219734 


M00056057D:E11 


ES 180 


641469 


1720.C15.gz43J19782 


M00056058AB07 


ES 180 


558154 


1720.C16.gz43J19798 


M00056058A:F08 


ES180 


467780 


1720.C19.gz43_219846 


M00056058B:H09 


ES180 


452630 


1720.C22.gz43_219894 


M00056059A:A02 


ES 180 


644597 


1720.D06.g243_219639 


M00056059A:B01 


ES180 


649054 


1720.D08.gz43_219671 


M00056059B:D10 


ES180 


473007 


1720.Dll.gz43_219719 


M00056060C:C06 


ES180 


448627 


1720.E04.gz43_219608 


M00056060DH11 


ES 180 


642166 


1720.E10.gz43_219704 
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XiO INO 


i^iusierxLy 


SequenceName 


M00056061AE05 






1 790 P 1 7 cttA'^ 7 1 07^5^ 
X /ZU.C(XZ.gZ4^^Z 17/^0 






UHIOUX 


1 790 P 1 ^ rt^A!X 7 1 07^7 








1 770 P7n twA% 7 1 Oft<^ 




FQ ISO 




1790 nni 710^^7 
VILKj . vJU X .gZ45_Z X y 5 OZ 




FQ isn 

CtiJ 101/ 


J /Jj 1 1 


1790 rJI ct'yA'^ 7107ft/^ 
X /ZU.VJXj.gZ4j__ZX3'/oO 


iVXUUU^Dl/U^V./.vJl X 


PC ifin 




1 770 m A 7 1 0O A7 
X /ZU.lJX0.gZ43_2Xyo0Z 






0*tXZjj 


X /ZU,rlU0.g24o_^ZXyO4J 


WlUUUJOUOjJJ.V/l 1 


T7Q ISA 


/T/faooi 

OHO^Oi 


1 770 UK mA'X 7 1 OOO^ 
X /ZU.llXO.gZ43_ZiyoU3 




PC isn 

CO ioU 


«coo70 


1 770 W7 A et^yA'X 7 1 00A7 

X /zu.rizu.gz45_zxyoo/ 


M uuu J 0 uoojo .rt w 


T7C ifin 

Cfd ioU 


1413/ 


1 77A 1A7 1 71O<0A 

1 /Z0.1Uz.gZ43_ZXy5oO 


MUUUDOUODlJ.VjU** 


ttO loU 


4o1jj1 


177A Tl /I r*..yl7 71O0A/I 

X /zU.XXo.gz43_zXyo04 


MUUUDoUO /A,Alz 


T?C 1 OA 


/K<71il 

4jj/10 


1 70A Tl O ^vr./l'a 01000/C 

X /zU.XXo,gz43_zXyo3o 


MUUUDOUO /xj.LIUo 


TTO 1 CA 


/C/KAAA 


177AT71 r*r*A1 71Q00>I 

X /z0.1zX.g243_2Xyoo4 


JVlUuu^DUDoU.AUo 


T7C 1 OA 


HA A on 
644 0 22 


1720. J 1 0 .gz43_2 19837 


MUUUjoUooJJlxiUo 


"CO 1 OA 


641233 


X 720. J 22 .g243_2 19901 


MUUU JOUoyA.r U 1 


"DO 1 OA 

bb loU 


/1/CAA/17 

46UU4 / 


X /z0.K0o.g243_2Xyo46 


X>rAAA^/^A/CO A •XTAiC 


CC 1 OA 

bo loU 


644225 


1 77A l^AO >10 01AiC70 

X720.K0o.g243_2 X967o 


» iTA A A<iC AiC A"D A>l 

M0005oUo9B:£04 


CC 1 OA 


645076 


1720.K.14.g243_z 19774 


■\ if A A A C /C A*? A/^ , "D A A 


"CC 1 OA 


644701 


1 720 .LI 2 .gz43_2 1 9743 


X * A A A C ATOTI . Ail 


bd loU 


j511o1 


1 720.M1 1 .gz43_2 1 972o 


»jrAAA<iCA'70T\.rfA0 


CC 1 OA 

bo ioO 


o4y364 


177 A Xir71 M.>I7 71AODQ 

1720.MZ 1 .gz43_Z 1 9ooo 


HifAAAdCAT^CLTI 1 

MU005o073B±ll 1 


CC 1 OA 

bo ioU 


636654 


1 77 A XTAO M..il7 7 1 Oi£0 1 

1 720.N0o .gz43__2 1 9op 1 


Ti/f AAA^ /CAT/ICTM 1 


"CO 1 OA 

bo IoU 


d4334o 


1 77 A XT77 #vp*/l 7 71 OA7 1 

1 /zO.JNZ3.gZ43_zXyyzX 


AAAAA<:/CA'7y11D«'d 1 


170 1 OA 

bo loU 


CA 1 1 

641135 


1 77A r\A7 ^F*/I7 71A<Oi: 

X /z0.U0z.gz43_zXy5oo 


MUUUjoU /4u:rlUo 


bo loU 


4o /5o/ 


177A r*1 7 *»«>17 7107i4iC 

X /zO.Ulz.gZ43_zXy /40 


Ayf nn A ^ A'7i4 P •UTAQ 


PC 1 OA 

bo loU 


/;c 1 1 AO 
031 XUo 


1 770 ni Q rt«»A7 7107/C7 
I /ZU.v-IX5.gZ4o_ZXy /oz 


A >r A A A < /J AT • C A'2 


UO 1 OA 

bo loU 


>t/10/f 0< 

44o4o5 


1 770 KCiC rw'^AI 717717 

X /Zy.A00.gZ43_zX / / X3 




PC 1 OA 

lio loU 




1 770 A 1 7 rr^ill 717000 

X /zy.Axz.gz4^_zx /ouy 


lV>f AAn<An7Q A -"riAT 
MUUU30U /oA.LIU / 


PC 1 OA 


/17O0AC 


1770 A70 rY-yA*? 7170'37 


A/fAAA^/iA7QT3.nAO 


PC 1 OA 

bo XoU 


/:a:aoaa 


1 770 POA r»Til'3 717A07 
X /Zy.x5U4.gZ45_ZX /OOZ 


ivyfnnn^ AATO a •'pai 

MUUUjOU/yA.oUl 


PC 1 OA 
EiO ioU 


01^ ILL 


1 770 P 1 0 rr-rA"^ 7 1 700/^ 

X /zy,x3Xo.gz4j_zx /yuo 


TV/TAAA^/iACAr^.T^A/l 


PC 1 OA 
Jdo loU 


404/ /o 


1770 ^^77 rrTA'3 71707I 

X /zy.L'ZZ.gz4^_zx /y / 1 


MUUU^DUo X A.CU3 


PC i9n 
bo loU 


o4yi4y 


1 770 nOA rrvA^ 7 1 7AfiA 
X /Zy,UU4.g24^^Zl /Oo4 


"NA"AAA</CA0 1 TS'ITAQ 


PC 1 OA 

bo IoU 


o4Uoyi 


1 770 1 7 rt'^A'X 7 1 70 1 7 
X /Zy.JJXZ.gZ45_ZX /oXZ 


TiyfAAA^ ICAQO A •"D 1 0 


PC 1 OA 

bo loU 


500054 


1 770 P 1 1 mA.'X 7 1 7707 

X /zy.bi X .gz43_zx / /y / 


1i if A A A C AO •/tiAT 

MUUU3 dUozJ3:\jU7 


PC ion 
bo loU 


5 /uyjy 


1 770 P1< 7 1 7ftA1 
1 /Zy.CX5.gZ4^_ZX /oDX 


"KiTAAACiCAOOr^tT^I 1 


PC 1QA 
bo loU 


04/43/ 


1770P1An9AQ 717078 
X lI^X l0.g243_ZX /o / 5 




ES 180 


649202 


1729 G03 Bz43 217671 


M00056087B:G12 


ESISO 


644715 


1729J112.gz43_217816 


M00056087D:E04 


ES180 


446243 


1729Ji22.gz43_217976 


M00056087D:G07 


ES 180 


649520 


1729.H24.gz43_218008 


M00056089D:A09 


ES 180 


454176 


1729.J05.gz43_217706 


M00056089D:E07 


ES180 


649356 


1729.J08.gz43_217754 


M00056091A:E04 


ES180 


644054 


1729.K04.g2s43_217691 
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ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00O56091C:CO6 


£S 180 


644712 


1729.K1 1 .g243_21 7803 


M00056091C:D09 


T^O % OA 

£S 180 


64S0S0 


1729.K13.gz43_217835 


M00056091C:H03 


ES 180 


464267 


1 729.K1 5 .g243_2 1 7867 


M00056091D:C12 


ES 180 


645409 


1729.K17.g243_217899 


M00056091D:E10 


ES 180 


649328 


1 729.K20 .gz43_2 1 7947 


M00056092B:D10 


ES 180 


535436 


1 ^^A T AO ^ A'y IW^^A 

1729.L02.gz43_217660 


M00056092C:E12 


ES 180 


710155 


1729.L08.gz43_21775o 


M00056093A:B12 


ES 180 


650547 


4 T 1 ^ AO ^1 TOO A 

1729.L16.gz43_217884 


M00O56093A:FO8 


ES 180 


418763 


1 T 1 O AO O^ TAl ^ 

1729.L18.gz43217916 


M00056093B:D03 


ES 180 


645131 


1 T^A T 1A ^ AO 01^f\AO 

1 729.L20.gz43_2 1 7948 


M00056095A:C02 


ES 180 


644543 


1729.M22.g243_217981 


M00056095B:A07 


ES 180 


643440 


1729,N06,gz43J217726 


M00056095C:E02 


ES 180 


644965 


1729.N12.gz43_217822 


M00056095C:G07 


ES 180 


649514 


1729.Nl4.g243_217854 


M00056097B:C04 


ES 180 


649082 


1729.P04.gz43_2 17696 


M00056097B:G01 


ES 180 


649570 


1729.P06.gz43_217728 


M00056098B:C04 


ES 180 


649054 


1729.P16.gz43_217888 


M00056098D:A08 


ES 180 


597647 


1729.P22.gz43_217984 


M00056120C:H04 


ES 180 


648654 


1731 .AO 1 .gz43_2 1 9940 


M00056120D:F01 


ES 180 


644037 


1731.A02.gz43_219956 


M00056121A:E05 


ES 180 


464990 


173 l.A09,gz43_220068 


M00056121D:A12 


ES 180 


642204 


173 LA19.gz43_220228 


M00056121D:C11 


ES 180 


648013 


173 1 .A20.gz43_220244 


M00056122A:A05 


ES 180 


503122 


173 1 .A22.gz43_220276 


M00056122A:B05 


ES 180 


589098 


173 l.A23.gz43_220292 


M00056122A:D02 


ES 180 


648076 


173 1 .A24.gz43_220308 


M00056122B:A07 


ES 180 


639555 


1731 .B04.gz43J219989 


M00056122B:G01 


ES 180 


648109 


173 l.B07.g243_220037 


M00056122B:G09 


ES 180 


627515 


173 1 .B08.gz43__220u53 


M00056122C:H12 


ES 180 


460190 


173 1 .B 12.gz43_220 117 


M00056122D:B07 


ES 180 


557419 


1731,B13.g243_220133 


M00056122D:F10 


ES 180 


646917 


1 73 1 .B 1 7 .gz43_220 1 97 


M00056123B:F02 


ES 180 


531461 


173 1 .B23.gz43_220293 


M00056123B:G05 


ES 180 


648547 


1*7*5 1 #^A1 OIOOjIO 

173 1 .CO 1 .g243 J2 1 9^42 


M00056123D:A07 


ES 180 


627341 


173 1 .Cu5 .gz43 JZ20U0O 


M00056124B:C12 


ES 180 


477555 


T701 ^lil M»>l'2 

1 73 1 .C 14.gz43_22U 130 


M00056124D:F06 


ES 180 


515350 


173 1 .C22.gz43_22027o 


'yitl\t\t\cc.\ ^ ATX^rttVX 

MUUU J O i Z4U SjMi 


CC IfiA 




17^1 CTK 074'? 27029^ 


M00056125B:F01 


ES180 


465127 


1731.D04.gz43_219991 


M00056127AA10 


ES 180 


422242 


1731.D07.gz43_220039 


M00056127A:H03 


ES 180 


644928 


1731.Dll.gz43_220103 


M00056127B:E11 


ES180 


638934 


1731.D13.gz43_220135 


M00056127C:C02 


ES180 


639774 


1731.D15.gz43_220167 


M00056127C:C06 


ES180 


649095 


1731.D16.gz43_220183 
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CfnnelD 


CO i^U 




C Anil An/^A^NJotnia 

ocqucncQiNaiiic 


M00056127D-G10 


ISO 


UHOJ iU 


tT^l n9'? otA^ 99A90S 


M00056128B-A07 


F<! 180 

X^O 1 ov/ 


4S60RS 


17'^1 FA7 ovA'? 99AAAA 

X 1 J X .CU / .gZ** 3^aZUU*tU 




CO lOU 


4S9QA1 

*rJ^y*rx 


17'^! FAR o'tA'; 99AASft 
. X /O X,CUO.gZ*rO__ZZV/UJD 




CO xou 


OtUJ 0*T 


17*^1 Fll o'yA'^ 99A1AA 

X / O X.CX X.gZnJ^ZZUXUt 




FQ IRA 

XOv 


D*T /Z*tO 


17'^1 PI A n7A7 99A1^9 




F^ IftA 


^474"^ 1 

U*T / *f J 1 


F91 o-yA'^ 99A9/\A 
X r J I .CZ X .gZH J^ZZUZDH 




F^ IRA 


A7/;'^RA 


T7'^l FA'^ o'7A'^ 910077 
X / J 1 .ruj.gz'Tj_zxyy / 1 




IRA 
Xlo iOU 


OHO /OJ 


M'X} PT^ ft-rA'X 99A1^7 

1 / J i.r 1 j.gZnj_zzuu / 


MftHfi^Al OP-PI 9 


FC IRA 




17'^! Pl^ niAX 99A1A0 

X / J x.r x^.gz*fj_zzuxoy 


iViUUU J ox J UL/.r Uo 


FC IRA 
LfO XoU 


*^A79QA 
OH /Z7U 


17^1 Fl^^ 99A1R^ 
X /«3X.r X0.gZ4^J_ZZUXoj 




FQ IRA 

HfO XoU 




17^1 P99 et'rA'X 99A9R1 

X /3 1 .rzz.gZH4?_zzuzo X 




FQ IRA 

EfO XoU 


*rOo/ZO 


17'^1 CwCi's ovA'X 77AA1A 
X /oi.V7U^.gZ<lO^ZZUUXU 




FQ IRA 
Co XoU 


*J/;9'^7R 
^OZJ /o 


17'^1 ril9 fr'^A'^ 99A199 


KiHAO^ A 1 '5 1 P'"Wn'3 
MUUI/jO 1 J IC.xlUj 


FC IRA 
Co xoU 


£407'5^ 


17'51 /^lA ft'»A'? 99A1RA 
X /3 J.O'10.gZ*tJ_ZZUloO 


JViUUKJjOlD LU.jDUZ 


PC 1 RA 
XSo XOU 


^A'5A7R 
Jv/JOZO 


rilOn-yA'5 99A9'5A 

X tj i .vjxy.gz*fj_zzuzj*t 


?i/rr>nrKi A 1 '3 9R 'P 7 9 


PC IRA 
l^o loU 




17^1 HA9 ctTA'X 9 7 QQfyX 

X 1 J I .riuz.gz*t J^z X yyo J 




PC 7RA 
Co ioU 


J J lUZO 


1 7^ 1 14AA ttTA'X 99AA97 

X /o X .nuo.gZHJ^zzuuz / 


MUUU^ 0 u .r u 1 


PC IRA 
Co XoU 


OlZifoO 


17^1 W7R nvA? 99A910 
X /o 1 .XlXo.gZ4o^ZZUZXy 




PC IRA 


A^1R7A 
*fOOoZ*r 


17^1 TAI a^AI 7100AR 

X / o X .xu X .gz*(3^z X y y**o 




PC TRA 
Co ioU 


o*»uoyj 


1 7"^ 1 TA7 rrfA'X 99 AAAA 
H ox .XU / .gZ*f J^ZZUUHH 


MUUUDO IDHO.0 1 U 


PC IRA 
Ho XoU 


i:4A7'17 


itj x.xxu.gz<f J^zzuuyz 


MUUUDO X 34l^.l^U0 


PC IRA 
Co XoU 


A7AAA#( 
** /UUUO 


17*3111 A atA^ 99A1^Ih 
X # 0 X ,lX*l.gZ** J__ZZU X jO 


MUUUDO X J4X/.I5U / 


PC IftA 
Co loU 


7AR17^ 
/Uol / J 


17*31 T91 c'tA'X 99A9AR 
I lOi .XZ 1 .gZH J^ZZUZOo 


JVIUUU jO X J*f X-^«r UZ 


PC IfiA 
CO loU 


AilOAR7 

o^jy^oZ 


1731 T9A rr^A'3 77A'31A 
X / J 1 .XZ^f .gZ4 J^ZZU J XO 


MwU jO X J4Xi.VJv / 


PC IRA 
E,0 XoU 


71 lAO*^ 


X / J X . J uz .gzH j^z X yy 03 


MUUU^O X j4Ll.ljrX X 


PC 1QA 
EtO XoU 


o*fyox / 


17*31 TA'3 mA*3 7100&1 

X / o X . juo.gz4o^z xyyo x 


\/rAAA<<1 Q<Tl*TJA^ 


PC IRA 
Co ioU 


A<0<71 


1 7*3 1 T 1 A «V9A*3 79 AAO'3 

X / J X ,j 1 u.g2*J J_zzuuyj 


JYIUUU J 0 1 J DU.l^Uj 


PC ISA 
JZfO XoU 


AAAA'30 

wou^y 


17*31 XlAmA'X 99AlfiO 

X / o 1 . J i o.gz't <)^zzu X oy 


MUUU3DXjDU.L^uo 


PC IfiA 
X2rO XoU 


i;a7i;<a 

04Zd3U 


17^1 \M ttTA'X 99A9A^ 
X / o X . J X / .gZH J^ZZUZU3 


"M A A A A ^\ 1 '5 ^ P 'T-TA/^ 


PC IRA 
Co XoU 


^^7RA7 
/ou / 


17*31 T10o^A3 99A9'37 
xlDx.j Xy-gZ** J^ZZUZj / 


IVjfAAA^Al Q/iA'"Rl 1 


PC 1«A 
Xio XoU 


o*foyyo 


17*31 193 aaA^ 99A'3A1 
X X.JZJ,gZ'l'j_ZZUjUX 


A A A T5 /JFl .U Att 


PC 18A 
CO XoU 


AA10^7 

04xy^ / 


17*31 VAfi <»»A'3 99AA*3A 
X /O X .JVUO.gZ'l'J_ZZUUjU 


iViuuu30Xp /j>.ru/ 


PC IRA 
CO XoU 


04ooX X 


17^1iriAcr9A^ 99A1^R 
X / O X.rk.X*r.giZ*rO_ZZUX JO 


A>rAAA^/;i'^7R*T71 1 


PC IRA 
Co XoU 




1 7^3 1 "K" 1 S oyA'3 9901 7A 


A>f AAA^Al '?7P' AAl 


PC IRA 
CO lOv 




) 7^^ 1 K" 1 7 o7A% 990206 

X / X.^X / ,j^*TO^jSt^\JA\f\i 


XVlvUUJ O X J / w. JDU i 


P^ 1XA 

CO XOv 






M00056137CG02 


ES 180 


645367 


173 l.K20.gz43_220254 










M00056137D:H05 


ES 181 


648742 


1731.L02.gz43_219967 


M00056138A:B11 


ES 181 


458938 


1731.L04.gz43_219999 


M00056138B:F05 


ES181 


549691 


1731.L10.g243_220095 


M00056138D:G0g 


ES181 


651015 


1731.L17.gz43_220207 


M000S6139A:D12 


ES181 


647232 


1731.L20.gz43_220255 


M000S6139D:E0S 


ES181 


648341 


l731.M08.gz43_220064 
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ClonelD 


ESNo 


ClusterE) 


SequenceName 


M00056139D:H04 


ES 181 


514838 


173 1 .M10.gz43_220096 


M0005 614 OA: A07 


ES 181 


450049 


1731.Mll.g243_220112 


M00056140A:F12 


ES 181 


646581 


1731.M16.gz43_.220192 


M00056140B:G06 


ES 181 


649557 


173 1 .M22.g243_220288 


M00056140C:E04 


ES 181 


648721 


1 73 l.N01.gz43_2 19953 


M00056140D:G07 


ES 181 


649278 


1731.N07.gz43_220049 


M00056141C:C10 


ES 181 


650745 


1731.N13.gz43_220145 


M00056141CJI01 


ES 181 


470667 


1731.N16.gz43_220193 


M00056141C:H07 


ES 181 


644686 


1731.N17.g243_220209 


M00056141D:D09 


ES 181 


562755 


1731.N22.gz43_220289 


M00056141D:E08 


ES 181 


446164 


1731.N23.gz43_220305 


M00056i42A:F03 


ES 181 


648481 


1731.O01.gz43_219954 


M00056142B:D02 


ES 181 


650076 


1731.O06.gz43_220034 


M00056142C:A09 


ES 181 


452738 


1731.O10.gz43_220098 


M00056143A:H08 


ES 181 


419114 


173LO23.gz43J20306 


M00056144B:C01 


ES 181 


558377 


1731.P07.gz43_220051 


M00056144D:C05 


ES 181 


647949 


1731.P12.gz43_220131 


M00056146A:A09 


ES181 


550714 


1732A05.gz43„220388 


M00056146A:H09 


ES 181 


648667 


1732.A12.gz43_220500 


M00056146B:E05 


ES 181 


640634 


1732A14.gz43_220532 


M00056146D:D04 


ES 181 


488592 


1732.A20.gz43J20628 


M00056149C:A02 


ES 181 


465734 


1732.Cll.gz43_,220486 


M00056149C:B01 


ES 181 


459012 


1732.C12.gz43J20502 


M00056149C:E10 


ES 181 


650877 


1732.C16.gz43_220566 


M00056149D:F06 


ES 181 


639485 


1732.C22.gz43__220662 


M00056150A:E04 


ES 181 


650820 


1732.C24.gz43__220694 


M00056151A:E07 


ES 181 


463513 


1732.D16,gz43_220567 


M00056152A:B11 


ES 181 


605761 


1732.ElLgz43_220488 


M00056152A:D07 


ES 181 


461135 


1732.E13.gz43_220520 


M00056152C:G08 


ES 181 


651075 


1732.E20,gz43J20632 


M00056153A:G04 


ES 181 


644221 


1732.F07.gz43_220425 


M00056153A:H07 


ES181 


644801 


1732.F09.gz43_220457 


M00056153B:F11 


ES 181 


449882 


1732.F16.gz43_220569 


M00056154B:D02 


ES 181 


649443 


1732.G08.gz43_220442 


M00056154B:F11 


ES 181 


650249 


1732.G10.gz43_220474 


M00056155A:G09 


ES 181 


640162 


1732.G24.gz43_220698 


M00056155B:A02 


ES 181 


646323 


1732.H01.gz43_220331 


M00056157A:B11 


ES 181 


416624 


1732.108.gz43_220444 


M00056157B:A08 


ES 181 


642244 


1732J12.gz43_220508 


M00056157BM06 


ES181 


446184 


1732.114.gz43_220540 


M00056157C:E10 


ES181 


554581 


1732.119.gz43_220620 


M00056157D:C02 


ES181 


648930 


1732.121. gz43_220652 


M00056157D;H08 


ES 181 


646596 


1732J23.g243_220684 


M00056158C:D11 


ES181 


649482 


1732.J05.gz43_220397 
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V^lUIivXJL/ 


£*0 JNO 


i^iusieriLi 


ScquenceName 




1R1 


0JU70 / 


1 7'^9 106 rr-yA*^ OOAAT^ 
X /^Z.JUO.gZ'rJ^ZZvHi^ 


M0005615QAA08 


CrO XOX 


vHHO JO 




M000561 ^QA-FO^ 


P^ 1R1 
CO xox 




, i /^Z.410.g243__ZZu3/j 




p^ Ifti 

£rO xOX 




1717 T91 n-y4'5 77nA<;i 




P^ Tftl 




1717 T71 rt-yAl OOAi^ifi^ 




PC Iftl 
JDo xoX 


*fl*foZi 


1 717 IT AO rrvAl 77Ail^7 
i /JZ.JvUy.g24j_ZxU40A 




PC Ifti 

IZrO XOl 




1717 Vl^ ry»Al 77A^^ft 




PC Iftl 


DHDiUU 


1 717 V 1 rr-^Al 77A<I7A 


JVIUUU.J D 1 OUU. L^UO 


PC Ifil 


r/iooQI 

o^j/yyi 


1717 V7A <«>*A1 OOA/Caft 
A /JZ.J\ZU.gZ4.^_ZzL^D^O 


m J 0 1 0 i C .Ol/O 


PC 1Q1 
CiO loi 


/CCAO>I0 

ODW4o 


1 717 T 17 /»«.>I0 70AC11 

1 /32Xi2.gz43_22051i 


JVIUUU J O i D i V/. Jll u 


PC 1421 


4oo2o2 


1717 Tin ««*»>tl 77A<77 

1 /j2X13.gZ43_22U52/ 


MUvUDt) lOZA.oUt) 


Jbo xox 


wly #2 


1 /32.Liiy.gz43_22U623 


MUUU Do 1 DZA.L/Uy 


i^o loi 


04Vy4 / 


1 /32.L20.g243_22U63y 


MUUUjDlD^A.xiUy 


"CO 101 
M loX 


555634 


1*701 T 71 «te«./IO 01A^€< 

1 1s>IXmI 1 .g243 J220655 


MUUU^D J ozA:r 0 1 


"DC 101 


£0 A >l AA 

634409 


1 732X23 .gz43_2206o7 


M00050 1 62 A:Cj09 


£S 181 


584499 


1 732 .L24 .g243_220703 


Muu05 6 1 o2C:r 02 


J&S loi 


647412 


1 732.M07.gz43_220432 


JVLUUU30 Io2U.AU 1 


CO lol 


649782 


1732.M1 1 .g243Jc20496 


M000dol62D:D03 


MS lol 


650116 


1732.M 13.gz43 J22052o 


MUUUSo lo2D:UUo 


"DC 1 01 

hS 181 


380477 


ITO'l \jrii4 ^_>IO *^OACyl>l 

1 732 .Ml 4 .gz43 J220544 


IV^TAAAC/C 1 /CO A ."tJ 1 A 

JVIUUU^ o I o3 A: Jd i U 


biS 181 


/Cyl AOOO 
649883 


1*700 XyflT rv»>IO 10ACQ1 

1732,M1 /.gz43_2205y2 


IVAAAA^^I^A A .TJA1 


■DC 101 

JCfb 181 


224092 


1 707 XT7A e^^AI OOA<l/l 1 

1 /32.IN20.g243_220b41 




13C 101 

CO loi 


OjU534 


1707 rklO ^^ylO OOA^IA 
1 /32.U13.gZ4J_/Z05J0 




PC Iff! 


049D /o 


1717 ni< rrT/tl 77A<A7 

i /^Z.UiD.gZ4J_ZZ0DOZ 


TVyfAAA^/Cl /CT/^.UAiC 


PC Ifll 
CO loi 


414006 


1 707 Dl Q «*../ll 77Ain 1 

1 /32.rl8.gz43_220ol 1 


Kit AAA<iC1 iCQ A •f^txa 


bo lol 


558915 


17>I1 AAl 0^A1 'i'^A7AQ 

1/41 .AO 1 .g2943_2Z0/Uo 


X/rAAA<J^l ^Q/^' AO^ 


PC Iftl 

bo loi 


o4y /yj 


17il1 A AO r»«»j41 77A91<t 
i /4 i . AUy .g24^_ZZ\ioOO 


MUUUDol oyiJ. 1>/U2 


PC Ifti 

bo lol 


A<Q£OQ 

45o6o3 


17/!1 A71 «VT/11 771A7Q 
1/41 . A2 1 .gZ4 J_22 i UZo 


1V/f AAA</C1 /CQ/^'UA'7 


t7C 101 

bo lol 


45o0oJ 


17ii1 Tif\K r»'*/lO 77A770 
1/41 .XJU5 .gZ43_22U / /3 


muuujo 1 oyiJ. Auj 


PC Ifti 

bo loi 


555/ /I 


17/11 13A& rrrrA'i 77Afi7 1 

1 /4i.j3Uo.gZ4:>_ZZUoZi 


MAnA<\l^l AOT^'TkA*! 


PC Ifil 

bO ioi 


O4o / / / 


17A1 ni7 rr-yAl 77ASfi*? 
1 /4i .biZ.gZ4^_ZZUooD 


A^>fAAA<;#Cl /JOTi'lJA^ 


PC ifil 

bo ioi 


ACAOAA 


17A1 T21A r»*Al 77AOAO 

i f 4 1 .13 io.gz4j_zzuy4y 


iv/fAnn</^i 7nn<'RAo 
Muuuooi /Ui3.j>uy 


PC Ifti 
bo ioi 


04225O 


17A1 T)7A AvAl 771A77 
i /4i .I>Z4.g2S4^^ZZiU / / 


IVluUUjOJl I\)ti.\^\J'^ 


PC Iftl 
i^O ioi 


0Ux0Z4 


17A1 PA1 rr'rAl 77A7in 
i /4i , wU i .g24j_ZZU / iU 




PC ifil 

bo ioi 


394/ /2 


17A1 r*A/i r»<»>ll 77A7QA 
i /4 1 . C0O.gZ43_22O / 90 


iviuuuDO i / X A*riv 1 


PC Ifil 
bo ioi 


04O1 / J 


17A1 /^7n *wAl 77IA14 
1 /•! i .VZv.gZ^^^ZZ i V iH 




ES 181 




1 74 1 D02 P743 170727 


M00056172A:H06 


ES 181 


561747 


1741.D14.gz43_220919 


M00056172BA12 


ES 181 


648855 


1741.D15.gz43_220935 


M00056173D:C05 


ES181 


646699 


1741.B07.gz43_220808 


M00056174B:D02 


ES181 


646915 


1741.E14.gz43_220920 


M00056174B:E02 


ES181 


647086 


1741.E16.gz43_220952 


M000S6174B:E04 


ES ri 


640285 


I741.E17.g243_220968 


M00056174BH11 


ES181 


557010 


1741.E20.g243_221016 
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ClonelD 


ESNo 


ClusterED 


SequenceName 


M00056174C:F06 


ES18I 


479997 


1741.E24.gz43_221080 


M00056174C:H09 


ES181 


648063 


1741J04.g243_220761 


M00056175A:A06 


ES181 


453768 


1741.F10.gz43_220857 


M00056175A:C04 


ES181 


649136 


1741J'll.gz43_220873 


M00056175CA10 


ES181 


645288 


1741JI9.gz43_221001 


M00056175C:B11 


ES181 


650146 


I741.F20.gz43_221017 


M00056175D:A06 


ES181 


648820 


l741.F24.gz43_221081 


M00056175D:E05 


ES181 


649299 


1741.G03.g243_220746 


M00056176A:D06 


ES181 


593173 


1741.G07.gz43_220810 


M00056176B:B05 


ES181 


457272 


1741.G10.gz43_220858 


M00056176B:E10 


ES 181 


446289 


1741.G12.gz43_220890 


M00056176C-.B11 


ES 181 


648865 


1741.G14.gz43_220922 


M00056177A:C10 


ES 181 


140459 


1741.G19.gz43_221002 


M00056177A:D12 


ES181 


499690 


1741.G20.gz43_221018 


M00056177A:H01 


ES 181 


610986 


1741.G23.gz43_221066 


M00056177C:B08 


ES 181 


639996 


1741.H06.gz43_220795 


M00056178B:A07 


ES 181 


642557 


1741.H14.gz43_220923 


M00056178B:A11 


ES 181 


638730 


1741.H15.gz43_220939 


M00056178BJi08 


ES 181 


459923 


174im7.gz43_220971 


M00056178C:C02 


ESISI 


464778 


1741.H18.gz43_220987 


M0005617gC£12 


ES181 


584745 


1741Ja20.gz43_221019 


M00056178C:F02 


ES 181 


640922 


1741.H21.gz43_221035 


M00056179A:D12 • 


ES181 


379805 


1741.108.gz43_220828 


M00056179B:H12 


ES 181 


639886 


1741.114.gz43_220924 


M00056180B:A06 


ES181 


644053 


1741. 123 .gz43_221068 


M00056180B:D05 


ES181 


492982 


1741.J02.gz43_220733 


M00056180B:F11 


ES 181 


641193 


1741.J04.gz43_220765 


M00056180D:E06 


ES 181 


378694 


1741.J10.g243_220861 


M00056180D:F05 


ES 181 


449452 


1741.J12.gz43_220893 


M00056180D:G07 


ES 181 


183842 


1741.J14.gz43_220925 


M00056181A:B05 


ES 181 


471836 


1741.J16.gz43_220957 


M00056181A:E07 


ES181 


452729 


1741.J17.gz43_220973 


M00056181B:B02 


ES181 


640514 


1741.J19.gz43_221005 


M00056181B:D06 


ES181 


645521 


174U20.gz43_221021 


M000S6181B:E11 


ES181 


561793 


1741.J21.gz43_221037 


M000561glC:D02 


ES181 


645578 


1741.J22.g243_221053 


M00056182A:B04 


ES 181 


557353 


1741.K02.gz43_220734 


M00056182A:G11 


ES 181 


643206 


1741.K07.gz43_220814 


M00056I82B:G12 


ES181 


460506 


1741.K09.gz43_220846 


M00056182C:F08 


ES 181 


469409 


1741.K14.gz43_220926 


M00056182D:A07 


ES 181 


641525 


1741.K15.gz43_220942 


M00056183A:B09 


ES 181 


459974 


1741.K19.gz43_221006 


M00056183B:G11 


ES181 


561856 


1741.L04.gz43_220767 


M00056183C:F01 


Esm 


710362 


1741.L08.gz43_220831 
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CO INO 


OlusterlD 


SequenceName 




PC 1 ft! 


04zo4U 


T7/I1 T AO t^^A^ OlAQ/n 

1/41 .L»Uy .gz4^^//Uo4 / 




PC Ifil 

rSo loi 


o4y /u/ 


1 f41 .Jjl4.g24j_z2Uyz / 


MUUUjOIo^d.UUo 


lol 


4o34o/ 


1 '7>1 1 T 10 ^^A^ OIAAAI 

,1 74 1 .L 1 8 .gz43_22099 1 


MUuU3olo41>xiUo ( 


bd lol 


446987 


1 74 1 .L20.gz43_22 1 023 


MU0UJOlo4U:A0y 


nb 181 


047688 


lOfyll T AO ^ 40 AA1 ACf 

174 1 .L22.gz43_22 1055 


M00050 1840:003 


bS 181 


AA^C 

O50975 


l'7il1 X *%A ^ A*y AAlAO'ir 

1741.L24.g243_221087 


M00050 1 84C:C07 


Eb 181 


559349 


1 74 1 .MO 1 .gz43_220720 


Muu056 1 84C:£Uo 


£S 181 


642631 


1 74 1 .M04.gz43_220768 


M0u05o J 64C:rl03 


"CC 1 O 1 

ES 181 


^ it AA 

646309 


1 74 1 .M07 .g243_2208 1 6 


M000561 84D:D0o 


ES 181 


c c e ^ c c 

555655 


ITAI HAII AO OArtOOA 

1 74 1 .M 1 1 .gz43_220880 


"K iTAAACin .IDA^ 


ES 181 


639132 


1 1 XjTAO ^_A0 AAIA^A 

174 1 .M23 .gz43_22 1072 


M0005ol 85D:C01 


ES 181 


C9 A10 

553023 


1 74 1 .N07.g243_2208 1 7 


M00055185D;C06 


ES 181 


^il AAOC 

649085 


ITill XTAO ^_>IO AAAOOO 

1 74 1 .N08 .gz43 J220o33 


M0005ol85U:D06 


ES 181 


502683 


1 H>l 1 XTAA AO OOAOAA 

174 1 .N09.gz43_220849 


M0005 0 1 85D:G07 


ES 181 


649577 


1741 .N12.gz43_220897 


M0005ol86A:B09 


ES 181 


646581 


10A1 XTI A ^ AO 00/\AOA 

1741 .N14.g243_220929 


AifAAAf^l ©^"O.^A** 

M0005 6 1 86B:C03 


ES 181 


648491 


174 1 .N20»gz43_22 1025 


M0005 618 6B:H09 


ES 181 


^ A A O A1 

644801 


VTOA AO OO 1 AOA 

174 1 ,N24,gz43_22 1089 


H Mf\f\r\C £ 1 O^T^./^ Aif 

1yI0005618oD:G05 


ES 181 


649705 


ITAl /^A^ AO OOAOtO 

174 1 .007.gz43_2208 1 8 


M0005 0 1 87B :H02 


ES 181 


^ A A O 1 A 

644819 


lOAt 1 O AO 11/^OAO 

1741.O12.gz43_220898 


M00056188A:E05 


ES 181 


£ A tt\AC 

641945 


t^At /^0 1 AO OOlAilO 

174 1 .02 1 .gz43_22 1 042 


m00056188B:D04 


ES 181 


642164 


iOai inAi AO '^o/\^oo 

1 74 1 .PO 1 .gz43_220723 


M00056188B:E07 


ES 181 


648344 


1 74 1 .P04.g243_22077 1 


M00056l58B:E12 


ES 181 


Af^ A 

639520 


1741.P05.gz43_220787 


M00056188C:D02 


ES 181 


650188 


tlAI TtAO AO 00/\OOA* 

174 1 .P08,gz43_220835 


M00056188C:G06 


ES 181 


640443 


1 74 1 .P 1 1 .gz43_2208 83 


M00056188C:H04 


ES 181 


648665 


10A1 T%10 ^ AO OOAOAA 

1 74 1 .P 12.gz43_220899 


M00056189A:H09 


ES 181 


562152 


l^A^ T\ 1 A AO 00/\AAf 

174 1 .P 18 .gz43_220995 


M00056189B:A01 


ES 181 


465594 


^OAl T^tA^ A^ OO 1 A 1 1 

1741.P19.gz43_221011 


M00056191A:H04 


ES 181 


646499 


1 IT A O n A A AO OOllAl 

-1742.B04.gz43__221 141 


M00056191B:E08 


ES 181 


453762 


lOAO T»A0 AO OO 1 O AC 

1742.B08.gz43_221205 


M00056192A:D01 


ES 181 


645560 


1742.B19.g243J22136l 


X jTAAA/r^l A^ /^.T?1 n 

M00056195C:F12 


ES 181 


A A A 1 ^ 

644916 


1'7ylO TJtMl. ^»ylO 001 1 ^AT 

1742 .E06.gz43_22 1 176 


HiT AAA^^I A^r^.T^A'T 

M0005o 1 95D :D07 


ES 181 


649402 


1742.pl2.gz43_22 1272 


M0005ol 96C:B03 


T3CI lot 

ES 181 


397363 


1TAO ¥?AO ^—A^ OO 1 1 O A 

1 742.r03.gz43_22 1 129 


iTA AA£^ 1 t\^f^.r^ 1 O 

M00056196C:ul2 


ES 181 


^ A ocaa 

648590 


1 742 .r 09 .gz43_22 1 225 


XiTAAACiri AI^.UAl 

M00u5 0 1 97 C :xiO 1 


bo 181 


£>t A1 Al 

D4U101 


1 /4^.rZU.gz43_Z214Ul 




JDO XOl 1 


fi'^7'^R7 

O J IJOf 


1747 no 1 &7A% 771008 


M00056200D:D05 


ES 181 


452066 


1742.H21.gz43_221419 


M00036201C:C03 


ES ISl 


640913 


1742.108.gz43_221212 


M00056203D:F05 


ES181 


463168 


1742.J03.gz43_221133 


M00056203D:H03 


ES181 


570939 


1742.J04.gz43_221149 


M00056204A:BO« 


ES181 


456920 


1742.J05.gz43J21165 


M00056204A:C04 


ESiSl 


647991 


1742.J07.gz43_221197 
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1^1011611/ 


no INO 


UlusxeriLi 


SeQuenceName 






Of 0 iO'r 


1 /*tZ.Jlo.gZ*f3^ZZ13 /3 




Co lol 


OlDoUZ 


17A7 If 17 trwA'T. 77177ft 
^ /HZ.I\.lZ.gZ*rO^ZZIZ/o 




PC Ifil 




1 7A7 V 1 ^ ftvA^ 77 1 77#; 
1 / 4Z . JV 1 >7 .gZf^^ZZ 1 3ZO 


MUUUjoZU0I5»AIU 


Co lol 


D*f J 1 / / 


1 /*i'Z.i\.iy.gZH3__2Zi3yo 


MUUUjOzUoIJ.cUO 


"DO 1 Q 1 
CO lol 


ojyiDo 


1 747 T «y»/t^ 7711^^ 
1 /*f Z .CU3 ,gZ43_zZ 1133 


MUUU^OzUoiJrrU / 


CO lol 


4D^D4D 


1 747 T f\A (ytAQ 77 11^1 
1 /«lZ.L»U*»,gZ43_ZZ 1131 


X A A A C iO AT^ •'D A yl 


CO lol 


4400Z1 


1 /4zXl / .g243_ZZ1339 


M00u5o2UoJD:d0 


CO lol 


1 /zo43 


1 /4Z.iVl03.gZ43_zZl 130 


XiTAnAfi/CIAO/^. A 1 A 

M0003620oC:A10 


"CO lOl 

CO lol 




1 /4Z.MOO.g243_ZZl lo4 


\4'AAACiCOAOT\* All 


CC 1Q1 

CO lol 


043223 


1 747 \A^ 1 «v»47 77 1 7iC4 
1 /4Z.M1 1 .gZ43_zZ lZo4 










M00042346A:B04 


CO lo2 


448412 


1 TiCiC AAl >«*.AO OOilAAA 

17OO.A0 1 .gz43_z24099 


Ik iTAAA A'^'i A ^Ti.T\ 1 ^ 

M00042346B:D 12 


ES 182 


/t >l O yf A 1 

448491 


T7<C<C AA< «w»AO OA>lliC'3 

1 766. AOS .g243_2241o3 


M00042346C:(j12 


CO 182 


448892 


in/ZC AAOnr^/fO OA/fTT7 

i /oo.A0y,gz43_2z4zz/ 


» jrf\/\f\ A^ jIo^tx.^^a^ 


1 OA 

£S 182 


AO e^'^n 

485237 


1 CAT ^_AO AAillA^ 

1 766 .EO 1 .gz43_224 1 03 


Ik irAAA/l'>yl'^ O ^.UTAC 

M00042433C:H05 


CO 182 


/! '7*7 'TAT 

477797 


1 '7/CiC el's f^tvyf} '>'>>f'>Q^ 

1 /OO.Cl3.g243_ZZ4Z93 


M00042434B:F04 


T^C 1 OA 

ES 182 


A C AA A A 

450334 


1 CAA <w_A? AA>I>IAT 

1 766.E20.gz43__224407 


M00042437B:A11 


T7P 1 OA 

ES 182 


479131 


1'7iCiC /1A1 #b.*>l7 1A€ 

1 7oo.u0 1 .gz43_224 1 03 


M00042438C:H11 


T7C 1 OA 

ES 182 


451183 


1 766.Cj20.gz43_224409 


JtAAAA*^ Jl^ A A .T\AA 

M00042439A:Du9 


"DC 1 O 

CO 182 


A0 1 A an 
481437 


17^^ 'LIA'2 M>«>I7 OiyillQ 

1 / oo .ri03 .g243_ZZ4 1 3 o 


Ik t/\f\f\A^A^ 1 0.1?/\A 

M00042461 C:£09 


CO 182 


483219 


17XX ¥17 «*<»47 774700 
1 /00.113.g243_zZ4Zyy 


M00042462A:F12 


ES 182 


450212 


176o.ll9.gz43_224393 


M00042464A:F06 


■CO 1 OA 

ES 182 


451793 


1 766J2 1 .gz43_224428 


m me\f\f \ A^ A ^ A . A /' 

M00042464C:B06 


ES 182 


A A OAAO 

448098 


1 766.K04.gz43_224 137 


M00042470B:H1 1 


CO 182 


447377 


17oo.M2Z.gZ43_Z24447 


« Me\f\t\ A^C ^ f . A 1 A 

M00042515B:A10 


T7C 1 OA 

ES 182 


A A A 1 Ayf 

449104 


1 767. AO 1 .g243_224483 


M00042515D:B11 


rue 1 OA 

ES 182 


A yf AA 1 C 

449215 


ITiCT Af\A r*>*yl7 77/1 

1 /O / .A04.gZ43_ZZ433 1 


M00042515D:G01 


■CO 1 OA 

ES 182 


AC "i AOA 

451982 


1 /67.A03.gZ43_ZZ434/ 


m r f\/\r\C /TA A A'O .TN AA 

M00056209B:D02 


1 OA 

Eo 182 


r A'7ACA 

507050 


1 /4z.Miy.gz43_zzi3yz 


Tk XAAAtf ^A 1 A"0.0 1 1 

M00056210B:C11 


"CO 1 OA 

cS 182 


A AAA A1 

470801 


174Z.JN0y .gZ43_ZZ 1Z33 


jTA AAir ^A 1 A'D.'DAO 

M0005o210B:E03 


"DC 1 OA 

CO 182 


049334 


1 747 XT1 7 A'»4'^ 77 1781 
1 /4Z.INlZ.gZ43_ZZlZol 


M0005 62 1 OD :H05 


T^O 1 OA 

cS 182 


457539 


T7/IO XTl ^ /v.-r/lQ 771^70 

1 /4Z.INi3.gZ43jZZ13Zy 


Ik jfA A A^ /T A t 1 A ./"'AO 

M00056211A:C08 


"CO 1 OA 

cS 182 


048030 


1 7/17 XT1 Q «v»*/l7 771777 

174Z.JN lo.gZ43_ZZ13 / / 


M0005 62 1 2C: C09 


CC 1 OA 

cS 182 


if A A 1 1 O 

o421 lo 


17/17 "DAI rf'^A'X 7711117 
1 / 4Z ,r[) 1 .gZ43_ZZ 1 1 U / 


M00056213C:C01 


CO 1 OA 

Eo 182 


046273 


1 747 D1 Q «Y>y4^ 77 1 "^O^ 
1 /4Z.riy.gZ43_ZZ13y3 


M0005 62 1 3C:Cj1 1 


CO 182 


. 40041o 


' 1 747 'D74 <».»4^ 77147S 
1 / 4Z.JrZ4.gZ43_ZZ l*tiJ 


M0005o214B:rl03 


CO 182 


03ooU/ 


174Q AAft (*t4^ 771^ftR 
1 /43^Uo.gZ43_ZZlJoo 


i.Vl U vf V/*/ vJ^ 1 1 1-* .x\ vt 




499517 


1743A10cz43 221620 


M00056214D:F05 


ES182 


650975 


1743.A16.gz43_221716 


M00OS6216B:HO9 


ES182 


648953 


1743.B17.gz43_221733 


M00056217AJill 


ES 182 


648155 


1743.C04.gz43_221526 


M00056217B:A06 


ES 182 


650487 


1743.C05.gz43_221542 


M00056217B:G03 


ES 182 


562359 


1743.C09.gz43_221606 


M000S6217C:B12 


ES 182 


602324 


1743.Cl0.gz43_221622 
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ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00056217D:B07 


ES 182 


562625 


1743.C16.g243_221718 


M00056218AG11 


ES 182 


448780 


1743.C22.gz43_221814 


M00056218CC02 


ES 182 


648351 


1743.D05.gz43_221543 


M00056218DH06 


ES 182 


411603 


1743.D14.gz43_221687 


M00056220AH04 


ES 182 


644916 


1743.E16.gz43_221720 


M00056220BF11 


ES 182 


722253 


1743,F01.gz43_221481 


M0005fi222AE05 


ES 182 


570052 


1743.G1 l.gz43__221642 




ES 182 


574166 


1743G18ez43 221754 


M00056223AB11 


ES 182 


648989 


1743.G23.gz43_221834 


1 VJ. V/ W V*/ y iwX -//^ . V«/ 


ES 182 


442347 


1743.G24.gz43_221850 




FS 182 


574166 


1743 HOI az43 221483 


MOOO^ftOO^ A 1407 




64Q709 


1743 H03 C243 221515 




FS 189 


408428 


1743 HI 1 fiz43 221643 




FS 1R9 

EnJ XOZ 




1743H17cz43 221739 




FS 189 

CiO lOZ 


4^1470 


1743 H23 ffz43 221835 




PQ 1R9 

JDD XOZ 




1743 101 cz43 221484 


ivyrnnrk^oo^n* Ail 


IZ/O loz 


18^70 

UxOCJ f V 


1743 106 C243 221564 


IVIUUU JOZZ / 1 


PQ 1R9 

J2fD loz 


648777 


1743 J20 cz43 221789 


Xyrn nn^/;7 7 7n' An7 


PS 1S9 

CD iOZ 


S78718 

^ / O / X o 


1743 K04 ez43 221534 




FS 1R9 
Co iOZ 


447892 


1743K09sz43 221614 


TV>fOnO^^;77ftP''R04 


PS 1X9 

CiO lOZ 




1743K24ez43 221854 


Mn00^ft990PF0S 


FS 189 


33738 


1743 L16 cz43 221727 


000^/^9 "5 1 R'FOI 
lVlUUU30ZJlD,JCrVl 


FS 189 

CO IOZ 


64Q'?51 

JnJ X 


1743 Mil fiz43 221648 

X # ~ »^ « A »X X X » jt»XJ~ 1^ X»X»XVt** 


A^nnn^^9'59R' Ai i 


FS 189 

CO lOZ 


451487 

•t*' xto # 


1743 M21 ez43 221808 

X » »^TXiX» X »^X*~»* ^X*XWW 


IVIU U U J O Z 0 ZI> . V.^ vft 


FS 189 


649030 


1743M23.ttz43 221840 


Mono^/;9^9rF0^> 


FS 189 

CO iOXr 


649272 


1743N04gz43 221537 


M000SA9'^9n'P08 


FS 182 


502413 


1743N09ez43 221617 


lV/inOOA^9'^^A*P19 

iVi U U OZO ^/\* W i z 


ES 182 

JCrO xO^ 


648816 

w~0 VX w 


1 743.022.gz43_22 1 826 


M0005fi9^6A"G12 


ES 182 


706245 


1743.P07.gz43_221587 




ES 182 


636876 


1743.P09.g243_221619 


M000S^%9'^7R'n04 


ES 182 


703978 


1744A06fiz43 221940 


Moons67^7r-ro5 


ES 182 


470292 


1744A10.g243_222004 


M000^A9'^SA*An^ 
JVJ.U UU J DZ J oA^U J 


FS 182 


707483 


1744.A19.g243 222148 


Mooosfi9'^8r'n 1 


ES 182 


649042 


1 744 .BO 8 .gz43_22 1 973 


M000S^9^QA*n06 


ES 182 


648159 


1744.B 14.gz43_222069 


M000SA940P-P0ft 


ES 182 

JUrO XO^ 


649396 


1744.C10.gz43 222006 


\4000^A9A0n'1407 


FS 189 


447272 


1744C15fiz43 222086 


M00056242D:A02 


ES 182 


648989 


1744.E04.gz43_221912 


M00056243C:G10 


ES182 


651073 


1744.E22.gz43_222200 


M00056244A:A01 


ES 182 


650463 


1744.F03.gz43_221897 


M00056244A:B01 


ES 182 


650549 


1744.F04.gz43_221913 


M00056245A:D11 


ES 182 


650463 


1744.F24.g243_222233. 


M00056246A:E01 


ES182 


637387 


1744.G17.gz43_222122 


M00056246C:G07 


ES182 


419255 


1744Ji08.gz43_221979 
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Eb No 


ClusterlD 


SequenceName 




"CO 1 oi 

bb lo2 


549178 


1744Jl09.gz43_221995 




ISC 1 oo 

Eb lo2 


16298] 


1 744.H1 7.gz43_222 123 


MUUUJ0z4/A.rU/ ( 


£S 182 


457221 


1 744.H1 8.gz43_222 139 


MUUU30Z*t /O.V^l X 


bo lo2 


6500U 


^^AA VT^f A^ nOAvAM 

1744.H2 1 ,gz43_2221 87 


iv)fn/ir\</co/ift A .171 1 


ES 182 


650919 


1744.124.g243_222236 


MUUUjOZ4yA:rlU7 


ES 182 


645872 


1744J02.gz43_221885 




ES 182 


506719 


1744J03.gz43_221901 


XyTAAA-C^C^/l Q/^.TTAiC 


ES 182 


650860 


1744J10.g243_222013 


AyTAAA^/CKA/^* A AO 


ES 182 


A AO A/' 1 

408961 


1744.K04.gz43_221918 


Aif AAA^^O^Ar'.T^A^ 


"CC 1 

bS loz 


650661 


1744.K07.gz43_221966 


A>rAAA^iCO< 1 C A 10 


ES 182 


643327 


1 744 .Kl 4.gz43_222078 


X >I A A AC iCO < m • 13 AT 


ES 182 


452646 


1744.K15.g243_222094 


XJTAAACiOe 1 f^»\Ji\A 

MU00DO23 lC:riu4 


ES 182 


586794 


1744.K24.gz43_222238 


HVTAAACiOCO A .t?l 

M00U3o253A:rl2 


£S 182 


648996 


1 744.M08 .g243_22 1 984 


M00U5d253B:H04 


ES 182 


639119 


1744.M14.gz43_222080 


X Jf A A AC ^ 'I ^ • A 


ES 182 


703217 


1744.M1 8.gz43_222144 


Ik iTAAAC^OfOT^./^Ail 

M0005o253D .G04 


ES 182 


641874 


1744.M23.g243J222224 


M0005 6254A:F04 


ES 182 


651051 


1744.N02.gz43_221889 


M0003o254D:C04 


£S 182 


451361 


1744.N09.gz43_222001 


M00056255B:F09 


ES 182 


559324 


1744.N18.gz43_222145 


M00056255C:C04 


ES 182 


645472 


1744.N20.gz43_222177 


* K i\/\r\ e ^ f\ f ^ A 

M00056256A:C02 


ES 182 


645271 


1744.001. gz43_,221874 


M00056256C:D12 


ES 182 


643944 


1744.O17.gz43_222130 


M00056258 A:A1 1 


ES 182 


464091 


1744 J 19.gz43_222 1 63 


M000562S8A:E10 


ES 182 


610269 


1744.P23,gz43_222227 


M0005 625 8C:D07 


ES 182 


633594 


1753 .A05 .gz43_222308 


M00056258D:H0o 


ES 182 


648590 


1753.A12.g243_222420 


XifAAAf ^OCAA .T?AO 

M0005 6259A.E08 


ES 182 


555021 


1 /V^A A ^09 AAA^#\A 

1753.A17.gz43_222500 


M0005d259C:E03 


ES 182 


459914 


1753.A24.g243_222612 


X iTAAAC ^'^^ A/^.T?1 1 

M00U5o2o0C:El 1 


ES 182 


460245 


1 753 .B 1 4 .gz43_222453 


M0005 6260C:FU8 


ES 182 


552839 


1753.B17.gz43_222501 


X jTAAAC^O/:' 1 A.T?!'^ 

M00056261A:F12 


ES 182 


645271 


1753 .C03 .gz43_222278 


X ;f AAAiT^n^'^ A .TJAT 

M0005o262A:B07 


ES 182 


647897 


1753,C18.gz43_222518 


X ilAAAC^O^'^T^.'DAO 

MU005o262B:B08 


ES 182 


403111 


1753.C23.g243_222598 


M0005o2o2D :B 1 1 


ES 182 


A A 

446572 


1753.D04.gz43JZ22295 


Mu0u5 o262D:Cj08 


ES 182 


648534 


1 753 .D06.g243__222327 


X >f AAA^r^'^^'5 A .T\AO 

M0005o2d3A:D08 


ES 182 


649262 


1753.D10.gz43_222391 








I'T^'S "ni7 OO'^^A'J 


M00OS6264A:GOS 


ES182 


650679 


1753.E03.gz43_222280 


M00056264B:C03 


ES182 


648063 


1753.E06.gz43_222328 


M00056265A:E01 


ES 182 


646609 


1753.E15.g243_222472 


M00056267D:B09 


ES 182 


562173 


1753.G15.gz43_222474 


M00056268D:G07 


ES 182 


639520 


1753JI12.gz43_222427 


M000S6269D:H01 


ES182 


639003 


1753.103.gz43_222284 
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ClonelD 


ES No- 


ClusterlD 


SequenceName 


M00056270A:B09 


es 182 


647828 


1753J06.gz43_222332 


M00056270B:F02 


ES 182 


557857 


1753J12.gz43_222428 


M00056271A:G04 


ES 182 


466894 


1753,I24.gz43_222620 


M00056271C:C06 


ES 182 


528162 


1753J04.gz43_222301 


M00056272D:C03 


ES 182 


642812 


1753J22.gz43_222589 


M00056273A:A07 


ES 182 


642200 


1753.K02.g243_222270 


M00056274D:E08 


ES 182 


476380 


1753.L06.gz43_222335 


M00056276A:D05 


ES 182 


■ 580179 


1753.M10.gz43_222400 


M00056276A:F05 


ES 182 


648442 


1753.M14.gz43_222464 


M00056276D:B12 


ES 182 


507066 


1 753 .M 17.gz43_2225 12 


M00056277B:G05 


ES 182 


648609 


1753.N05.g243 222321 


M00056279B:G06 


ES 182 


649592 


1753.O18.gz43_,222530 


M00056280B:E09 


ES 182 


649349 


1753 .P 1 3.gz43_22245 1 


M00056280D:C06 


ES 182 


509202 


1753.P23.gz43__222611 


M00056284C:A11 


ES 182 


556497 


1754,C23.gz43_222982 


M00056285B:B01 


ES 182 


647839 


1754.D07.gz43_222727 


M00056286A:A12 


ES 182 


644829 


1754.D20.gz43_222935 


M00056286B:A04 


ES 182 


559857 


1754.D24.gz43_^222999 


M00056286C:H08 


ES 182 


554276 


1 754.E 1 0.gz43_^222776 


M00056287C:H08 


ES 182 


647462 


1754.E21 .gz43_222952 


M00056288A:E12 


ES 182 


446732 


1754.E23 .gz43_222984 


M00056288D:D03 


ES 182 


647759 


l754FIl.ez43 222793 


M000562895:E05 


ES 182 


555998 


1754,F20.gz43_222937 


M00056289B:F09 


ES 182 


648524 


1 754.F2 1 .gz43_222953 


M00056291B:G01 


ES 182 


646060 


1754.H12.gz43_22281 1 


M00056291C:C11 


ES 182 


598471 


1754.H19.gz43_222923 


M00056292D:C06 


ES 182 


644862 


1754.107.gz43_222732 


M00056293B:F02 


ES 182 


449882 


1754,119.gz43_222924 


M00056294B:G06 


ES 182 


419801 


1754J20.g243_222941 


M00056295C:F12 


ES 182 


492587 


1754.K07.g243_222734 


M00056296A:A07 


ES 182 


646387 


1754,K12.g243_222814 


M00056297D:B10 


ES 182 


467709 


1754.L23.g243__222991 


M00056298A:H02 


ES 182 


651057 


1754.M07.g243_,222736 


M00056298B:F10 


ES 182 


639804 


1754.M12.g243_222816 


M00056298D:G01 


ES 182 


462865 


1754.M22.g243_222976 


M00056299C:F06 


ES 182 


643984 


1754.N10.g243_222785 


M00056299D:A02 


ES 182 


462986 


1754.N12.g243_222817 


M00056300A:E06 


ES 182 


485480 


1754.N22.g243_222977 


M00056300B:An 


ES 182 


651115 


1754.N24.gz43J23009 


M00056301C:H08 


ES 182 


645844 


1754.022.g243_222978 


M00056302D:E12 


ES182 


644836 


1754.P22.g243_222979 


M00056303A:B03 


ES182 


462398 


1754.P23,gz43„222995 


M00056304A:H04 


ES 182 


467364 


1755.A17.gz43_223268 


M00056304B:C05 


ES182 


648683 


1755A18.gz43_223284 
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CloneE) 


ES No 


WlUdLvlXX^ 


ocquciicciNanic 


M00056304C:C03 


ES 182 


645073 


1755 A7'^ oy4'^ 77?'^^4 


M00056305A:A02 


ES 182 


52426 


1755 B06 a743 77300? 


M00056305B:F09 


ES 182 


644880 


1755 Bl 4^74? 77?771 


M00056305D:C05 


ES 182 


463595 


1755B70ar4? 77??17 


M00056305D:E08 


ES 182 


641681 


1755 R77 &74? 79??40 


M00056307A:F07 


ES 182 


644660 


17^S DOS cr74'^ 97'^n70 


M00O56307D:GO2 


ES 182 


642145 


1755ni7a74? 77^771 


M00056308A:C01 


ES 182 


650639 


17S5n7n&T4? 77?? 10 


M00056308C'C12 


ES 182 


46Q802 


17^S F17 o»4? 77? 107 


M00056310A'C10 


E^ 182 


5<7nS7 


17^^ PI'? 77174n 


M00056310B-E06 


E9 182 




17S^ T777 (V74^ ^O^^^^O 


M00056311C-G06 


ES 182 




17^S r*ll4 o74^ 77^nAA 


M00056313A-B06 


E9 182 






M00056319A'A11 


ES 182 

x^O XO^ 


635067 


1755 Til »'74? 77?lftn 


M00056320C-E08 


ES 182 




1 7^^ VOfi 074'^ 77^ 1 09 


M00056520DF07 


FS 187 


M77ftn 


1 /jJ.rklU.gZ4j__zZJlD0 


M00056323A-C09 


ES 182 


647051 


17SS IfTl? 074'; 99'5914 


M00056323AG03 


FS 182 


560105 
joy xyj 


17^S Iflf 074*^ 99?94i; 


M00056323A-H05 

1 ^X\J\J Ww/ Ua/ ^ 


ES 182 

M^iJ XO^ 


55040*^ 


17^^ 1^1^ rr74'? 99*59A9 




FS 187 
CO xo^ 


0^73 / O 


17^^ MOft 074') 99^5 


M00056328B-F07 


FS 187 


444777 


17^^ Ml A 074? 97?7/;4 




FS 187 


4471 7A 


17^^ A>riO 0-74^ 99^^19 


M00056329C-B09 


ES 182 


647748 


17^5 MO^ 074? 97?n»0 


M00056330B-C02 


ES 182 


4^7075 


17SS "M14 <i-74? 99?7^^ 


M00056333AE09 


ES 182 


460070 


1 755 nnO 074? 97? 1 <*4 


M00056333C-D08 


FS 182 


446570 


1755 (17? 074? 99?'^7» 
X /•?J.\/Z0,gZ4J_ZZJ0 /O 


M00056338BB08 


ES 182 


606170 

Wv\/1^7 


17S5P74&74? 77??05 










M0004275 IB-CO? 

i.TX\/\/w^^ # XJl^*^^w r 


ES 183 

X^O XtJ^ 


1 70760 

X /7 / Uv 


1767 A 07 074? 994570 


M0004275 1DD03 


ES 183 


4407 1 S 


1 7^7 A 1 4 o74'5 994*';0 1 
I fx) i .Ai*f.gZT'j__ZZ*r07 X 


M0004275 1 D'FOO 


FS 18? 
Juts xo*y 




1 7A7 A 1 A rr74^ 9947911 
1 / O / .A 1 0.gZn J_ZZ*f / Z^ 


M0004275 1 D*G06 


FS 183 


4854*^1 


1 7^7 AIR 074? 99475 < 


M00042751D'G09 

i TAX/ W^A« i J X XJ 


ES 183 


485441 


17^7A1Q&74? 994771 


M00042752A-B04 


ES 183 


440775 


1767 A90 074? 994787 


M00042753B*r08 


ES 183 


480060 


1 767 B 1 ? 074? 774^7A 
1 l%j 9 ,alD .gZ*r j^ZZH-O / O 


M00042753C-G12 


ES 183 


485183 


1 767 Til 0 0^4? 07 Alio 


M00042753D'A12 


ES 183 


479061 


1 767 B70 <>74? 774788 


M00042753D:H11 


ES 183 


449746 


1767.B23.gz43_224836 


M00042754B:G02 


ES 183 


485512 


1767.C02.gz43_224501 


M00042755A:D09 


ES, 183 


481614 


1767.C06.gz43_224565 


M00042755A:H04 


ES1S3 


485880 


1767.C10.g243_224629 


M00042755B:D01 


ES183 


481594 


1767.C12.gz43_224661 


M00042755B:D09 


ES183 


449399 


1767.C13.gz43_224677 


M00042755BJI04 


ES183 


485882 


1767.C16.gz43_224725 



760 



BNSOOCtD: <WO_0214500A2J_> 



wo 02/14500 



PCT/USOl/25840 



Table 13 



CIoneE) 


ESNo 
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SequenceName 


M00042755B:H11 


ES183 


485907 


1767.C17.g243_224741 


M00042755C:A10 


ES 183 


452104 


1767.C19.gz43_224773 


M00042756B:B01 


ES 183 


284586 


1767.D03.g243_224518 


M00042757A:H07 


ES 183 


449076 


1767.D15.gz43_224710 


M00042758B:C06 


ES 183 


448325 


1767.D23.gz43_224838 


M00042758B:G04 


ES 183 


476876 


1767.D24.gz43_224854 


M00042760A:G12 


ES183 


477098 


1767.E15.gz43_224711 


M00042760B:E12 


ES183 


453024 


1767E18.gz43_224759 


M00042760C:F10 


ES183 


476438 


1767.E22.gz43_224823 


M00042761B:C11 


ES183 


473592 


1767.F04.gz43_224536 


M00042761B:E05 


ES 183 


475562 


1767.F08.g243_224600 


M00042761C:GI1 


ES 183 


477521 


1767.F12.gz43_224664 


M00042761D:D12 


ES 183 


474580 


1767.F17.gz43_224744 


M00042762A:G02 


ES 183 


455143 


1767.F22.g243_224824 


M00042763B:A03 


ES 183 


470801 


1767.G09.gz43_224617 


M00042764A:F12 


ES183 


448801 


1767.G22.gz43_224825 


M00042764B.B10 


ES 183 


453606 


1767.H01.gz43_224490 


M00042764B:G10 


ES183 


448865 


1767.H04.gz43_224538 


M00042764C:B10 


ES 183 


448251 


1767.H05.gz43_224554 


M00042766A:D07 


ES 183 


128749 


1767.104.gz43_224539 


M00042766B:G11 


ES 183 


484633 


1767J08.gz43_224603 


M00042766D:C05 


ES 183 


45.0551 


1767.114.gz43_224699 


M00042767A:B10 


ES 183 


479880 


1767.118.gz43_224763 


M00042767B:E10 


ES183 


482868 


1767.121.gz43_224811 


M00042767B:G04 


ES183 


484964 


1767.122.gz43_224827 


M00042767B:G09 


ES183 


484987 


1767.123 .gz43_224843 


M00042767D:D02 


ES183 


449437 


1767.J05.gz43_224556 


M00042768A:H09 


ES 183 


486452 


1767.J09.gz43_224620 


M00042768B.F02 


ES183 


456513 


1767.Jll.g243_224652 


M00042768C:E06 


ES 183 


482486 


1767.J15.gz43_224716 


M00042769B:E12 


ES 183 


482876 


1767.K05.gz43_224557 


M00042769C:B01 


ES 183 


479851 


1767.K08.gz43_224605 


M00042769C:B06 


ES 183 


479868 


1767.K09.gz43_224621 


M00042770A:D02 


ES183 


449438 


1767.K15.gz43_224717 


M00042771B;G05 


ES 183 


485073 


1767.L12.gz43_224670 


M00042771D:F02 


ES 183 


449592 


1767.L16.gz43_224734 


M00042772C:C12 


ES 183 


447218 


1767.L20.g243_224798 


M00042773A:G07 


ES 183 


485086 


1767.M02.gz43_224511 


M00042773A:H11 


ES183 


449689 


1767.M03.gz43_224527 


M00042773B:H08 


ES183 


486547 


1767.M06.gz43_224575 


M00042774B:C01 


ES 183 


481057 


1767.M14.gz43_224703 


M00042774C:B09 


ES 183 


449261 


1767.M16.gz43_224735 


M00042775B:C09 


ES 183 


480703 


1767.N04.gz43_224544 


M00042776D:D01 


ES 183 


448152 


1767JJ17.gz43_224752 
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E5?No 

X^O xWJ 






M00042776D:G10 


ES 183 


4773Q9 


1767^18 0^4^ 994768 


M00042777A:B10 


ES 183 


472119 

~ / X x^ 


1767 N20 ©743 994800 


M00042777B;B05 


ES 183 


472101 


1767 O02 ar43 994513 


M00042777B:H02 


ES 183 


449015 


1767 O03 0743 994599 


M00042778A:C04 


ES 183 


473433 


1767 Oil 0743 994657 


M00042778A:G07 


ES 183 


477387 

•t / i JO f 


1767 ni9 0^4'^ 994^7*^ 


M00042778B:B07 


ES 183 


. 448260 


1 767 0 1 5 074"^ 99479 1 


M00042778DF11 


ES 183 


475797 


1767 093 0^4^^ 994840 


M00042779AB04 


ES 183 


472425 


1767 094ar43 994865 


M00042779DD04 


ES 183 


453385 


1767 PI 5 <r7^^ 99A799 


M00042779D'E06 


ES 183 


474823 


1 767 PI 7 o^A'K lOAl^A 


M00042780AH05 


ES 183 


t i 1 1 mJ 1 


1767P94&r4'? 994866 


M00042809D'C12 


ES 183 


fi40735 


1777 A93 0^4'^ 9^9100 


M00042809D'G09 


ES 183 


^57375 


1777R01 0^4 951848 


M00042811A'A01 


ES 183 

X^O X o.^ 




1777 R9'^ 0^4'^ 9^99nn 


M00042811CB06 


ES 183 


^37506 


1 777 r'O'^ ot4'^ 9^1»R1 


M00042812BC01 


ES 183 


4S6703 


1777^11 ovA^ 959000 




FS 18^ 

J^O xo^ 




1777 Fll <V74'3 9^9011 




FS 18'^ 


*tHO Izfj 


1777 Fl^ tfrA"^ O^OfiA'i 


M000458 1 6 A*rOQ 


F9 18^ 




1 777 P 1 7 ft<941 9^91 07 


M0004? 8 1 6 A 004 


F^ 18"^ 




1777 P91 »74^ 9<7171 


M000478 1 fiR-rOR 


F^ 18"^ 


xOZ 


1777 FO*? n74'2 9^1 ftft/f 




F^ 18^ 

JDO lOJ 


7975 1 7 


1 777 /^O^ (T74'^ 9^1017 


M000478 1 Qr-Hn7 


FS 18^^ 


^0718 
/ lo 


1777 lJri4 CT-^o 7^7n/>9 

1 / / / .ni*f.gz*f j_z3ZU0Z 




FS XK^ 




1777 T17 o'rd'^ 9^9111 


M00042824A*C02 


ES 183 


59034 


1 777 K"05 ff'74'^ 9^ 1 09 1 
i / / / .IVU J ,gZ*t J__Z J i i/Z X 




FS 18^ 


440958 


1 777 1 7 c»'y4'5 9^911^ 


IVXV/WT^OibOXy *0X X 


ES 183 

£rii9 XOJ 


479400 


1 777 MOO o'tAT, 1 Q«7 


M000428'^l A'F17 


FS 18^? 

XJO X o.^ 


484907 


1 777 >J 1 8 f>'z4'^ 9^91'39 
1 / / / .INlo.gZT^^^ZJZlJZ 


M0004283 1 DGOfi 

iyx\/vv*T^o^ xx</»vj\/U 


FS 183 


484^AQ 


1777 001 074'^ 9^1«A1 


M00042833C-G05 


FS 183 


485090 


1777 018 otA'^ 959 1^*5 


M00042835D-C04 


ES 183 


450883 


1777 PI 0 0^43 959150 


M00042836A-B12 


FS 1 83 

X^O X O J 


480997 


1777 P94 or43 9599*^0 


M00042836DC07 


ES 183 


449291 


1778 All a743 995411 


V100042838A-E02 


ES 183 


4751 1 1 

*r / J X X X 


1778 R09 0^43 995968 


M00042839BF05 


ES 183 


475942 


1778B23&r43 995604 


M00042839DF02 


ES 183 


476256 


1778 r07 ^743 295349 


M00042840B:F08 


ES 183 


452202 


1778.C12.g243 225429 


M00042840C:B12 


ES183 


447517 


1778.C14,gz43_225461 


M00042841B:H05 


ES183 


450673 


1778.C18.gz43_225525 


M00042841D:G10 


ES183 


446657 


1778.C23.gz43_225605 


M00042842A:B04 


ES183 


472307 


1778.C24.gz43_225621 


M00042842A:B12 


ES183 


448233 


1778.D0I.gz43_225254 


M00042842C:H11 


ES183 


477555 


1778.D12.gz43_225430 
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M00042843A:E07 


ES 183 


474597 


1778.D18.g243J25526 


M00042843B:F05 


ES 183 


453856 


1778.D22.g243_225590 


M00042844A:D02 


ES 183 


447983 


1778.E07.g243J25351 


M00042844C:B03 


ES 183 


448230 


1778.E12.g243_225431 


M00042844C:C12 


ES 183 


448383 


1778.E14.g243__225463 


M00042844D:H02 


ES 183 


477593 


L778.E18.g243J25527 


M00042845A:B05 


ES 183 


448104 


1778.E19.g243_225543 


M00042845CA09 


ES 183 


447983 


1778.F03.gz43_225288 


M00042846C:D09 


ES 183 


639991 


1778.F23.gz43_225608 


M00042847AF04 


ES 183 


727875 


1 778.G1 0.gz43_225401 


M00042848DG12 


ES 183 


448029 


1778.H06.gz43_225338 


M00042849B'G06 


ES 183 


485029 


1778.H12.gz43_225434 


M00042850A'B1I 


ES 183 


404603 


1778.H20.gz43_225562 


M00042850CC10 


ES 183 


646583 


1778.106.gz43_225339 


M00042851A'B08 


ES 183 


449273 


1778.11 Lgz43_225419 


M00042851A*E11 


ES 183 


483274 


1778.112.gz43_225435 


M00042851DB08 


ES 183 


452990 


1778.118.gz43_225531 


M00042852BC06 


ES 183 


480900 


1 778 . J04.gz43_225308 


M00042852D'G07 


ES 183 


485480 


1778J10cz43 225404 


M00042853A-G03 


ES 183 


644190 


1778J12cz43 225436 


M00042854ABil 


ES 183 


551811 


1778.K04.gz43_225309 


M00042854A-D05 


ES 183 


725641 


1778.K07,gz43_225357 


M00042854B-F05 


ES 183 


725266 


1778.K12.gz43_225437 


M00042854D-A05 


ES 183 


482071 


1778.K16.g243_225501 




ES 183 


485841 


1778.L05.gz43__225326 


M00042855CG11 


ES 183 


484789 


1778L08ez43 225374 


M0004285 5D- Al 2 

iVXW V"** VJ—* >/X^>XXX*< 


ES 183 


449110 


1778.L09.gz43_225390 




ES 183 


480005 


1778 L12 0243 225438 


M00042855D'D06 

iVX W v'T*' Vb^*i'XX«Xi' W 


ES 183 


456737 


1778 L14.£Ez43 225470 


M00042857CG04 


ES 183 


449652 


1778.M1 l.gz43J225423 


M00042857CG05 


ES 183 


484841 


1778.M12.gz43_225439 


M00042858AlA08 


ES 183 


479084 


1778.M14.gz43_225471 


M00042859B-D06 


ES 183 


449403 


1778.N02.g243_225280 


M00042859DD12 


ES 183 


481664 


1778.N1 1 .g243_225424 


M00042860AC01 


ES 183 


480641 


1778.N12.g243_225440 


M00042860AH04 


ES 183 


485924 


1778.N16.g243_225504 


M00042860C:E02 


ES183 


483066 


1778.N23.g243J25616 


M00042860D:F02 


ES183 


449604 


1778.O02.gz43J25281 


M00042860D:F05 


ES183 


484091 


1778.O03^243_225297 


M00042860D:H10 


ES183 


449751 


1778.O06.g243J25345 


M00042861A:F04 


ES183 


451368 


1778.O09.g243J25393 


M00042861C:C03 


ES 183 


481319 


1778.013.gz43_225457 


M00042861C:F07 


ES 183 


484468 


1778.015.gz43J25489 


M00042861D:D09 


ES183 


449407 


1778.018.g2543_225537 
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M00042862A:C01 


ES 183 


480640 


1778.023 .g243_225617 


M00042862C:E02 


ES 183 


449521 


1778.P09.g243_225394 


M00056352D:B04 


ES 183 


559486 


1 780. A05 .gz43_226083 


M00056352D:H02 


ES 183 


594994 


1780.A10.g243_226163 


M00056353C:E12 


ES 183 


736210 


1780.B04.g243_226068 


M00056353D:D10 


ES 183 


731925 


1780 .B 1 1 .g243_226 1 80 


M00056355A:C10 


ES 183 


463966 


1780.C10.gz43_226165 


M00056355B:D02 


ES 183 


557029 


1780.C16.gz43_226261 


M00056355C:A05 


ES 183 


553951 


1780.C18.g243_226293 


M00056355DlA05 


ES 183 


727129 


1780.D07.gz43_226118 


M00056355D:B08 


ES 183 


468467 


1780.D09.gz43JZ26150 


M00056355D:G04 


ES 183 


727235 


1780.Dll,gz43_226182 


M00056356CJI07 


ES 183 


732150 


1780.E02.gz43_226039 


M00056357A:C08 


ES 183 


551167 


1780.E10.gz43_226167 


M00056357C:C06 


ES183 


724039 


1780.E23.gz43_226375 


M00056358A:A10 


ES 183 


723859 


1780.F10.gz43_226168 


M00056358A:G05 


ES183 


734150 


1780.F12.g243_226200 


M00056358D:A06 


ES 183 


465697 


1780.F22.gz43_,226360 


M00056359A:C08 


ES183 


623978 


1780.G05.gz43_226089 


M00056359A:F06 


ES 183 


416326 


1780.G06.g243_226105 


M00056360A:D11 


ES 183 


561719 


1780,H08.gz43_226138 


M00056360B:D09 


ES 183 


52^981 


1780.H12.gz43_226202 


M00056360C:A03 


ES 183 


723869 


1780.H14.gz43_226234 


M00056360C:B01 


ES 183 


480005 


1780.H15.gz43_226250 


M00056360D:H10 


ES183 


732144 


1780.H23.gz43_226378 


M00056361A:C01 


ES 183 


733806 


1780.101 .g243_226027 


M00056361A:H06 


ES 183 


600856 


1780.105 .gz43_226091 


M00056361B:E02 


ES183 


471646 


1780.110,gz43_226171 


M00056361C:C06 


ES183 


135364 


1780.112.gz43_226203 


M00056362C:C02 


ES 183 


511606 


1780.J12.gz43__226204 


M00056363A:C06 


ES 183 


724907 


1780.K02.gz43_226045 


M00056363A:B10 


ES183 


364334 


1780.K05.gz43_226093 


M00056363C:C12 


ES 183 


552891 


1780.K14.gz43_226237 


M00056363D:H03 


ES 183 


728774 


1780.K22.gz43_226365 


M00056364A:B04 


ES 183 


724792 


1780.L02.gz43_226046 


M00056364C:B01 


ES 183 


503862 


1 780,L08 .gz43_226 142 


M00056364CJI08 


ES 183 


588959 


1780.L15.gz43Ji26254 


M00056364D:C05 


"CO 1 Q1 






M00056365B:G10 


ES183 


480924 


1780.Mll.gz43_226191 


M00056366B:A11 


ES 183 


449242 


1780.N05.gz43_226096 


M00056367C:D06 


ES183 


560859 


1780.O07.gz43_226129 


M00056367C:H05 


ES 183 


642558 


1780.O12.gz43_226209 


M00056368A:C11 


ES183 


456535 


1780.O20.gz43_226337 


M00056368B:H09 


ES183 


661194 


• 1780J05.gz43_226098 
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CO iNO 




ScquenceName 
















17ftrt Pn7 fwAQ 77/ClOA 
1 /oU.rU/.gZ43_220lJU 




PQ IftA 




l^QADII ir,^A1 

1 /oU.rl I,gz43_220iy4 




PC 




1 /oU.l:'14.gz43_22o242 


IVIUU VJ^O^ 0 y/v . vJUO 


PC IRA 


/20^07 


l7CAP7O**«A0 00/i^7A 

1 /oU.rz2,gz43^22o3 /U 


7V>f D on ^ '5 A OP -TJ^l "3 


PC >S4 


/JOwl 


170D A AO .iMilO 77i£A9C 

I /oy^u3.gZ43_22o435 




PC Ift/l 


/34040 


1 /o9.oU2.g243_Z2o4zU 


TV A n n A ^ 7 HP ♦tJATf 
MUUUDOj /UJtJ.IlU/ 


PC 1 QA 




non t^AA M.AO OO/IA/ltO 

1789.B04.gz43_22o452 








1789.B08.g243_2265 16 








1769.B1 l.gz43_22o564 


TV/f AAA^<t'5'71 T^.'CA'? 


t7C 1 QA 


/34y43 


1789.C12.gz43_22o581 


MUUUjOj iJX^XAjK} 


PC lO/f 

CfO io4 


/2j3oy 


1789.D04.gz43_22o454 


MU005o373D:uO 1 


bb lo4 


725381 


1 TO A T7AA ^ AO TI^CT^ 

1789.E09;gz43_226535 


MU005o374L:uUo 


1 Oil 


487079 


1 TO A T'A^ ._AO TT^A AA 

1789.F03.gz43_226440 


MU005o375A:Dl 1 


Eh Io4 


TO if O if O 

734348 


1789.F1 l.g243_226568 


MU0056375D:D 12 


£S 184 


724257 


1789.G01.gz43_226409 


M0005637oA:C10 


13CI 1 Oil 

ES 184 


649411 


1 TO A ^^AA >iO TT^f OT 

1789.G09.gz43_226537 


A jrr\AA£ /r*^ A .^ai 

M0005 6377A:C0 1 


ES 184 


460284 


1 7 89.H03 ,gz43_226442 


X * AA/\C /"O AA1 


ES 184 


724694 


1789.H12,gz43_226586 


Mu005 6377D:F05 


ES 184 


725274 


ITOA TAO ilO '^O^il >I1 

1789.103 ,gz43_226443 


M0u05o376CEl0 


ES 184 


T>OAAO 

729993 


1789. 109. gz43_226539 


XilAAAC^'^OO A . A 1 ^ 

JV1U0U5 o3 o2A: A 1 2 


"CO 1 Oil 

ES 184 


723972 


1 TO A TIT ,«^AO TT^COO 

1789J12.gz43_226588 


MU005o3o2L:Bl 1 


CC 1 Oil 

ES 184 


£ AO A Al 

503491 


ITOA VAO .-^AO TT^AAf 

1789.K03 .g243 J226445 


M00u5o3o2L:r 1 1 


trc 1 0il 
ES lo4 


TO 1 CAO 

731542 


1 Ton X^AC M*A^ TTiCATT 

1789.K05.g243_226477 


MUUUJ03o3x>:rUo 


ES io4 


725321 


1 TOO T AA 4M*A0 TTit>l£0 

1 789.JU04.g243_22o4o2 


H >r A A A< iCO 0 ^ 1^ */r!AO 

MU0(}5d3o3J5:(jUo 


CC 1 O/f 

ES 184 


725448 


1 TOA T AiC AP.AO TT/:A0A 

1 789.L06.gz43_226494 


■k * A A A < ^ O 0 O .T? 

M00056363C:E07 


"DC 1 Oil 

ES 184 


£ A ATAA 

549790 


ITOA T AT ^_AO TTZTfi 1 A 

1789.L07.gz43_226510 


x j| A A A€ ^ O O ^ .UA>I 


CC 1 o^ 

ES 184 


ATAO A^ 

474346 


ITOAkiTAI ^»A0 TTiTAIC 

1 789.M0I .g243_22641 5 


MUu03o3o4D:AU4 


ES 184 


186372 


'iTOnXAAT #»P*AO T'>ilA01 

1789.M02.gz43_22643 1 


M0u03 o3 o5 A. AV)7 


"CO 1 Q A 

ES lo4 


727523 


ITOAXAIA ....AO TT£C4A 

1789.M10.gz43_226559 


X/TAAAJC/COO/C A •'CAQ 


PO 10/ 

ES lo4 


/2od3o 


ITOAXTm #*r*AO 77iCAliC 

1 /o9.rvUl.gZ43_22041O 


TV/TAAAC /lO O/C A ."CAA 

Ml)UUDD360A:rvJy 


CC 1 Oil 

ES lo4 


/z43ol5 


17oy.NUZ.gz43_2Zo432 


MU00jo3odA:QjU 1 


PC 1 OA 

ES 184 


r AQC 

553035 


1 TOA XTA'3 f^mwA'i 'i'^£.AAQ 

1789.W03.gz43_2Z6448 


1i>rAAAC/:0 O/ZD* A A7 


PC 1 O/l 

ES lo4 


452oUo 


1 7o 9.iV Uo .gz43_ZZo4yo 


XiTAAACiCQQXia* All 


ES lo4 


/3U00U 


1 7 oy :X>I U / .gZ43_zZ03 IZ 


M0005o3ooB:D07 


IDC 1 QA 

ES 184 


Af AAI 0 

459918 


ITOA XT1 A M.««A^ T^^C^A 

1789.N 1 0.gz43_2263o0 


X /TA A A£ iTO (^iTD . CAO 


PC 1QA 

ES lo4 


o234Uo 


1 70A XT1 7 *»^A5 77iK07 

1 /oy.lVlZ.gZ43_ZZo5yZ 








1780 011 0^4^^ 976577 


M00OS6388BA05 


ES 184 


475682 


1789.P01.gz43_226418 


M00056388B:B03 


ES 184 


724009 


1789.P03.gz43_226450 


M00056389B:H03 


ES184 


729637 


1790.A10.gz43_226931 


M00056389D:F01 


ES184 


495712 


1790.A17.gz43_227043 


M00056390B-.E10 


ES 184 


725165 


1790.B08.gz43_226900 


M00OS639OC:BOg 


ES184 


556769 


1790.Bll.gz43_226948 
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O wlj U VAU^«Vi^ ClUIw 


M00056390C:C04 


ES 184 


724914 


1790B12ez43 226964 


M00056391C-H12 


ES 184 


727150 


1790 C14 ez43 226997 


M00056391DE06 , 


ES 184 


457508 


1790ri8ez43 227061 


M00056392AD11 


ES 184 


477296 


i79on9ff243 Til an 


M00056392A-F06 


ES 184 


448817 


1790r20ez43 227093 




ES 1S4 


426797 


1790D07oz43 226886 




ES 184 


7291 11 

/ x. X X 


1790n08ez43 226902 


M00056393AF01 


ES 184 


549480 


1790 Dll 0243 226950 


M000563Q3A*G06 


ES 184 


614463 


1790D12ffz43 226966 


M00056393DA09 


ES 184 


558794 


1790D21ff743 227110 


M0005630^Dri^ 


ES 184 


11 8514 

X X 0«/ XT 


1790D24oz43 227158 


M000563Q4R*n 1 


FS 184 


503173 


1790F14P743 226999 


1 VI U J U J J' *+ JL> , VJ V J 


F^ 1J^4 


725454 


1 790 F1 9 a743 22707Q 


M0OOS6'^Q4rT)07 

IVl vV/V/ J VI a? 3'*tV>.JL/\/ / 


FS 184 


640158 


1790 F01 &743 226792 




F<5 184 


523364 


1700F23oz43 227144 




F^ 1S4 


732821 


17Q0F24&743 227160 




F^ 184 




1 7Q0 008 09:43 226005 




FQ 1R4 


47/108 1 


1700 01 2 0^4^^ 221^060 




FQ Ifid 




1 700 ni 6 0-74'^ 2270^*^ 


iviui/u^ 70JL/ .nu 1 


FQ 15M 




1700H05o74'^ 226858 


Mnftft^f^'^07P' ACQ 


FS 1R4 

JDO lot 


5150^^8 


1 700 HI 7 074'^ 227050 






724851 


1700 T1 1 0-74'^ 22/^055 
X /yW.XX X .^L*rD_/»L\jyjJ 




IRA 




1700 T74 0-74 2271^'^ 


iYiuuu«>ooyoi-./.jjiu 


FQ 184 


795005 


1700 102 <r7d'\ 22A812 


\yf nnn^ OOP •n/^o 


FQ 

X^O XoH 


448758 


1 700 T1 5 ofA'^ 227020 




FQ ISd 
Ho lot 


^S6268 


1700 1^04 0743 226845 




FC 18il 

Ho XOH 


726404 


1 700 K 1 0 0743 226041 




F^ 184 

HO XO*T 


72545 1 


1700K16o743 227037 




F^ 184 

I^O 1 ot 


447222 


1 700 K24 P743 227 1 65 




F^ 184 

£rO XO*T 


47Q851 


1790 1 03 0743 226830 

X 1 y\f»Aj\JJ ,^£tTwJ ^£»\J%JmJ\J 




FS 184 


72QQ50 


1790L12cz43 226974 




F^ 184 


7352S4 


1790L15o743 227022 


M000S6402BD07 


ES 184 


641576 


1790M06bz43 


1 Vi V W U «/ vl*T w . JJ V 7 


ES 184 


649591 


1790M07ez43 226895 




ES 184 


483008 


1790M09o743 116921 


M00n^6407n- A0 1 


ES 184 


724714 


1790M10cz43 226943 




ES 184 


197839 


1790 Mil ez43 226959 


M00056403A:E09 


ES 184 


417549 


1790.M18.gz43_227071 


M00056403B:D09 


ESI84 


468467 


1790.M23.gz43_227151 


M00056403B:G12 


ES184 


729779 


1790.M24.gz43_227167 


M00056403C:F02 


ES184 


481077 


1790.N03.gz43_226832 


M00056403C:F03 


ES184 


724411 


1790.N04.gz43_226848 


M00056403CJ'12 


ES184 


640261 


1790.N05.gz43_226864 


MOOOS6404A:G03 


ES184 


640756 


1790.N12.gz43_226976 
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ESNo 


ClusterlD 


SeaueQceNamfi 


M00056404B:B06 


ES 184 


188309 


1790.N14.gz43_227008 


M00056404C:C12 


ES 184 


733643 


1790.N22 C243 227136 


M00056404D:G03 


ES 184 


562769 


1790.002 cz43 226817 


M00056405C-C12 


ES 184 


724078 


1790 Oil Bz43 226961 


M00056405CH04 


ES 184 


449228 


1790 013 cz43 226993 


M00056405DE05 


ES 184 


730948 


1790 017 Bz43 227057 




ES 184 


726411 


1790O20ffz43 227105 


M00056406AE01 


ES 184 


728454 


1790 023 cz43 227153 


M00056406B-C05 


ES 184 


456577 


1790P03cz43 226834 


M00056406C-D09 


ES 184 


543323 


1790P10ez43 226946 


M00056406C*F12 


ES 184 


423420 


1790P13ffz43 226994 


M0005 6407 A*D 1 0 


ES 184 


483147 

TO./ X"T / 


1790 P15 ffz43 227026 


M0QQ56407A-G03 


ES 184 

XJtJ xo^ 


729809 


1790P16fiz43 227042 

X i^\f»X XV/>^^^*^ J»tm 1 \J~^ 


M00056409A-C03 


ES 184 


641687 


1790 P21 ez43 227122 


M00056409A-D03 


ES 184 


470462 


1790 P23 2243 227154 


M00056400 A -006 


ES 184 


727633 


1790 P24 ffz43 227170 

X / 7\/»X f X 1 V 




ES 184 


729784 


1791 A03 ffz43 227203 


M00056409B-E07 


ES 184 


734253 


1791 A05 cz43 227235 




ES 184 


711493 


1791 A06 cz43 227251 


M000564 1 0 A- A04 


ES 184 


640744 


1791A19ez43 227459 




RS 184 


641383 


1791 A23 ffz43 227523 


M000564 1 On*H03 




49703 


1791 B14 az43 227380 


M000S64n AH06 


ES 184 


5^8049 


1791 B 17 ffz43 ITIAl^ 

X 1 ^ X *XJ X 1 »^£^mf 1 ^AtV 


IVXV/v'V/.^vl'T X XXJ*X^V/X 


ES 184 

X^d X 


703978 


1791 B19 cz43 227460 


Mn00564 1 2BB08 


ES 184 


724773 


1791 C22 C243 227509 




RS 184 

CrO lot 


641637 


1791 D1 8 0743 227446 


Mnno^fi4nrB06 

iVlv/vv/*/ V*T X «7 1^ .X? V/V/ 


ES 184 

XwO XO"T 


723951 


1791 D24 ez43 227542 


iVX VVW^ VI*T X ^ v« >xxvo 


ES 184 


729899 


1791 El 8 ffz43 227447 

X # 7X»X^XO»Ja<<«^«/ » " » / 




ES 184 

Xrfh9 X W"T 


475797 


1791 FOl ttz43 227176 


IVXVvV/.^ X«^X^.X.9 X V 


ES 184 


402471 


1791F03ez43 227208 


M00056416BB11 

XtXW/V/«' V~ X vrXJ.X.^ X X 


ES 184 


648170 


1791 GOl 2243 227177 


iVX V/ V V ./ VT^ X VXJ • ^ V ✓ 


ES 184 


456544 


1791 G02 cz43 227193 


M00056416BH01 


ES 184 


727090 


1791 G04 cz43 227225 


M00056416DC08 


ES 184 


729199 


1791 G12 e243 227353 


M000564 1 6D'D 12 


ES 184 


435349 


1791 G13 ez43 227369 


M00056416D-H10 

iTX\/W«>'%/~X VX^aXXXV 


ES 184 


728986 


1791.G1 8,gz43_227449 


M00056417A:E08 


ES184 


733484 


1791.G23.gz43_227529 


M00056417B:D05 


ES184 


642170 


1791.H05.gz43_227242 


M00056417C:G10 


ES 184 


725408 


1791.HI4.gz43_227386 


M00056417D:G09 


ES 184 


725407 


1791Ji20.gz43_227482 


M00056418A:G01 


ES 184 


729579 


1791JC4.gz43_227546 


M00056418A:G09 


ES 184 


472684 


1791.101.gz43_227179 


M00056419A:F08 


ES184 


542957 


1791.107.gz43^227276 


M00056419D:D02 


ES184 


728440 


1791J24.g?43_227548 
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PlnnpTn 




LlusterlD 


SequenceName 


M00n^641 QD-G04 

IVXvU V*' VI*T 1 71.>/ .VJV/*T 




HJ^ /02 


1 /y 1 .K03 .gz43_2272 1 3 




Co lot 




T7Q1 l/'AA t^AI '^'^TOOA 

,1 /yi.K04.gz43_227229 




PC IftA 


iZo/4iJ 


1 /yl.K05.gz43_227245 


iviu u u J 0** z u A. nu y 


PC IftA 
JDd lo4 


O4io4o 


l^Al VAT ^_ii'9 nnnnnn 

1791 .K07.gz43_227277 




PC MIA 


'7'2 1 O AA 


inAi 1 A -^_ii^ nnnnn^ 

1 79 1 .Kl 0 .g243_227325 




PC 1&A 
tto lo4 


480377 


1791 .K12.g243_227357 


M UU o*f z U . JbU o 


X7C 1 9A 

M lo4 


736507 


1 79 1 .K2 1 .g243_227501 


A/rnnn<^/ionrfc» a no 
MU U Ir ^ D4Z U JJ . AUy 


bis lo4 


562581 


1791.K23.gz43_227533 


JVlUUUDD*fzlA.r Iz 


CC 1QA ■ 

iia lo4 


646146 


1 79 1 .L05 .g243_227246 


MUUUj04zlv/.xiUo 


trc 1 OA 
hb lo4 


562137 


1 nAi Til iin 

1791X1 l.gz43_227342 


IVlUUU304z 1 c:xi iz 


"DC 1 OA 

Jbo lo4 


730178 


1 79 1 .L12.g243_227358 


MUUUDo4zlC:rlUl 


"CO 1 OA 

ES lo4 


500253 


1791.L14.gz43_227390 


MUUUDd4/zA:U Xz 


CO 1 OA 

cS lo4 


nn n/\ i /\ 

737019 


1791 .L22.gz43_2275 1 8 


M0uU3 6422 A:F 07 


T?C1 1 Oil 

£S 184 


498194 


1791 .L24.gz43_227550 


\>f AAACiC/JOTD. A AO 

m0005o4zzB:A0o 


ES 184 


511149 


1 79 1 .M03 .gz43__2272 15 


Ail AAA<£/l'>TD./^ 1 

M0005 o422l5:C 1 2 


CO 1 o>i 

ES 184 


nnno it f 

727845 


1791 .M04.g243_22723 1 


M0UU5o422C:B10 


1 Oil 

ES 184 


474965 


1791 .M15.gz43_227407 


M0uU^o4zzJLi:lJlU 


T?0 1 Oyl 

ES 184 


non Aon 

732987 


179 1 .M22.g243 J2275 19 


■K/TAAAC/C/nOlD. A 1 O 

MUUujo4zir5:Alz 


T7C 1 OvI 

ES 184 


650437 


1 79 1 .N06.gz43_227264 


MUUU J o4z J L/, VJrU J 


t?0 1QA 

hb 184 


644723 


1791 .N14.gz43_227392 


A >r A A A < <C /I O 0 . IJ A 


ES Io4 


/TCI Ad 

651053 


1 79 1 .N 1 5 .gz43_227408 


\ iTA AACiC/1 0 0 TV.'D A^ 


ES 184 


724024 


1 79 1 .Nl 7.gz43_227440 


\>rAAA<<i A OOTfc.'m A 


CO 1 o>i 

ES 184 


noo 1 n ii 

288134 


1 79 LN24.gz43_227552 


Ik A A A A4I A 1 ^ •UTAT 


T30 1 OA 

ES 184 


477718 


1791 .002 .g243_227201 


Mu005o424A:F05 


T?0 1 O >l 

ES 184 


733490 


H M<% 4 A A ^ M MAMA AM 

1791 .008.gz43_227297 


M0005d424A:F 12 


T?C 1 Oil 

ES 184 




1791.O09.gz43_227313 


Ayf AAA<iCAOAO. All 

MUUU3o4z4i> 1 


CO "iOA 

ES 184 


736893 


1 f Y ^ ^^M«^MM 

1791.013.gz43_227377 


MUUU!)04z4CJd iU 


CC 1 OA 

ES 184 


nnf ii AO 

725408 


1791 .019.gz43_227473 


IVAAAA^/iAOAr^.CAO 

IVlUUU3o4z4C:r U2 


CO 1 QA 

ES 184 


f f f O f A 

555359 


1 79 1 .02 1 .g243_227505 


I >f A A A < /! O /I ."LJ A /I 

MUUU5o4z4C:riU4 


CO 1 Oil 

dS 184 


437450 


179 1 .024.g243_227553 


A AA A A < /1 1 /f Tk. AO 

JVlUUU5o4z4JLi:CUo 


CO 1 Oil 

dS 184 


736632 


1 79 1 .P05 .g243_227250 


AAAAAfiXAOAT^.O 1 O 

MUUU5o4z4Li:Clz 


CO 1 Oyl 

ES 184 


674574 


1791.P06.gz43_227266 


A A A A A < A < D . "D A1 


CO 1 o>i 

,dS 184 


nn'5 A^n 

723963 


in/^i n't ^ A ^ ^^M^Mrt 

179 1 .P 1 3 .g243_227378 


1 A A A A ^ /C yf O Cr\ . A O 


CO 1 OA 

ES 184 


nn /innA 

724220 




A A A A A < iC A OCr^ .UA 1 


CC 1 OA 

ES 184 


726768 


inAi nnn nnn;Cma 

1791 .P23.gz43_227538 


M0005o42oB:Cj12 


CO lOil 

ES 184 


. 731158 


1792A09.gz43_227695 


AAAAA^/CATiCr^./^AC 

MUuUjo4zoC:vj05 


CO 1 OA 

BS 184 


452981 


Y nAn A t 1 4 0 nnnnn#v 

1792.A1 1 .gz43_227727 




CO 10*r 




I lzfJ,*J\^ 1 .gZ4 J_ZZ /OO / 


M00056428A:F10 


ES 184 


592186 


1792.B09.gz43_227696 


M00056428B:B01 


ES 184 


710362 


1792.Bll.gz43_227728 


M00056429D:E02 


ES 184 


480005 


1792.Cll.gz43_227729 


M00056432A:A01 


ES 184 


556115 


1792.D06.gz43_227650 


M00056432A:C08 


ES 184 


472073 


1792.D08.gz43_227682 


M00056433B:A09 


ES 184 


724400 


1792.E03.gz43_227603 
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Cpni iPnoip'NIsiTnp 


M00056433D:A09 


ES 184 


554398 


1792E12cz43 227747 


M00056433DD08 


ES 184 


570928 


1792 F14 cz43 277779 


M00056434C*B01 


ES 184 


734287 


1792 F06 ffz43 121^51 


M00056435BE06 


ES 184 


455972 


1792F20fiz43 271^76 


M00056435C'D04 


ES 184 


492089 


1792 F22 ^243 777908 


M00056476CE05 


ES 184 


725238 


1792 GIO 074*^ 227717 


M00056476DH11 


ES 184 


647375 


1792G16az43 227813 


M00056477AB11 


ES 184 


. 736751 


1792G17fi243 227829 


M00056477CG09 


ES 184 . 


725454 


1792H12&743 277750 




Xdri9 lOH 


• 795584 

/Z%/ JOH 


1707 107 074'^ 777671 






770584 


17Q7 117 ar43 777751 




F$s 1R4 


M5476 


1 707 105 0743 




FQ IRA 

C^O iOH 


4894/\1 
HOZHOi 


1707 1^07 c»'y4'^ 77750*^ 


vrnnn^^dsi A*Pn7 


FQ 1514 


/.?HOHD 


1707 K'lO fyy4'^ 777865 
1 /7^.Jvl7.gZHj_ZZ /oOj 




xio loH 






IVXu v/U J OH . c>vy 


PQ ISd 
x2rO xOH 


HJJ / X J 


1 707 T 7n n"7'4'5 777R87 


jviuuu^ OH oZ0 .nuz 




HOO/yj 


1707 I 77 n-74Q 777014 
X / 7Z . JLiZZ .gZH;>_ZZ /7 IH 










iviuuujo*to^/\.r lu 




4S7/il52 
HJZOlo 


1707 MHO «'74^ 777707 


IVIU \JU J OH- O J D .HUH 


PC 

X^O iOJ 


7741 R^ 


1707 IV/fl*^ oTdl 777771 


iVlVJuU JOHO jD.P UH 


PQ IRS 


774^Qfl 


1707 M\d otA.'X 777787 
1 / yjL ,iVl IH .gZH^_Z,Z / / 0 / 


IVl UUU J 0 H O 3 V_/ . U O 


PC 1 8S 


/ZHlOJ 


1 707 M7n fy74'? 77788'^ 


iVlUUv-JOHO JJLy.rV/V 


PC li^S 

x^O 10^ 


7*^0787 


1 707 M74 0743 777047 


iVXvvUJQHOHD.JLl i 


FC IRS 


77571ft 


1707 lsI17 otA*\ OOll^fk 
X 1 yz,,vi iz*gzHO_zz / / <JO 


lYlvUU JOH0HJL/.I1/ V 1 


FC IftS 

CO XOJ 


^75700 


1707 "M18 074'^ 777857 

1 / 7Z .1^ 1 0 »gZHO^ZZ / OJZ, 


Mn00S64.84T)-GOR 

IVXv V Vr.^ \J*T 0*T J-/ . VJvfO 


IRS 




1707N71 1X743 777000 




x^o 1.0^ 


451404 


1 797 O04 ff743 777629 


M000S64J^6A-r 1 2 


ES 185 


4772Q6 


1707 01 6 az43 227821 


1 VI V \J v/ u 'T 0 VJIJ . VJ 


EC 185 

X,/0 XOi.^ 




17Q2P01 frz43 777582 




ES 185 


717745 


1 7Q7 P05 oz43 777646 


M00056486DA17 


ES 185 

Xrf^ xo^ 


775006 


1797 P07 ez43 777678 




ES 185 


727948 


1 792 P 1 0 ffz43 227726 


M00056487A*riO 


ES 185 


471931 

•t f X7 J X 


1792 PI 1 ffz43 227742 

X / 7i&*X X X Lttm f 1 *TZ> 


M00056487AD01 


ES 185 


467687 


1 702 P 1 2 oz43 2211 ^f^ 


M00056487A'F05 


ES 185 


725348 


1 707 PI 7 oz43 777838 




FS 185 




' 1801 A04 e743 227999 


M00056487C;E04 


ES 185 


449291 


1801.A05.g243_228015 


M00056488B;E04 


ES185 


462266 


1801.B03.g243_227984 


M000564886:G10 


ES185 


725434 


1801.B05.gz43_228016 


M00056488B1}04 


ES18S 


429191 


1801.B06.gz43_228032 


M00056491B:B09 


ES I8S 


733006 


1801.D01.g243_227954 


M000S6491B:EO2 


ES18S 


447785 


1801.D02.g243_227970 


M000S6491B:GOS 


ES18S 


472485 


1801.D04.gz43_228002 


M000S6491B:G08 


ES18S 


446191 


1801.D05.gz43_228018 
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M00056492BD06 


ES 185 


446928 


180LE04.g243_228003 


M00056495A-A07 


ES 185 


447658 


1801.G03.g243__227989 


M00056495AC02 


ES 185 


460690 


1801.G05.gz43_228021 


M00056496DB12 


ES 185 


733151 


1801.101.gz43_227959 


M00056496DG03 


ES 185 


649202 


1801.105.g243_228023 


M00056497C-D05 


ES 185 


734261 


1801.J01.gz43_227960 


M00056497C-E01 


ES 185 


523753 


1801.J02.gz43_227976 


M00056497DC1 1 


ES 185 


611604 


1801J05.gz43J28024 




ES 185 


514142 


1801.K0Lgz43_227961 




ES 185 


635951 


1801.K03.g243_227993 


A4n0056499AB10 


ES 185 


447002 


1801.K05.gz43_228025 


M00056500A-G12 


ES 185 


635951 


180LL05.gz43_228026 


M00056501BB09 


ES 185 


471232 


1801.M01.gz43_227963 


MOOOS6^01BC07 


ES 185 


451383 


1801.M02.gz43_227979 


MOOOSfiSOlB-Gl 1 


ES 185 


640116 


1801.O06.gz43_228045 




ES 185 


732598 


1801.P04.g243_228014 


IVl V V vr J U V*tXJ . VrffV/w 


ES 185 


736665 


1801.P05.gz43J28030 




ES 185 


727410 


1813.A13.gz43_229679 


IVlV/Uv-JO.? OO V^.I^Wa. 


ES 185 


454560 


1813.B14.gz43_229696 




ES 185 


548893 


1 8 13 .C22.gz43_229825 


\A(\C\C\^fA10 A • AHA 


ES 185 


736194 


1813.E06.gz43_229571 




FS 185 


458186 


1813 .E22.gz43_229827 




F^ 185 

X^O X OJ 


554557 


1813 .F20.gz43_229796 


Mnnn^A^TAA'AHA 


FS 185 

X^W X OJ 


734043 


1 8 13.H05.g243_229558 




F^ 185 


475757 


1813.H08.gz43_229606 




FS 185 


513540 


18 13.H22.gz43_229830 


Mnnns^S77A-Fi o 


ES 185 


508210 


1813.106.gz43_229575 


L\1\J\J\JJ\JJ / 1 UmikVO 


ES 185 


733664 


1813.120.gz43_229799 




ES 185 


725759 


1813.122.gz43_229831 




ES 185 


729281 


- 1813J10.gz43_229640 


Mnoo5 8 1 n* AOS 


ES 185 


465446 


1813.L13,gz43_229690 


iVl Vl/ t/*/ O ^ • i^w «/ 


ES 185 


511351 


1813.M13.gz43_^229691 




ES 185 


733970 


1813.N10.gz43__229644 




ES 185 


727260 


1813.O07.gz43_229597 


IVxv vU JUJ O VO.X-' X U 


ES 185 


461062 


1813.024.gz43_229869 


Mn005665 1 DF06 


ES 185 


730897 


1816.A24.gz43_231007 




ES 185 


736325 


1816.B20.gz43_230944 


M00056632C:H08 


ES 185 


726494 


1816.B22.gz43^230976 


M00056632D:E02 


ES 185 


727944 


1816.B24.gz43_231008 


M00056633D:E05 


ES185 


726104 


1816.C19.g243_230929 


M00056634A:C06 . 


ES185 


736778 


1816.C21.gz43_230961 


M00056634A:G11 


ES 185 


726448 


1816.C23.gz43_230993 


M00056636C:H05 


ES 185 


482868 


1816.E19.gz43_230931 


M00056636D:F03 


ES18S 


559684 


1816.E21.gz43_230963 
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bo iod 


047oUo 


lol6.E24.g243J231011 






500233 


1 Ol iC /^OA **F,/f '2 0QAQ/10 

loIo.\j20.gz43_23U949 


M00U5ooiyA:r 1 1 


ES 15 J 


A 1 mi 1 
419711 


1 0 16.lj22.gz43_2iU9ol 


MOOOj 663 y A :ri 1 2 


Ea 185 


215249 


1 0 1 6.Cj23 .gz43_23 U997 


M0005o64UC:L0l 


ES lo5 


196279 


1 0 1 6.xl2 1 .gz43_23096o 


IV KI\I\I\S£.£.A 1 ^.^5/\A 

M00056641C:u09 


ES .185 


727332 


1 8 1 6 .119 .gz43_230935 


M00056642D:C05 


T^O 1 Of 

ES 185 


^O 1 o 

726818 


1816 . J20 .gz43_230952 


M00056644C:B03 


ES 185 


727078 


18 16.K19.gz43_230937 


M0005oo45D:E06 


T^O 1 Of 

ES 185 


1 AO 

727108 


181 6.L1 9.gz43_230938 


M0005o645D:E08 


ES 185 


727110 


lOliTTOA AO n AAf yl 

1816 .L20 .gz43_23 0954 


M00056645D:G01 


ES 185 


659700 


18 16.L22.gz43_230986 


M00056646A:B01 


ES 185 


733375 


loi^r^ii ^ O'5'fAio 

1816.L24.gz43_231018 


M00056646D:E03 


ES 185 


724083 


y O 1 ^ Ik, A^ OO AAf f 

1 8 16.M20.gz43_230955 


M00056646D:F07 


ES 185 


735392 


181 6.M22.g243_230987 


M00056647A:F06 


ES 185 


t\.< 

730596 


1 O t Ik A A'i 1 Al A 

1816.M24.gz43_231019 


M00056648A:H05 


ES 185 


481930 


1 O t ^ A A*^ f\^f\t\Af\ 

18 16.N19.gz43_230940 


M00056648B:C08 


ES 185 


724565 


18 16.N20.gz43_230956 


M00056648B:E09 


ES 185 




1816 .N2 3 .gz43_23 1 004 


M00056650A:E01 


T^fl 1 Of 

ES 185 


207530 


1816.O20.gz43_230957 


M00056650B:C11 


ES 185 


inn 5 


loi^ >i •^'^iAAf 

181 6.023 ,gz43_23 1 005 


M00056651B:E12 


ES 185 


731966 


181 6.P23 .gz43_23 1006 


M00056652B:E09 


ES 185 


728936 


1825.A14,gz43_231231 


M00056653P:E07 . 


ES 185 


462409 


1 O^f T\ t A /I <>01^1A 

1825.B19.gz43_231312 


M00056653D:F07 


ES 185 


nry r\jt *tr\ 

730570 


1 825 .B2 1 .gz43_23 1344 


M00056654A:A07 


ES 185 


736415 


1 825 .B24.gz43_23 1392 


M00056656A:E01 


ES 185 


727108 


1 825.D21 .gz43_23 1346 


M00056657A:F06 


ES 185 


477718 


1 OAf T?l^ >IO A^ 1 

1 825 .E16,gz43_23 1 267 


M00056657C:B04 


T^n 1 Of 

ES 18S 


f f Ann ^ 

554713 


4 OAf ¥7AA Jl*9 A'5 t ^'5 1 

1 825 .E20.gz43_23 1331 


M00056658A:E11 


T^e\ 1 Of 

ES 185 


484987 


1825.F14.gz43_231236 


M00056658B:C03 


ES 185 


552927 


lOAf 1 ^ jl ^ AA 1 A^O 

1 825 .F 1 6.gz43__23 1268 


M00056658C:B12 


ES 185 


463741 


tOAf 10AA >l O AAlOf >l 

1 825.F22.gz43_23 1 364 


M00056660B:B06 


ES 185 


646504 


1 OAf TTIA A*i A'5 1 O 1 O 

1 825 Jl 1 9 .gz43_23 1318 


M00056660B:G12 


ES 185 


562984 


lOAf TTAl A'i AA1ACA 

1 825 .H2 1 .gz43_23 1350 


M00056660C:A06 


T^cy t Of 

ES 185 


729732 


tOAf TFAA AAt^^^ 

1 825 »H22.gz43_23 1366 


M0005o661D:D06 


T^CI 1 Of 

ES 185 


447074 


f OAf TA1 AAIOCI 

1 825 .12 1 .gz43_23 1 35 1 


M000S6663A:B02 


TOO « 

ES 185 


719620 


lOAf AA AAlArfA 

1 825 J 1 6.gz43_23 1272 


M00056663A:H09 


ES 185 


729675 


10A< TAA ^^A*l O^IOO/C 

1 825 J 20 .gz43_23 1336 




CtO LOO 




1875 K17 1^743 2'?128Q 


M00056664D:H06 


ESI8S 


448104 


1825.L19.gz43_231322 


M00056665A:G08 


ES185 


727343 


1825.L23.gz43_231386 


M00056666A:C04 


ES185 


481592 


1825.M14.gz43_231243 


M00056666A:D09 


ES 185 


726953 


1825.M16.gz43_231275 


M00056666A:D10 


ES 185 


650973 


1825.M17.gz43_231291 


M00056667A:A12 


ES18S 


725607 


1825.N13.gz43_231228 
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M000S6667B:£04 


ES185 


725381 


1825.N17.gz43_231292 


M000S6667C:H01 


ES18S 


476477 


1825.N21.g243_231356 


M00056667D:E05 


ES 185 


732351 


1825.N22.gz43_231372 


M000S6668D:E03 


ES 185 


735605 


1825.014.g243_231245 


M000S6669B:E10 


ES18S 


554597 


1825.O24.gz43_231405 


MOOOS6670A:G02 


ES 185 


45934 


1825.P13.gz43_231230 


M00056670B:A12 


ES185 


734184 


1825.P14.g243_231246 


M00056670B:G05 


ES 185 


478458 


1825.P17.gz43_231294 


M00056672A:E05 


ES185 


723914 


1826.A13.g243_231599 


M00056672D:B08 


ES 185 


726722 


1826A21.gz43_231727 


M00056672D:E04 


ES 185 


546121 


1826.A23.g243_231759 


M00056674D:E09 


ES185 


734622 


1826.C14.gz43_231617 


M00056675A:C02 


ES 185 


446575 


1826.C18.gz43_231681 


M00056675A:G02 


ES 185 


513156 


1826.C23.gz43_231761 


M00056676B:G12 


ES 185 


641777 


1826.D16.gz43_231650 


M00056676C:B04 


ES 185 


725899 


1826.D18.gz43_231682 


M00056678A:B02 


ES 185 


482722 


1826.E13.gz43_231603 


M00056678A:H05 


ES 185 


43352 


1826.E16.gz43_231651 


M00056678B:E11 


ES 185 


734828 


1826.E17.gz43_231667 


M00056678B:H02 


ES185 


736246 


1826.E20.gz43_231715 


M00056678B:H06 


ES 185 


725266 


1826.E21.gz43_231731 


M00056678CA12 


ES 185 


730664 


1826.E22.gz43_231747 


M00056679C:F11 


ES 185 


736194 


1826.F22.gz43_231748 


M000S6681A:E06 


ES 185 


729387 


1826.G22.gz43_231749 


M00056681B:A11 


ES 185 


728791 


1826.G24.gz43_231781 


M00056682A:F05 


ES 185 


447489 


1826.H17.g243_231670 


M00056683B:H04 


ES 185 


645925 


1826.114.gz43_231623 


M000S6683C:H10 


ES 185 


644445 


1826.117.gz43_231671 


M00056683C:H11 


ES 185 


728659 


1826.118.gz43_231687 


M00056684B:B12 


ES185 


559610 


1826.124.gz43_231783 


M00056685A:H11 


ES 185 


517274 


1826.J17.gz43_231672 


M00056685B:G04 


ES 185 


473238 


1826J20.gz43_231720 


M00056685C:G07 


ES 185 


729205 


1826.J24.gz43_231784 


M00056686D:D07 


ES 185 


733789 


1826.K18.gz43_231689 


M00056686D:E04 


ES 185 


730829 


1826.K20.gz43_231721 


M00056689B:F03 


ES 18S 


492094 


1826.M19.gz43_231707 


M00056689C:F05 


ES185 


729413 


1826.M24.gz43_231787 


M00056692A:A05 


ES185 


492629 


1826.021.gz43_231741 


M00056693B:D07 


ES18S 


727965 


1827.A02.g243_231807 


M00056693B:D11 


ES185 


580601 


1827 A04.gz43_23 1839 


M00056693B:H03 


ES 185 


573733 


1827 A09.gz43_23 1919 


M00056693C:D12 


ES185 


727968 


1827.A13.gz43_231983 


M00056693C:G06 


ES185 


617813 


1827.A14.gz43_231999 


M00056693D:B02 


ES185 


425396 


1827A15.gz43_232015 
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M00056693D:E12 


ES 185 


475942 


1827A18.gz43_232063 


M00056694A:C05 


ES 183 


553483 


1827.A22.gz43_232127 


M00056694A:G02 


ES 183 


479997 


1827.B02.gz43_231808 


M00056694A:G03 , 


ES 185 


693869 


1827.B03.gz43_231824 


M00056694A:G11 


ES 183 


493830 


1827.B04.gz43_231840 


M00056694B:HI0 


ES 183 


730375 


1827.B08.gz43_231904 


M00056695A:H09 


ES 183 


449701 


1827.B21.gz43_232112 


M00056695C:C04 


ES 183 


561301 


1827.C01.gz43_231793 


M00056695CU08 


ES 183 


540618 


1827.C06.gz43_231873 


M00056695D:E05 


ES 183 


472837 


1827.C10.gz43_231937 


M00056695D:F01 


ES 185 


735974 


1827.Cll.gz43_231953 


M00056696A:G12 


ES 183 


650542 


1827.C16.gz43_232033 


M00056696B:B03 


ES 185 


727506 


1827.C17.gz43_232049 


M00056696B:H01 


ES 185 


551096 


1827.C24.gz43_232161 


M00056697A:D02 


ES 185 


588059 


1827.Dll.gz43_231954 


M00056697A:G03 


ES 185 


395596 


1827.D13.gz43_231986 


M00056697A:H10 


ES 185 


723084 


1827.D16.gz43_232034 


MOOOS6697C:D11 


ES 183 


727845 


1827.D21.gz43_232114 


M00056697CJI10 


ES 185 


728556 


1827.E01.gz43_231795 


M00O56697D:B09 


ES185 


724714 


1827.E04.gz43_231843 


MO0O56697D:C09 


ES18S 


501030 


1827.E06.gz43_231875 


M00056697D:C12 


ES 185 


462687 


1827.E07.gz43_231891 


M00056698A:A07 


ES 185 


530656 


1827.E10.gz43_231939 


M00056698B:E10 


ES 185 


540618 


1827.E17.gz43_232051 


M00056698D:E11 


ES 185 


737109 


1827.F04.gz43_231844 


M00056698D:G09 


ES 185 


477366 


1827.F06.gz43_231876 


M00056699A:C07 


ES 185 


454844 


1827.F10.gz43_231940 


M00056699A:D08 


ES 185 


452662 


1827.Fll.gz43_231956 


M00036699A:E08 


ES 183 


672032 


1827JF12.8z43_231972 


M00056699B:A05 


ES 183 


730266 


1827.F15.gz43_232020 


M00056699B:G04 


ES183 


641072 


1827.F21.gz43_232116 


M00056699C:C02 


ES183 


727649 


1827.F24.gz43_232164 


M00056699C:F09 


ES 185 


728196 


1827.G02.gz43_231813 


M00056699C:G1I 


ES 183 


395604 


1827.G04.gz43_231843 










M00056699D:C09 


ES 186 


567122 


1827.G07.gz43_231893 


M00056700A:F12 


ES 186 


728300 


1827.G14.gz43_232005 


M00056700A:G05 


ES 186 


446607 


1 827.G16.gz43_232037 


M00056700B:D02 


ES 186 


727151 


1827.G17.gz43_232053 


M00056700D:H07 


ES186 


732770 


1827.H10.gz43_231942 


M00056701A:A02 


ES186 


496084 


1827.H12.gz43_231974 


M00056701A:G09 


ES186 


734264 


1827.H16.gz43_232038 


MO00S6701B:DO2 


ES186 


631036 


1827JH18.gz43_232070 


M00056701B:r)06 


ES186 


724489 


1827.H19.gz43_232086 
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M00056701C:F08 


ES 186 


728196 


1827Ji24.gz43_232166 


M00056701C:G09 


ES186 


640458 


1827.101.8z43_231799 


M00056701D:C03 


ES186 


644354 


1827.102.gz43_231815 


M00056701D:D04 


ES 186 


727948 


1827.106.g243_231879 


M00056701D:G03 


ES186 


553140 


1827.107.gz43_231895 


M00056701D:G07 


ES 186 


724059 


l«27.108.gz43_231911 


M00056701DJI12 


ES 186 


550454 


1827.109.gz43_231927 


M00056702C:A10 


ES 186 


735676 


1827.117.gz43_232055 


M00056702C:H02 


ES 186 


448698 


1 827.123 .gz43_232151 


M00056702D.G03 


ES 186 


735834 


1827.J04.gz43_231848 


M00056703A:G01 


ES186 


651050 


1827.J09.gz43_231928 


M00056703B:A04 


ES 186 


447624 


1827.J13.gz43_231992 


M00056703B:D07 


ES186 


560678 


1827.J16.gz43_232040 


M00056703C:F04 


ES186 


650136 


1827.K01.gz43_231801 


M00056703D:F08 


ES 186 


649927 


1827.K06.gz43_231881 


M00056704A:B05 


ES 186 


403671 


1827.K08.gz43_231913 


M00056704A:H08 


ES 186 


728552 


1827.K13.g243_231993 


M00056704B:C02 


ES186 


727760 


1827.K14.gz43_232009 


M00056704C:C10 


ES 186 


451183 


1827.K18.gz43_232073 


M00056704D:H10 


ES 186 


. 288801 


1827.L01.gz43_231802 


M00056705A:B12 


ES186 


553805 


1827,L03.gz43_231834 


M00056705A:D02 


ES 186 


726852 


1827.L04.gz43_231850 


M00056705B:A12 


ES186 


728768 


1827.L09.gz43_231930 


M00056705B:D10 


ES186 


83388 


1827.L10.gz43_231946 


M00056706A:B03 


ES186 


528981 


1827.L24.gz43_232170 


M00056706A:B05 


ES 186 


648777 


1827.M01.gz43_231803 


M00056706A:E09 


ES186 


419465 


. 1827.M02.gz43_231819 


M00056706B:C02 


ES 186 


449752 


1827.M06.gz43_231883 


M00056706B:C07 


ES 186 


736100 


1827 .M07.gz43_23 1899 


M00056706B:D04 


ES 186 


595181 


1827.M08.g243_231915 


M00056706C:A07 


ES186 


584693 


1827.M10.gz43_231947 


M00056706C:B12 


ES186 


728898 


1827.Mll.gz43_231963 


M00056706C:D05 


ES186 


733064 


1827.M13.gz43_231995 


M00056706C:G01 


ES186 


551450 


1827.M18.gz43_232075 


M00056707AG11 


ES186 


626791 


1827.N03.g243_231836 


M00056707B:E02 


ES186 


649106 


1827.N06.gz43_231884 


M00056707B:F06 


ES 186 


736276 


1827.N09.gz43_231932 


M00056707C:B04 


ES 186 


427486 


I827.N12.g243_231980 


M00056707C:E01 


ES 186 


552430 


1827.N15,gz43_232028 


M00056707C:E03 


ES 186 


730639 


1827.N16.gz43_232044 


M00056707C:F10 


ES186 


728768 


1827.N17.gz43_232060 


M00056708B:B09 


ES186 


736579 


1827.012.gz43_231981 


M00056708B:D03 


ES 186 


607202 


1827.013.gz43_231997 


M00056708B:F06 


ES186 


733040 


1827.OI8.gz43_232077 
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M00056708C:F06 


ES 186 


449629 


1827.P01.g243_231806 


M00056708C:F11 


ES 186 


558317 


1827.P02.g243_231822 


M00056708D:B03 


ES 186 


728892 


1827.P05.gz43_231870 


M00056708D:D10 


ES 186 


730463 


1827.P06.g243_231886 


M00056708D:H06 


ES 186 


473433 


1827.P13.g243_231998 


M00056709A:A05 


ES 186 


454087 


1827.P14.g243_232014 


M00056709A:H11 


ES186 


259218 


I827.P18.gz43_232078 


M00056709C:F06 


ES 186 


729428 


I828A01.gz43_232175 


M00056709D:D05 


ES186 


584179 


1828.A05.gz43_232239 


M00056709D:E12 


ES 186 


455297 


1828.A08.gz43_232287 


M00056710B:F05 . 


ES186 


728273 


1828.A23.gz43_232527 


M00056710B:G12 


ES186 


724006 


1828.B03.gz43_232208 


M00056710D:A02 


ES186 


475797 


1828.B09.gz43_232304 


M00056710D:C05 


ES 186 


707609 


1828.B10.gz43_232320 


M00056710D:H04 


ES186 


727491 


1828.B14.gz43_232384 


M00056711A:A09 


ES186 


641287 


1828.B15.gz43_232400 


M00056711B:B04 


ES 186 


485020 


1828.B18.gz43_232448 


M00056711C:F10 


ES186 


736551 


1828.C01.gz43_232177 


M00056712B:B11 


ES 186 


728897 


1828.C19.gz43_232465 


M00056712B:F02 


ES186 


734453 


1828.C23.gz43_232529 


M00056713A:B09 


ES186 


461990 


1828.D13.gz43_232370 


M00056713A:F05 


ES186 


48619 


1828JD15.gz43_232402 


M00056713B:BO5 


ES186 


727410 


1828.D17.gz43_232434 


M00056713C:A10 


ES 186 


732006 


1828.D23.ez43_232530 


M00056714A:A10 


ES186 


734086 


1828.Ell.gz43_232339 


M00056714A:B02 


ES 186 


735047 


1828.E13.gz43_232371 


M00056714A:B09 


ES 186 


728929 


1828.E15.gz43_232403 


M00056714A:E12 


ES 186 


448217 


1828.E19.gz43_232467 


M00056714A:H06 


ES 186 


728445 


1828.E22.gz43_232515 


M00056714B;B06 


ES 186 


728966 


1828.E24.gz43_232547 


M00056714B:C12 


ES186 


724050 


1828J?01.gz43J232180 


M00056714D:AI1 


ES186 


729813 


1828.Fll.gz43_232340 


M00056714D:E08 


ES186 


505858 


1828.F12.gz43J32356 


M00056714D:H07 


ES186 


448217 


■1828.F14.gz43_232388 


M00056715C:B07 


ES186 


558544 


1828.G05.gz43_232245 


M00056716B:F12 


ES 186 


728182] 


1828.H02.gz43_232198 


M00056716C:B06 


ES186 


630516 


1828.H04.gz43_232230 


M00056718A:F10 


ES186 


728925 


1828.109.gz43_232311 


M00056718A:H05 


ES 186 


728528 


1828.11 l.gz43_232343 


M00056718B:C02 


ES 186 


451972 


1828.115'.gz43_232407 


M00056718C:B01 


ES 186 


646309 


1828.119.gz43_232471 


M00056718D:D12 


ES 186 


449585 


1828.n3.gz43_232535 


M00056719B:D02 


ES 186 


727946 


1828.J09.gz43_232312 


M00056719B:G04 


ES186 


732770 


I828.Jll.gz43_232344 
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M00056719C:B10 


ES 186 


486363 


1828.J18.gz43_232456 


M00056719C:F06 


ES 186 


728303 


, 1828J19.gz43_232472 


M00056720B:D05 , 


ES 186 


730233 


1828.K06.gz43_232265 


M00056721A:C07 


ES 186 . 


727749 


1828.K13.gz43_232377 


M00056721BJD03 


ES 186 


728002 


1828JC19.gz43_232473 


M00056721CdE05 


ES 186 


732351 


1828X01.gz43_232186 


M00056721C:H01 


ES 186 


555763 


1828.L03.gz43_232218 


M00056721D:D01 


ES 186 


734622 


1828.L07.gz43_232282 


M00056721D:F12 


ES 186 


728178 


1828.L10.gz43_232330 


M00056722A:E10 


ES 186 


598746 


1828.L13.gz43_232378 


M00056722A:F08 


ES 186 


485899 


1828.L14.gz43_232394 


M00056722B:Ea9 


ES 186 


732242 


1828.L19.gz43_232474 


M00056722C:C09 


ES 186 


730627 


1828.M01.gz43_232187 


M00056722C:D11 


ES 186 


727878 


1828.M02.gz43_232203 


M00056723C:C09 


ES 186 


462687 


1828.N02.gz43_232204 


M00056723C:E01 


ES 186 


553294 


1828.N05.gz43_232252 


M00056723C:G03 


ES 186 


734990 


1828.N08.gz43_232300 


M00056724B:E11 


ES 186 


473640 


1 828.N20.gz43_232492 


M00056724B:G03 


ES 186 


447150 


1 828.N22.gz43_232524 


M00056724C:H11 


ES 186 


726576 


1828.O05.gz43_232253 


M00056725A:E02 


ES 186 


728061 


1828.013.gz43_232381 


M00056725C:A03 


ES 186 


727480 


1828.O21.gz43_232509 


M00056725C:H06 


ES 186 


728627 


1 828.P03.gz43_232222 


M00056726A.C12 


ES 186 


735362 


1828.P07.gz43_232286 


M00056726A:F08 


ES 186 


449210 


1828.P08.gz43_232302 


M00056726B:H06 


ES 186 


447634 


1828.P10.gz43_232334 


M00056726D:B05 


ES 186 


692627 


1828.P17.gz43_232446 


M00056726D:G08 


ES 186 


509678 


1828.P21.g»43_232510 


M00056746D:D06 


ES 186 


729206 


1838.B03.gz43_232976 


M00056746D:E09 


ES 186 


458940 


1838.B05.gz43_233008 


M00056747D:A03 


ES 186 


529356 


1838.C01.gz43_232945 


M00056750B:H03 


ES 186 


735464 


1838.E03.gz43_232979 


M00056753A:G01 


ES 186 


552613 


1838.G02.gz43_232965 


M00056753B:B09 


ES 186 


728936 


1838.G06.g243_233029 


M00056755B:E07 


ES 186 


728464 


1838.105.gz43_233015 


M00056736C:D06 


ES186 


736035 


1838J03.gz43_232984 


M00056756C:E10 


ES 186 


646713 


1838.J04.gz43_233000 


M00056758C:B08 


ES186 


730178 


1838.K05.gz43_233017 


M00056759C:C04 


ES186 


736210 


1838.L03.gz43_232986 


M00056762B:D06 


ES186 


481614 


1838.N05.gz43_233020 


M00056763B:G04 


ES 186 


697527 


1838.O06.gz43_233037 


M00056764CA02 


ES186 


551693 


1838.P01.gz43_232958 


M00056766D:G09 


ES 186 


728454 


1839JV01.gz43_233327 


M00056767Aj02 


ES186 


730858 


1839.A07.gz43_233423 
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M00056767A:F12 


ES 186 


711325 


1839 AOS fiz43 233439 


M00056767B-C01 


ES 186 


111131 


1839 All ffz43 233487 


M00056767BG08 


ES 186 


736686 


1839A13ff243 233519 


M00056767C-A09 


ES 186 


549801 


1839A14P243 233535 


AA00ft56768AC03 


F^ 1R6 


750607 


1850A17o745 955585 


Kfnnns676SA-cio 

IVi vvV>/w / VlOA* w IV 


MmlO lOU 


778487 


1850A18o745 755500 




F^ \ %(\ 


75075*^ 


1850 A71 &'745 755647 

lo07.r\xl .gZHJ_4fcJJOH/ 


iVi VV/V/B/vf / %JOA^tX\Uy 


F^ 


I <70 i iD 


1 850 B05 aT45 755560 




FS 186 


504^1^ 


1850 1500 0745 755456 




F^ 15t6 


641 Q68 


1850R15a*r45 755559 




FQ 186 


7'^7'^4^ 


1850 P75 0^45 755680 




FQ 1R6 




7 850 r06 <»r45 755400 




F<% 186 


640589 


1850 ri5 0745 955591 


Mfinn ^ fi77 1 n • n 1 n 


F^ 186 


796990 


1850 ri8 ar45 955601 

1 O J 7.^^ 1 0 .gZ*T J J VV 1 




FQ 186 


601990 


1 R'^O P99 »745 955665 


TV/rrtnn^^;779 A -nn^ 


F^ 186 
CO loo 


796600 


1850 r95 0745 755681 




F9 18l> 


755071 


1850ni8o745 755607 


Ayinnftf ^^77^^ A -rnd 


F^ 186 

CO lOQ 


75S879 


18501191 17745 755650 


Mnnft^#;77'^ A 'fri n 


F^ 186 

CO lOU 


797566 
11,1 Oyjyj 


1 850 n99 0745 955666 


Mnnn^#i77'^'R'fTi 7 


F^ 186 

CO iOU 


711707 


1 850 F05 0745 735565 




F^ 186 

CO J.OQ 


510506 


1850 F05 47745 955595 


'Nyfnnns^77'^P'Fi 7 


F^ 186 

CO JLOU 


155505 


1 850 F08 0745 755445 


MnAn^^77dR-rTnfi 

iVlUUU^D / / tJD.VJUO 


F^ 186 

CO loo 


796875 


1 850 Fl 0 0745 955610 
1 Oa77.cx7.g^*T^ xy 


MnnA^A77dr'nn'^ 

IVIUUUJO / / HV-'.VJU^ 


FQ 186 

CO lOO 


798550 


1 X50 F99 0745 955667 


JVIUUU^O/ /*fL/.l3UZ 


FC 1fi6 
Co loo 


^^10^51 
U^lv^O 


I5i50 F74 0745 955600 


JVJUUUJO/ /*fJL/.rUO 


FQ 1fi6 

CO lOv 


754774 


1 850 F04 0745 755580 
1 ojy,r vt 'gz*t j^x. j j j o 1/ 


\/fnnn^^i77s A» An^ 


FQ lft6 
Co lOO 


7974*^6 


1 850 F05 «r745 755506 


Mfifln^A77<;p*wn7 

JVlUvU jO / / DD,ri\r / 


F^ 18i; 

CO lOU 


477055 


1850 F17 0745 755508 




F^ 186 
CO lou 


798464 


1 850 rT06 0745 75541 5 




F^ 186 

CO lOO 


595868 


1 850 frl 8 0745 755605 




F^ 186 

CO lOO 


647070 


1 859 fi77 0745 755669 


Mnnn^fi777A-An'^ 


FS 186 


750079 


1 859 G75 oz43 233685 


Mnoos6777nnn4 


FS 186 


750484 


1859 H14 0243 233542 

X 0«i7 7.XXX^.g.£/T*i' **mJtJ*J^t* 


A/fnoosfi77Rr-rT08 


FS 186 


600450 


1 859 H94 az43 lyMtSl 


Mnnnsfi7J^n'RFnfi 


ES 186 


724183 


1859 T04cz43 233384 


MOftn^ 67 JiHR '1404 
iviwuv^u / ov/o.jnv/t 


RS 186 


405193 


1859J09oz43 255464 




FS 186 


647991 


1839 J14 ez43 233544 


M00056780D:GO5 


ES 1S6 


727216 


1839.J19.gz43_233624 


M00056780D:H10 


ES186 


724722 


1839J22.gz43_233672 


M00056781A:C05 


ES 186 


513156 


1839.J23.gz43_233688 


M00056781A:D02 


ES 1S6 


482788 


1839.J24.gz43_233704 


M00056781A:E06 


ES1&6 


730505 


1839.K02.gz43_233353 


M00056781B:C03 


ES 186 


733744 


1839.K07.gz43_233433 


M00056781B:C05 


ES186 


639178 


1839.K08.g243_233449 
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M00056781B:E01 


ES 186 


728133 


1839.K09.gz43_233465 


M00056781B:F05 


ES 186 


727005 


.1839.K10.gz43_233481 


M00056782B:G05 i 


ES 186 


449010 


1839.L06.gz43 233418 


M00056782B:H11 


ES 186 


643522 


1839L07ez43 233434 


M00056782D:F02 


ES 186 


483549 


1839 L13 ez43 233530 


M00056782D-F08 


ES 186 


490393 


1839L14cz43 233546 


M00056782D-F10 


ES 186 


726261 


1839 L15 ttz43 233562 










M00056783AC08 


ES 187 


577305 


1839L18ez43 233610 


M00056783B'B01 


ES 187 


47461 


1839L19izz43 233626 


M00056783C-D01 


ES 187 


591449 


1839 MOl ez43 233339 


M00056783C-E03 


ES 187 


730352 


1839M04oz43 233387 




ES 187 

XJt^ XOI 


460023 


1839MO6 0z43 233419 




ES 187 




1839M07^43 233435 




ES 187 

XmHJ XO f 


733891 


1839 M15 ffz43 233563 


^¥X\J\J\/J\J 1 0*TX^. VyV^ 


ES 187 


730296 


1839M16ffz43 233579 

X 0^7*X*XX V/.^^~«^ ^Jm>»Jt^ 




E^ 187 

X-rj XO 1 




1839 Ml 7 0243 233595 


J.VXV/V/V/JVJ / 0*T\^,\-/V/V/ 


ES 187 


725784 


1839 M22 ffz43 233675 




187 


675768 

\J 1 J 1 \JO 


1839 NOl ffz43 233340 




ES 187 


726344 


1839N03ez43 233372 




ES 187 


646688 


1839 NG5 2243 233404 




FS 187 

X-rO X O / 


228118 

^•£»0 X XO 


1839N07az43 733436 




FS 187 

l-rO XO / 


730845 


1839N12ffz43 233516 




FS 187 

X^vj XO f 


643968 


1839N14bz43 233548 




ES 187 


550780 


1839N19fi243 233628 




FS 187 

X^iJ XO f 


730592 


1839N24ffz43 233708 


M00056786DA03 


ES 187 

X^n^ XO 1 


730022 


1839 015 Bz43 233565 


M0005 6787B •C07 


ES 187 

XO f 


577305 


1839 POl 2243 233342 


M00056787C-B04 


ES 187 

AiMJ XO f 


724383 


1839P08ez43 233454 


M00056787C'G01 


ES 187 

X^k^ X o / 


726384 


1839P12ez43 233518 


M00056788A-D06 


ES 187 

X^k^ X O f 


606076 


1839 P21 fi243 233662 


M0005687 1 C-D05 


ES 187 

JUnJ XO r 


735801 


1852 A13 E243 235742 


M00056873 A -WOfi 


ES 187 

X o / 


735412 


1852B17ffz43 235807 


M0005fi873BrOQ 


FS 187 

X^lJ XO / 


726408 


1852 B19 ffz43 235839 


M00056874rD05 


ES 187 


730059 


1852C19ez43 235840 




FS 187 


729981 


1852D16cz43 235793 


M00056875DE09 


ES 187 


727602 


1852D18cz43 235825 


M00056875D:H12 


ES 187 


733040 


1852.D21.gz43_235873 


M00056876A:C08 


ES 187 


724187 


1852.D23.gz43_235905 


M00056876A:E02 


ES 187 


730152 


1852.D24.gz43_235921 


M00056876C:B02 • 


ES 187 


481641 


1852.E14.gz43_235762 


M00056876C:G10 


ES187 


732837 


1852.E16.gz43_235794 


M00056877B:H09 


ES187 


488349 


1852.F14.gz43_235763 


M00056877C:D11 


ES187 


727975 


1852.F15.gz43_235779 
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M00056877C:G12 


ES 187 


655327 


1852.F19.gz43_235843 


M00056877C:H03 


ES 187 


730441 


1852.F20.gz43_235859 


M00056879A:D12 


ES 187 


732752 


1852.G13.gz43_235748 


M00056879B:H11 


ES 187 


730336 


1852.G24.gz43_235924 


M00056879D:D01 


ES 187 


472704 


1852.H13.g243_235749 


M000S6881A:A10 


ES 187 


649299 


1852.113.gz43_235750 


M00056881A:C02 


ES 187 


735096 


1852.114.gz43_235766 


M00056881A:H02 


ES 187 


639950 


1852.116.gz43_235798 


M00056881B:G04 


ES 187 


730301 


1852.122.gz43_235894 


M000S6882B:E12 


ES 187 


594434 


1852.J14.g243_235767 


M00056882D:A06 


ES 187 


471931 


1852J22.gz43_235895 


M00056883DA07 


ES 187 


732712 


1852.K15.gz43_235784 


M00056883D:F07 


ES 187 


732872 


1852.K21.gz43J35880 


M00056884C:H08 


ES 187 


550673 


1852.L14.gz43__235769 


M00056884C:H11 


ES187 


472307 


1852.L15.gz43^235785 


M00056884D:C07 


ES 187 


724517 


1852X16.gz43_235801 


M00056884D:D06 


ES187 


S61396 


1852X18.g243_235833 


M00056885A:D12 


ES187 


730106 


1852.L23,gz43^235913 


M00056885D:D01 


ES187 


644843 


1852.M17,gz43^235818 


M00056886A:A09. 


ES187 


732872 


1852.M19.gz43^235850 


M00056886AC11 


ES187 


735326 


1852.M21.g243_235882 


M00056886B:B10 


ES 187 


650944 


1852.N13.g243_235755 


M00056886B;C05 


ES187 


735672 


1852.N14.gz43_235771 


M00056886B:H02 


ES187 


724223 


1852.N17.gz43^235819 


M00056886C:D02 


ES 187 


473512 


1852.N19.gz43^235851 


M00056886C:D11 


ES 187 


451184 


1852.N20.gz43_235867 


M00056887A:E01 


ES187 


729087 


1852.N23,gz43_235915 


M00056887D:H01 


ES187 


730W5 


1852.O17.gz43_235820 


M00056888A:H04 


ES 187 


649030 


1852.024.gz43_235932 


M00056890A:D05 


ES 187 


450963 


1861.A06.gz43_236014 


M00056891A:G11 


ES187 


732315 


1861.A24.g243_236302 


M00056891C:H08 


ES187 


730393 


1861.B08.gz43_236047 


M00056892B:C09 


ES 187 


479572 


1861.B18.gz43_236207 


M00056893B:G12 


ES 187 


724773 


1861.Cl6.gz43_236176 


M00056893C.A02 


ES 187 


728640 


1861.C17.g243J36192 


M00056895B:F12 


ES 187 


727596 


1861.E03.gz43_235970 


M00056895C:E11 


ES 187 


494393 


1861.E07.gz43_236034 


M0005689SD:G01 


ES 187 


725258 


1861.E14.gz43_23ol4o 


M000S6896AC01 


ES 187 


735834 


I861.E18.gz43_236210 


M00056898C:B06 


ES187 


676221 


1861.G10.gz43_236084 


M00056898D:D11 


ES 187 


730760 


1861.G17.gz43_236196 


M00056898D:H09 


ES187 


729060 


1861.G20.gz43_236244 


M00056899AA11 


ES187 


732676 


1861.G22.gz43_236276 


M00056899B:D02 


ES 187 


732244 


186lJI04.gz43_235989 
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M00056899D:B06 


ES 187 


448368 


1861.H12.gz43_236117 


M00056900B:D01 


ES 187 


656667 


1861.H21.gz43_236261 


M00056900B:F07 


ES 187 


730296 


1861.H24.gz43_236309 


M00056900C:B12 


ES 187 


562345 


1861.104.gz43_235990 


M00056901B:C03 


ES 187 


730608 


1861.116.gz43_236182 


M00056902A.-G12 


ES 187 


557525 


1861.J14.gz43_236151 


M00056902DdH09 


ES 187 


. 489001 


1861.K12.g243_236I20 


M00056903A:C08 


ES 187 


642897 


1861.K16.gz43_236184 


M00056903A:F03 


ES187 


733425 


1861.K18.gz43_236216 


M00056903B:D09 


ES 187 


453001 


1861.K24.gz43_236312 


M00056905A:H04 


ES 187 


732486 


1861.M12.gz43_236122 


M00056906D:D11 


ES 187 


639223 


1861.N10.gz43_236091 


M00056908B:D02 


ES 187 


548275 


1861.N16.gz43_236187 


M00056908DjM1 


ES 187 


725451 


1861.N24.gz43_236315 


M00056909B:E11 


ES 187 


648774 


1861.01 l.g243_236108 


M00056910A:G05 


ES 187 


551602 


1861.P02.gz43_235965 


M00056910B:F01 


ES 187 


472226 


1861.P04.gz43_235997 


M000S6911BA01 


ES187 


732653 


1861.P19.gz43_236237 


M00056934A:A12 


ES 187 


729809 


1863.A01.gz43_236702 


M00056934A:E07 


ES 187 


446820 


1863.A03.gz43_236734 


M00056934C:C04 


ES 187 


492893 


1863.A08.gz43_236814 


M00056934C:G09 


ES 187 


555478 


1863.A10.g243_236846 


M00056935A:C02 


ES 187 


731355 


1863.A18.gz43_236974 


M00056935A:F04 


ES 187 


735484 


1863J^l.g243_237022 


M00056935C:G08 


ES 187 


726825 


1863.Bll.g243_236863 


M00056936C:C06 


ES 187 


524706 


1863.B24.gz43_237071 


M00056936C:E04 


ES 187 


730851 


1863.C01.g243_236704 


M00056936C:F11 


ES 187 


77737 


1863.C02.gz43_236720 


M00056937Cjl0g 


ES187 


485880 


1863.C24.g243_237072 


M00056938A:H09 


ES 187 


451624 


1863.D08.gz43_236817 


M00056938B:C06 


ES 187 


725638 


1863.Dll.gz43_236865 


M0005693gB:C09 


ES 187 


733144 


1863.D12.gz43_236881 


M00056938B:H08 


ES 187 


731216 


1863.D15.gz43_236929 


M00056938C:F10 


ES 187 


735306 


1863.D20.gz43_237009 


M00056939A:C01 


ES 187 


734151 


, 1863.E03.gz43_236738 


M00056939B:E05 


ES 187 


642528 


1863.E12.gz43_236882 


M00056939B:E10 


ES 187 


735477 


1863.E13.gz43_236898 


M00056939D:B02 


ES 187 


171511 


1 863 .E2 1 .gz43_237026 


M00056940B:B11 


ES 187 


732886 


1863.F12.gz43_236883 


M00056940B:G07 


ES187 


730564 


1863.F14.g243_2369l5 


M00056940C:E05 


ES 187 


730815 


1863.F17.gz43_236963 


M0OOS6941B:B02 


ES 187 


616541 


1863.G10.gz43_236852 


M000S6941B:G08 


ES187 


730375 


1863.G18.gz43_236980 


M00056941CJF07 


ES 187 


732491 


1863.G21.gz43_237028 



780 



BNSDOCID: <WO_0214500Aa_l_> 



wo 02/14500 



PCTAJSOl/25840 



Table 13 



LJoneJLU 


ES No 


CIusterlD 


SequenceName 


iVlUUU00y4 iJL/*AU J 


lo7 


730452 


1 oo>i ... iio *^^nf\n£ 

1863 .u24.gz43_23707o 




i:^ lo7 


n'\ns.t\£. 

727596 


1 863 .nO 1 .gz43_236709 


Muuu joy4 iD:uU^ 


£o 187 


456183 


1863ii03.gz43_236741 


M0005o94 ID.HOl 


ES 187 


724162 


1863.H04.gz43_236757 


M00056942B:r04 


ES 187 


AOC \ OO 

485183 


1863.H09.gz43_236837 


M0005o942C:A12 


ES 187 


724286 


1863.H12.gz43_236885 


M00056942C:B12 


ES 187 


731162 


lOy*^ ¥T1 A A^ « <»> ^ /\ « ^ 

1 863 .H14 .gz43_2369 17 


M00056942C:C06 


ES 187 


733151 


1 863 .H15 .gz43_236933 


M00056942C:F11 


ES 187 


732756 


1 863 .HI 7.gz43_236965 


M00056942D:D03 


ES 187 


727517 


1863.H20.gz43_237013 


M00056942D:D07 


ES 187 


728076 


1 863 .H2 1 .gz43_237029 


M00056942D:D11 


ES 187 


511351 


'4 A TT^^ it's /StMA^^ 

1 863 .H22,gz43_237045 


M00056943A:B04 


ES 187 




1 863 .103 ,gz43_236742 


M00056943A:F01 


ES 187 


729691 


1 863 JOS .g243_236774 


M00056943C:A01 


ES 187 


468015 


1863.117.gz43_236966 


M00056943D:B02 


ES 187 




1 863 .120.gz43_2370 14 


M00056943D:H08 


ES 187 


731125 


1 863 xLl.^AZjyiW^ 


M00056944A:D09 


ES 187 


733623 


1 863 J03,gz43_236743 


M00056944B:C02 


ES 187 


448233 


loy*o T/\il ilo oo^^f/\ 

1 863 . J04.gz43_236759 


M00056944C:B03 


ES 187 


735994 


1863J12.gz43_236887 


M00056944D:A06 


ES 187 


733081 


1 863 J 1 7.gz43_236967 


M00056945A:B11 


ES 187 


651088 


1863.K04.gz43_236760 


M00056945A:F02 


ES 187 


646314 


1863.K06.gz43_236792 


M00056945C:A11 


ES 187 


724401 


1863.K12.gz43_236888 


M00056946A:F07 


ES 187 


736293 


1863.L01.gz43_236713 


M00056946A:G06 


ES 187 


638983 


1 863 .L02.gz43_236729 


M00056946C:B08 


ES 187 


552416 


1863X08.gz43_236825 


M00056946D:G09 


ES 187 


555484 


1863,L17.gz43_236969 


M00056947A:C05 


ES 187 


551441 


1863.L20.gz43_237017 


M00056947C:B04 


ES 187 


736001 


1863.M02.gz43_236730 


M00056947D:F09 


ES 187 


736349 


1 863.M08.gz43_236826 


M00056948A:D09 


ES 187 


736129 


1863.M12.gz43_236890 


M00056948B:B03 


ES 187 


449061 


1 863 .M 1 5 .gz43_23 693 8 


M00056948B:D04 


ES 187 


600347 


1863.M17.gz43_236970 


M00056948B:G05 


ES 187 


467803 


1863.M18.gz43_236986 


M00056948BJi06 


ES 187 


^ AA AAO 

490903 


1863.M19.g243__237002 


M0005o948C:F03 


ES 187 


A1 A 

733910 


1 863 .NO 1 ,g243_2367 15 




PC lft7 

JDo iol 




i o03 .IN U J .gZH J Ofr / 


M00056949A:A04 


ES 187 


500239 


1863.N05.gz43_236779 


M00056949D;pil 


ES 187 


461486 


1863.O02.gz43_236732 


M00056950A:F01 


ES 187 


685968 


1863.O08.gz43_236828 


M00056950A-.H03 


ES 187 


410487 


1863.O10.gz43_236860 


M00056950B:F03 


ES 187 


560252 


I863.016.gz43_236956 


M00056950DJfl2 


ES 187 


731196 


1863.P02.gz43_236733 
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PQ Ma 
Co iNO 








£fO lO / 


777480 


1863 P03 ez43 236749 




X^O i.O / 


488447 

■tOO*T^ / 


1863 PI 1 cz43 236877 




187 


44804f) 


1863P13bz43 236909 


iv/f nnn^^o<; 1 p' AHA 


FQ 187 


7*^^818 

/ J JO lO 


1863P17bz43 236973 


i\i\)\j\)D\}yo^o .r vj 


FQ 187 




18fi4B04az43 237135 




PC 187 


^S^141 


1 8f%4 rfi7 £>74'^ 9^71 84 


MUUUjoyo /u.r lu 


PQ 187 

JDo Vol 




1 864 F1 8 0743 937362 




PQ 1R7 
lo/ 


0*tZ / o i 


1 864 Gl 9 j^743 237268 


MUUU J oyo 1 L/.l-^U / 


l^o lo/ 


/30iy / 


1 864 103 0743 9371 96 


MUUU5 oyo ILi .uuz 


PC 1S7 


U-)DU / V 


1 864 TOQ o74^ 237922 


MUUU^ oVoZLI.r Uy 


PC 1fi7 


7'^A780 

/,5ozoy 


1 864 T1 7 0743 937350 


A JT A A A ^ /C O/C 0 . ArfC 

MUUUDoyooL/lUUo 


PC lft7 
rto Xo/ 


70 1 AftO 
/^luoy 


1 8^i4 M04 0743 937146 


■\/rAAA<iC a/:q A ."DAT 


T7C 1 97 
iLo lo/ 


7*5 1 047 


1 864 M 1 4 0743 937306 

iOvH.lVii*r.gZ*T^ Z^ # Jvw 


MUUuJoyoyA.CU / 


iio lo/ 




1 864 Ml 6 0743 937338 

i O .IVl 1 0 ,2^*t^_ZO / J •? o 


X/^AAAC/CA^< A .tJl 1 


CC 1 fi7 
£rO io/ 


778740 


1873 A13 0743 937662 

1 D , A 1 J ,gZ*T J^Z^ / Ul/*» 


\ >r A A A < AT < I> • 13 Ail 


PC lft7 
£rO 19/ 




1873 A16o743 237710 


"K ji f\ A A c m c ."C AO 


£rO lo/ 


Hi ijyy 


1 873 A 1 8 0743 937742 

Xo to .AX O ,gZ*T J / / 


M0005697oC:ru5 


CC 1 07 

bd lo/ 


/j4D01 


187*^ Pl9n <yT74'^ 937775 

10 /^.XjZv.gZHj Zj / / / J 


M00056977A:C02 


CO 1 07 

r.o io/ 


/^OjOj 


1 87*? P04 0^4^^ 9*^7590 

lO / j.v^UH,gZ*Tj_Zj / JZv 


M0005o977A:illO 


t70 1 Q7 

i^d io/ 




1 87^ P 1 9 0743 937648 

1 0 / J , wiZ.gZH^^jZ^ / OHO 


M00056977B:B06 


£b Io7 


oi^uzy 


IR?** Pl^ 074*^ 9'^7^64 
io/j,vyl0.gZ'rj^Z3 /uD*T 


M00056978A:AU3 


UO 1 Q7 

bo io/ 


T5/10'5A 
/onyjO 


1 87'^ n08 074^^ 937^85 

lo I j,i-rUO,gZ*TO__ZJ / JO J 


M0005o97oA:ilU4 


"CC 1 C7 

bo io/ 


7'3nn8o 


187^5 ni 1 €r7A^ 937633 


A /T A A A ^ /C A T O O • AO 


PC 1 57 
lo / 


A41/^^8 


1873 ni6o743 237713 










"AVTAAA^/CATOT** A AT 

MU005oy7oD,AUl 


PC Ifift 
bo ioo 


7^5 "^778 
/jj / /o 


1873 094 0743 937841 

X O # J ,X-r^*t.gi6*t J / Ot X 


TV >I A A A C AT OT^ ."D AT 


PC Iftfl 

Cn^ ioo 


/3j1ZJ 


1 873 F09 0743 237490 


M0005 6979B:D03 


bb loo 


7*51 1 An7 


1 87^ F08 0743 937586 


X yf A AA c z: m Ali • TI A'2 

MUUuDoy /y£>.bU3 


PC 1 S8 
ErO loo 


77^'571 


1 873 FOQ oz43 237602 


■fc yfAAAC^A'TA/^.TM 1 

M00U56979L:1J1 1 


bo ioo 


^^480^^4 


1 873 Fl 9 0743 937650 

XO/^.CrXZ.gZ>HJ ^J /UJV 


XjCAAACiIAOA a .tJTA/C 


T7C 198 

bo ioo 




1 873 F04 0743 937593 

10/ j.X^VJ*T.gZ*T J^ZJ / JZ' J 


\jf AAA^/CAQAT^.TJAT 


PC Ifift 
CrO loo 


7771^1 
/Z/i^i 


1 873 F90 0743 237779 


TLiTAAACiCAO 1 T^.tJAO 


PC Ififi 
bo loo 




1 873 Ol 4 0743 237684 

xo / J.VJX*t.tyfc*TJ ,,^J ' 


X if AAA^irAQ'^r\."01 O 


PC 188 

JDO ioo 


79441 1 


1 873 H09 0743 237493 

X O / J .X XV/Zi .^A«*T«7 Infill 9 ^7 mJ 


XyTAAA^UQC^r^./^l 0 


PC 188 
Co ioo 




1873 HIS ff243 lYIlA^ 

xo i J»AAXO,^4*T*^ i tT^ 


AiTAAACi^OQC A •'nA< 


PC 188 

JDo ioo 


/ Z7QZ^ 


1873 112 oz43 23765^ 

X O i J»X X At . «ViLi^ J i**/ / 


IkirnAAC^AOC A ./I AT 

M00u5o985A:uU7 


ijrO ioo 


^^77^4 


1 873 Tl 4 0743 237686 


M00056985B-G03 


ES 188 


557488 


1873.118.gz43_237750 


M00056985C:C06 


ES188 


731453 


1873.120.gz43_237782 


M00056986A:E09 


ES188 


732213 


1873.J06.gz43_237559 


M00056987A:C02 


ES 188 


731592 


1873.J24.gz43_237847 


M00056987C:D08 


ES 188 


555423 


1873.K04.gz43_237528 


M00056987D:A09 


ES 188 


731302 


1873.K10.gz43_237624 


M00056988A:B09 


ES 188 


723895 


1873,K17.gz43_237736 
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ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00056988A:F06 


ESlgg 


642649 


1873.K20.gz43_237784 


M00056988B:A06 


ES 188 


731358 


1873.K22.g243_237816 


M00056988C:D05 


ES 188 


703978 


,1873.L04.g243_237529 


M00056988D:F05 , 


ES 188 


732113 


1873.L10.gz43_237625 


M00056989C:H09 


ES 188 


639934 


1873.M03.gz43_237514 


M00056989D:A07 


ES 188 


731476 


1873.M05.g243_237546 


M00056989D:F07 


ES 188 


728013 


1873.M10.g243_237626 


M00056989D:H11 


ES 188 


731317 


1873.M12.gz43_237658 


M00056990B:B03 


ES 188 


729795 


1873.M18.gz43_237754 


M00O5699OB:HO7 


ES 188 


642288 


1873.M20.gz43_237786 


M00056990C:E09 


ES 188 


735395 


1873.K02.g243_237499 


M00056990D:C11 


ES 188 


725825 


1873.N06.g243_237563 


M00056991C:H11 


ES 188 


406931 


1873.N18.gz43_237755 


M00056992A:E01 


ESlg8 


471883 


1873.N22.gz43_237819 


M00056993A:B02 


ES188 


550973 


1873.O12.gz43_237660 


M00056993A:B08 


ES 188 


731542 


1873.013.gz43_237676 


MO0OS6993D:C05 


ES 18g 


662617 


1873.P02.gz43_237501 


M00056993D:F05 


ES 188 


732114 


1873.P05.g243_237549 


M00056994B:H05 


ES 188 


736401 


1873.P18.gz43_237757 


M00056994C:B04 


ES188 


572426 


1873.P20.gz43_237789 


M00056994C:C01 


ES 188 


483676 


1873.P22.gz43_237821 


M00056995C:H06 


ES 188 


631251 


1874.A15.gz43_238078 


M00056995D:C11 


ES 188 


731686 


1874.A19.gz43_238142 


M00056996D:A02 


ES 188 


731317 


1874.B08.gz43_237967 


M00056997A:H05 


ES 188 


550016 


1874.B18.gz43_238127 


M00056997B:C11 


ES 188 


559053 


1874.B20.gz43_238159 


M00056997D:B04 


ES 188 


737083 


1874.C06.gz43_237936 


M00056998C:B10 


ES 188 


456236 


1874.D01.g243_237857 


M00056998D:H08 


ES 188 


726408 


1874.D08.gz43_237969 


M00056999A:G12 


ES 188 


734708 


1874.D12.gz43_238033 


M00056999B:D07 


ES 188 


7266% 


1874.D16.g243_238097 


M00057000A-A05 


ES 188 


733932 


1874.E03.gz43_237890 


M00057001D:F02 


ES 188 


448202 


1874.F16.g243_238099 


M00057003D:F02 


ES 188 


734629 


1874.H16.gz43_238101 


M00057004B:D05 


ES 188 


497233 


1874.H21.gz43_238181 


M00057006A:G10 


ES 188 


730662 


1874.J17.gz43_238119 


M00057007B:G02 


ES 188 


561993 


1874.K16.gz43_238104 


M00057007CA06 


ES 188 


736413 


1874.K17.gz43_238120 


M00057009C:B02 


ES 188 


732792 


1874.no l.gz43_237867 


M00057011C:H03 


ES188 


724810 


1874.P07.gz43_237965 


M00057011D:F12 


ES 188 


733836 


1874.P13.gz43_238061 


M00057012A:D12 


ES 188 


556637 


' 1874.P17.gz43_238125 


MO0057012D:GO3 


ES 188 


732441 


1875A03.gz43_238270 


M00057012D:G04 


ES188 


733571 


1875A04.gz43_238286 
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M00057013B:H07 


ES 188 


481581 


1875j\10.gz43_238382 


M00057013C:E09 


ES 188 


726208 


1875.A13.gz43__238430 


M00057013C:H01 


ES 188 


733756 


1875.A15,gz43_238462 


M00057013D:E03 


ES 188 


558132 


1875.A17.g243_238494 


M00057014A:B11 


ES 188 


512377 


1875.A22.gz43JZ38574 


M00057014B:A02 


ES188 


556019 


1875.B02.gz43_238255 


M00057014B:B01 


ES 188 


478448 


1875.B03.gz43_238271 


M00057014B:B06 


ES 188 


451351 


1875.B04.g243_238287 


M00057014C:C08 


ES 188 


728852 


1875.B07.g243_238335 


M00057014C:E01 


ES 188 


733354 


1875.B12.g243_238415 


M00057014C:E03 


ES 188 


730828 


1875.B13.gz43_238431 


M00057014D:E05 


ES 188 


619265 


1875.B19.gz43_238527 


M00057014D:G10 


ES 188 


733664 


1875.B22:gz43_238575 


M00057014D:H01 


ES 188 


557164 


1875.B23.gz43_238591 


M00057015A:E02 


ES 188 


732047 


1875.C05.gz43__238304 


M00057015A:G06 


ES 188 


487183 


1875.C07.gz43_^238336 


M00057015A:H12 


ES 188 


732550 


1875.C10.gz43_238384 


M00057015B:E01 


ES 188 


484023 


1875.C15.gz43_238464 


M00057016A:B04 


ES 188 


734074 


1875.C21.gz43_238560 


M00057016A:G01 


ES 188 


494450 


1875.C23.gz43_238592 


M00057016B:A09 


ES 188 


733723 


1875.D03.gz43_238273 


M00057016B:C01 


ES 188 


554620 


1875.D04.gz43_238289 


M00057016B:E06 


ES 188 


734392 


1875.D08.gz43_238353 


M00057016B'H08 


ES 188 


474009 


1875.D09.gz43_238369 


M00057016CB05 


ES 188 


733970 


1875.D1 1 .gz43_238401 


M00057016C:E04 


ES 188 


731838 


1875.D14.g243_238449 


M00057016C-E11 


ES 188 


689424 


1875.D15.gz43_238465 


M00057016D:B07 


ES 188 


703298 


1875,D17.g243_238497 


M00057016D:H03 


ES 188 


640904 


1875.D22.g243_238577 


M00057017A:A07 


ES 188 


452065 


1875.D23.gz43_238593 


M00057017A:F11 


ES 188 


570573 


1875.E04.gz43_238290 


M00057017A:G04 


ES 188 


538582 


I875.E06.gz43_238322 


M00057017C:E03 


ES 188 


559096 


1875.E15.gz43_238466 


M00057018A:C05 


ES 188 


734177 


1875.E21,g243__238562 


M00057018C:F02 


ES 188 


732119 


1875.F02.g243_238259 


M00057018D:B10 


ES 188 


734091 


1875.F05.gz43_238307 


M00057018D:E05 


ES 188 


557896 


1875.F08.gz43_238355 


M00057019A:G04 


ES 188 


626791 


1875.F12.gz43_238419 


M00057019C:C08 


ES 188 


455148 


1875.F15.gz43^238467 


M00057019C:E03 


ES 188 


558134 


1875.F16.gz43^238483 


M00057019D:C02 


ES 188 


649074 


1875.F19.gz43^238531 


M00057020A:F09 


ES 188 


• 639427 


1875.F23.gz43_238595 


M00057020D:A05 


ES 188 


483919 


1875.G07.gz43_238340 


M00057021B:B07 


ES188 


477797 


1875.G18.gz43_238516 
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■CO ISV 


PliictArTT^ 


ocqu&nceiNaiiic 




L^O J.OO 


7177/;r 


187S fT94 trrd^ 9'^8^>19 

1 0 / J .WZt .gZrr J^Z^OO IZ 


M000S7079RA04 


J-(k3 i OO 


7907*^1 
iJLy 1 o 1. 


187S HAO cr^A'^ 9'^ft'^7'? 

XO / J.ri.\/7.g2HJ_^ZJ03 / J 




J-«k3 J.OO 


UJ7 


187SFrn otA^ 9'^8dA^ 
i 0 / J ,ri i 1 .gz*T j_jt J otv J 




F^ 188 




187S W19 tr-jA'^ 7'^ftA91 




188 


79A47/^ 


187*1 T41A ittA'^ 7'lftd^'^ 

lo / j.ni*f.gz*tj_zjo*f jj 




PQ 198 
Ho loo 




187^ 147'3 rr-rA'^ 7'3ft^07 
1 0 / J .HZ J .gZ^^^Z J 0 jy / 




PQ 1fi8 
Co loo 


70/il 7^ 
/ZOl / J 


lfi7^ TAQ n'rA'^ 7'3ft77fi 
lo / J.lUJ.gZ'lJ^ZJoZf 0 




PC 7ft8 
JDo Xoo 


QOAOAfi 


lfi7^ TIQ n-TilQ 9Qfiil^fi 
1 0 / J .1 1 J .g2*f J_Z J o*f J 0 




PQ Iftft 
Co loo 


*fooyzu 


lfi7^ TIA nfA'X I'XSLA^A 

16 / J.ll'^.gZ'^i_ZJo*^J*^ 


JV1UUU3 f\JZDlJ.Di I 


PC Ifift 
EtO loo 


0 107O J 


lfi7^ T1^ 7^fiA7A 


'\>Tnnn^7n7/i a •noft 

iVlUUUD /UZ*f A.l^Uo 


PC Ifift 
Co loo 


/Z/ /Ol 


lfi7^ T71 <Y'yAQ 7^fi^A^; 
lo /J.lZl.gZ'frJ^ZJoJOD 


\/fnnA^7n7/in» An^ 


PC Iftft 
Co loo 


/ jjUZl 


lfi7^ T7'3 rt-yAQ 7^X5^08 
lo /j.lZj.gZ*f^_Z^ojyo 




PC Ifift 
Co loo 


/ZOU*Mf 


1 0 / J ,lZ4.gZ*r J_Z J oO 1 H 


■?v4nAn^7n74"o«Pn7 


PC Iftft 
Co loo 


/OjOZj 


1ft7^ TAl ft^A^ 7^ft7A7 
1 0 / J . J U 1 .gZ*f j^Z J oZ*f / 


\A(\f\f\^'if\oAr*' A n 1 

MUUUj /UZ**U.AU1 


PC ifift 
Co loo 


^7A17i4 
0/U1Z4 


lfi7^ TA/f n'»A'i 7'3fi70<k 
1 0 / J . J UH .g2*f J^Z J oZy J 


JVlUUUj /UZ4COUo 


PC 1 QQ 

Co loo 


<<1 /ffi< 
jj14oj 


1 0 / J . J Uu .gZ4o_Z J 0 J Z / 




PC 1 QQ 

Co loo 


/J jjyo 


lo /JJ lU.g2*f j^ZjoJyi 


XyfArvA^^AI/ITY.lJl 1 


PC 1 fifi 
Co loo 


77Q707 

/Zo/y/ 


1fi7< #wAQ 7^58471 
1 0 / J . J 1 J .gZ*l- J_Z J 0*tfi 


■\>fAAA<7A1^/^. A AC 

MUUUD /UZjU.AUo 


PC Ififi 
Co loo 


70/17OA 

/z*»zyo 


1 ft7^ VA7 fwTA'l 7^fl7AA 
lo / J,iVUZ,gZHJ_Zj5ZOH 


\yrAAA^7A7^r*»rfci i 
MUUU3 /UZD^.Ui i 


PC Ififi 
Co loo 


DjjjXZ 


1 fi7^ l^AA rtTA'X 7^ft70^ 

1 0 / J .lvu*^,gz'f j^zjozyo 


MUUUj /UzOC JtlX I 


PC Ififi 
Co loo 




1ft7^ vol <»9:A3 7Qfi^Afi 
X 0 # J .IVZ 1 .gZ'r^^Z 0 0 J OS 


MUUUj 7UZ0Li:AUD 


PC 1 fift 
CO loo 


7'37^Qfi 
/jZjyo 


1ft7^ 'ir7'3 n^A^ 7QftAAA 
1 0 / J . IVZ J .gZ*fp_Z J 0 OUU 


XAAAA^TAOTD.tll 1 
MUUUj /UZ 113.15 11 


PC Ififi 
Co loo 




lfi7^ T A7 nTA'X O^S.'XA^ 
lo / J .L»U / .gZft j^Zjo^Hj 


X>l A AA ^ 707 715 -P AA 
MUUUj /UZ /D,EXf*¥ 


PC Ififi 
Co loo 


fiOAfi7 
07U0Z 


lfi7^ Ti^R n>7A') 7'5ft^^>1 
1 0 / J .lAro .gZHO^ZOo^ D 1 


lV>rAAA<'7A07D*l7A#C 

MUUUj /Uz /xJ.rUo 


PC Tftfi 

Co loo 


7^5 T ^77 


1 ft7^ T T 1 fvvA'^ 9^ftAA0 
1 5 / J .Lf 1 1 .gZH^_Z JoHUy 


MUUUj /Uz /i/lAlz 


PC 1 Qfi 
Co loo 


4^zijy 


lfi7^ lift n^rA'X 7'ifiS71 
1 0 / J.l.f 1 o.g2*tJ_ZjOJZl 


MUUUj /Uz /D.UU / 


PC 1 fifi 

CO loo 


/33zuy 


1 fi7^ 171 n'rA'i 7^fi^/^0 

1 0 / J .L»Z 1 .gZ*r J_^ZOo JOy 


MUUUj /uz /iJ.UUj 


PC 1 C9 

Co loo 


70ft7Ql 

/Zo /yi 


1 fi7^ 1 7A fT-rA^ 9^5^17 
1 0 / J .LfZH.gZ*fO_Z J oO 1 / 


A/IAAA^OAOfiH.lll 1 

MUUUj /UZod.o 1 i 


PC 1 Rfi 
Co loo 


/ juzyo 


lft7^\yni rtTA'X 9^fiAlA 
1 0 / J .M 1 1 .gZ'f J__Z jo*r 1 U 


A yf A A A ^ O A7 9 . "T* AO 


PC Ififi 
Co loo 


^^ilAfiA 


1 ft 7^ X>ri 0 n-vA '3 O^fi^'^fi 

1 0 / J.M 1 y.gz4 j_z J 0 J J 0 


A>rAAA<7A7Q A •C^fiQ 

MUUUj /UZyA,UUo 


PC Ififi 
Co loo 


Hyjz*n 


1ft7< \K'y'X nvA'X 7^fi/^A7 
1 0 / J .JVlZo.gZHo^Z J oOUZ 


\>f AAA^7A7QP*m A 
MUUUj /UZyiS.VTlU 


PC Ififi 
Co loo 


7^^A17 
/J^j'tlZ 


1 ft7^ Xrn7 nvA'X 7^fi'^A7 
1 0 / J .INU / .gZH j_Zo O^H / 


TVyf AAA^7A70'n* A A/\ 
MUUUj / UZy LI .AUO 


PQ Iftft 
Co loo 


7^7717 
/ jZ/ IZ 


1 87^ TJ1 A otA'^ 9'^ftA^O 
lo / J.rN l't.gZHJ__Z0O'rJ7 


A4^AAA'^7A90n»T7A 1 
MUUUj /UZyi/.rUl 


PC Ififi 
Co loo 




1 87^ Ml o7A^ 9^847^ 

1 0 / J .xN 1 J .gZH3__Z JOH- / J 


X>f A A A^7 A'3 nn •12 A^ 
MUUUj /V3\}D,oVj 


PQ Ififi 
Co loo 


47 ^7 A^ 


187^ Xr77 »7A^ 9'^8<J87 


■MAAA^7A'5An»17Al 
MUUUj /UjUo.rUl 


PQ Iftft 
Co loo 


7'^SOftO 


1 87^ 1^9"^ otA*^ 9'^8fiA^ 
1 0 / J .i> Z J ,gZ*t J_Z J OU VIJ 


1v4aaa<i7a*^ ap' a a^ 
MUUUj /UjUU.AUj 


PQ Iftft 
Co loo 


joz/oy 


1 87^ TSJ9A a^rA'X 9'^8f^l 0 


M00057030C-R03 


ES 188 


461486 


1875.O01,gz43 238252 


M00057031A:G09 j 


ES 188 


594013 


]875.012.gz43_238428 


M00057031A:H02 


ES 188 


471522 


1875.013.gz43_238444 


M00057031B:A01 


ES 188 


561338 


1875.O14.gz43_238460 


M00057032A:C01 


ES 188 


512863 


1875.P08.gz43_238365 


M00057032A:F12 


ES188 


642693 


1875.P10.gz43_238397 


M00057032D;A04 


ES188 


736385 


1875.P18.gz43_238525 
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M00057033A:D08 


ES188 


479208 


1875.P24.gz43_238621 


M00057033C:B03 


ES188 


468296 


,1876.A08.g243_238734 


MO0O57O33D:FlO ■ 


ES188 


4S6469 


1876.A16.g243_238862 


M00057034B:B01 


ES188 


735972 


1876.A23.gz43_238974 


M00057034C:A11 


ES 188 


735221 


1876.A24.g243_238990 


M00057034C:G12 


ES188 


736385 


1876.B05.gz43_238687 


M00057035C:E10 


ES188 


452833 


1876.C03.gz43_238656 


M00057036A:C07 


ES 188 


557967 


1876.C14.gz43_238832 


M00057036B:G08 


ES 188 


483959 


1876.C18.gz43_238896 


M00057036D:B01 


ES 188 


729813 


1876.C24.gz43_238992 


M00057036D:E09 


ES 188 


554734 


1876.D06.gz43_238705 


M00057037D:E08 


ES 188 


727411 


1876.D24.gz43_238993 


M00057038AH07 


ES 188 


473026 


1876.E04.gz43_238674 


M00057038C:B06 


ES188 


728353 


1876.E07.gz43_238722 


MO0O57O38C:GO8 


ES188 


454819 


1876.E09.gz43_238754 


M00057038DA12 


ES188 


735815 


1876.Ell.gz43_238786 


M00057040B:F01 


ES188 


483101 


1876.F12.gz43_238803 


MO0O57O4OD:HO4 


ES 188 


736855 


1876.F18.gz43_238899 


M00057041D:B11 


ES 188 


546632 


1876.Gl2.gz43_238804 


M00057041D:C08 


ES 188 


492627 


1876.G13.gz43_238820 


M00057042B:A10 


ES 188 


727321 


1876.G22.gz43_238964 


M00057042D;E06 


ES 188 


736881 


1876.H06.gz43_238709 


M00057042D:G02 


ES 188 


733772 


1876.H08.gz43_238741 


MO0O57O43A:GO7 


ES 188 


732315 


1876.H12.gz43_238805 


M00057043C:H11 


ES 188 


638857 


1876.H22.gz43_238965 


M00057044C:B05 


ES188 


735871 


1876.116.gz43_238870 


M00057045A:C04 


ES 188 


734466 


1876.J05.gz43_238695 


M00057045D:D08 


ES188 


645803 


1876.J20.gz43_238935 


M00057046A:F02 


ES188 


732159 


1876.K03.gz43_238664 


M00057046A:G05 


ES 188 


668731 


1876.K05.gz43_238696 


M00057046C:E05 


ES 188 


732042 


1876.K14.gz43_238840 


M00057047C:C07 


ES 188 


725024 


1876.Lll.gz43_238793 


M00057047D:E01 


ES 188 


643933 


1876.L20.gz43_238937 


M00057047D:H04 


ES 188 


735054 


1876.L23.gz43_238985 


M00057048C:E04 


ES 188 


481293 


1876.M10.gz43_238778 


M00057048C:H11 


ES 188 


558573 


1876.M12.gz43_238810 


M00057048D:H10 


ES188 


732562 


1876.M20.gz43_238938 


M00057049D:F12 


ES 188 


732246 


1876.N07.gz43_238731 


MO0O57O5OB:FO6 


ES188 


737087 


1876.N14:gz43_238843 


MO0057O51B:fiO9 


ES188 


466920 


1876.O06.gz43_238716 


M00057051D:F07 


ES 188 


732242 


1876.023 .gz43_238988 










M00057052D:A07 


ES189 


708175 


1876.P18.gz43_238909 


M00057053AA02 


ES 189 


645262 


1885 .AOS .gz43_239038 
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M00057053A:D11 


ES 189 


446616 


1885A06.gz43_239086 


M00057053C:B10 


ES 189 


732872 


1885.A12.g243_239182 


M00057053C:G04 


ES189 


733623 


1885.A15.gz43_239230 


M00057053Da501 


ES189 


677769 


1885.A16.gz43_239246 


M00057054A:B12 


ES189 


729502 


1885.A18.gz43_239278 


M00057054A:D01 


ES189 


736113 


l«85.A19.gz43_239294 


M00057055B:D07 


ESlg9 


726380 


1885J16.g243_239247 


M00057055B:E10 


ES189 


730472 


1885.B17.gz43_239263 


M00057055B:F05 


ES 189 


567005 


1885.B19.gz43_239295 


M00057055C:F01 


ES189 


729981 


1885.C02.gz43_239024 


M00057055C:H07 


ES189 


728445 


1885.C06.gz43_239088 


M00057055D:D11 


ES 189 


725991 


1885.C07.gz43_239104 


M00057055D:F05 


ES 189 


733417 


1885.C08.gz43_239120 


M00057056B:C06 


ES 189 


134501 


1885.C16.gz43_239248 


M00057056B:D05 


ES 189 


455884 


1885.C17.gz43_239264 


M00057056B:D11 


ES 189 


731830 


1885.C18.gz43_239280 


M00057056B£09 


ES189 


735423 


1885.C19.gz43_239296 


M00057056B:F01 


ES189 


735423 


1885.C21.gr43_239328 


M00057056C:G03 


ES189 


734241 


1885.D02.g243_239025 


M00057056D:F11 


ES 189 


. 732223 


1885.D06.gz43_239089 


M00057057A:G01 " 


ES 189 


654723 


1885.D10.gz43_239153 


M00057057B:E06 


ES 189 


422590 


1885.D13.gz43_239201 


M00057057B:E07 


ES 189 


471982 


1885.D14.gz43_239217 


M00057057B:G03 


ES189 


736318 


1885.D15.gz43_239233 


M00057058D:F09 


ES189 


647427 


1885.E06.gz43_239090 


M00057058D:G08 


ES189 


451233 


1885.E07.gz43_239106 


M00057059A:B04 


ES189 


731449 


1885.E10.gz43_239154 


M00057059B:F03 


ES189 


597542 


1885.E15.gz43_239234 


M00057059C:A04 


ES189 


614455 


1885.E16.g243_239250 


M00057059C:E10 


ES 189 


502168 


1885.E19.gz43_239298 


M00057059C.H02 


ES 189 


620462 


1885.E20.gz43_239314 


M00057059D:A09 


ES189 


476947 


1885.E21.gz43_239330 


M00057059D:H09 


ES 189 


735292 


1885.F02.gz43_239027 


M00057060A:C10 


ES 189 


473742 


1885.F04.gz43_239059 


M00057060B:D07 


ESI89 


552641 


1885.F09.gz43_239139 


M00057060B:E06 


ES189 


449473 


1885.F10.gz43_239155 


M00057060C:D05 


ES189 


731844 


1885.F16.gz43_239251 


M00057060D:C09 


ES189 


450551 


1885.F20.gz43_239315 


M00057061A:F09 


ES189 


735216 


1885.F24'.gz43_239379 


M00057061A:H10 


ES189 


641848 


1885.G01.gz43_239012 


M00057061B:F01 


ES189 


449015 


1885.G02.gz43_239028 


M00057061B:F05 


ES189 


594013 


1885.G03.gz43_239044 


M00057061B:H02 


ES189 


733573 


1885.G04.gz43_239060 


M00057061C:D04 


ES 189 


595506 


1885.G06.gz43_239092 
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M00057061D:D03 


ES 189 


736156 


1885.G09.g243_239140 


M00057061D:F05 


BS 189 


452623 


.1885.G10.gz43_239156 


M00057062B:H04 , 


ES 189 


447075 


1885.G22.gz43_239348 


M00057062D:D04 


ES 189 


723853 


1885.H01.gz43_239013 


M00057063A:C08 


ES 189 


728884 


1885.H07.gz43_239109 


M00057063B:F06 


ES 189 


736285 


1885.H14.gz43_239221 


M00057063C:C04 


ES189 


736023 


1885.H17.gz43_239269 


M00057064B:H10 


ES 189 


481366 


1885J04.g243_239062 


M00057064C:F11 


ES 189 


541793 


1885.107.gz43_239110 


M00057064D:C09 


ES 189 


402180 


1885.110.gz43_239158 


M00057064D:G09 


ES 189 


729717 


1885.112.gz43_239190 


M00057065B:D12 


ES189 


723919 


1885.119.gz43_239302 


M00057065C:B07 


ES189 


420958 


1885.121.gz43_239334 


M00057066A:A09 


ES189 


422242 


1885.J13.g243_239207 


M00057066BA04 


ES 189 


727130 


1885.J20.gz43_239319 


M00057066C:B02 


ES 189 


572273 


1885.J24.gz43_239383 


M00057066D:B03 


ES189 


558549 


1885.K03.gz43_239048 


M00057066D:E01 


ES 189 


627515 


1885.K06.gz43_239096 


M00057067B:C11 


ES 189 


550637 


1885.KIl.g243_239176 


M00057067BH04 


ES 189 


449996 


1885.K15.gz43_239240 


M00057067C:D04 


ES 189 


736146 


1885.K17.gz43_239272 


M00057067C:H09 


ES 189 


730128 


1885.K19.gz43_239304 


M00057067D:F03 


ES 189 


472704 


1885.K23.gz43_239368 


M00057067D:H06 


ES 189 


726699 


1885.L02.gz43_239033 


M00057068A:C10 


ES 189 


736093 


1885.L03.gz43_239049 


M00057068A:E07 


ES 189 


73846 


1885.L04.gz43_239065 


M00057068A:F05 


ES 189 


559656 


1885.L05.gz43_239081 


M00057068A:F07 


ES 189 


730528 


1885.L06.gz43_239097 


M00057068A:G05 


ES 189 


736415 


1885.L08.gz43_239129 


M000S7068D:B03 


ES 189 


724773 


1885.L20.gz43_239321 


M00057068D:CP9 


ES 189 


455248 


1885.L22.gz43_239353 


M000S7068D:E0S 


ES 189 


736210 


1885.L24.gz43_239385 


M00057068D:F04 


ES 189 


554854 


1885.M01.gz43_239018 


M00057069A:F09 


ES 189 


560581 


1885.M09.gz43_239146 


M00057069A:H08 


ES189 


732072 


1885.M10.g243_239162 


M00057069B:A08 


ES 189 


453508 


1885.Mll.gz43_239178 


M00057069B:D07 


ES 189 


656268 


1885.M13.gz43_239210 


M00057069B:E07 


ES 189 


465470 


1885.M15.gz43_239242 


M00057069D:H09 


ES 189 


730697 


1885.N02.gz43_239035 


M00057070A:B07 


ES 189 


556385 


1885.N04.gz43_239067 


M00057070C:H10 


ES 189 


706245 


1885.N18.gz43_239291 


M00057070D:B08 


ES 189 


735028 


1885.N20.gz43_239323 


M00057070D:G03 


ES189 


649349 


1885.N23.gz43_239371 


M00057071A:A10 


ES 189 


731262 


1885.O01.gz43_239020 



788 



BNSOOCIO: <WO_0214S00A2J_> 



wo 02/14500 



PCT/USOl/25840 



Table 13 



ClonelD 


ESNo 


ClusterK) 


SequenceName 


M00057071A:B04 


ES 189 


624133 


1885.O02.gz43_239036 


M00057071C:G10 


ES 189 


469852 


1885.015.gz43_239244 


M00057071D:E01 


ES 189 


447758 


1885.O21.8z43_239340 


M00057071D:G01 


ES 189 


732351 


1885.022.gz43_239356 


M00057072A:C06 


ES 189 


4S6S30 


1885.P02,g243_239037 


M00057072A:G04 


ES 189 


448727 


1885.P04.gz43_239069 


M00057072B:E02 


ES 189 


422687 


1885.P08.gz43_239133 


M00057072C:A03 


ES189 


452224 


1885.P10.gz43_23916S 


M00057072C:A09 


ES189 


735283 


1885.P12.gz43_239197 


M00057072C:C02 


ES 189 


734787 


1885.P14.gz43_239229 


M00057072C:H01 


ES 189 


631526 


1885.P18.g243_239293 


M00057073A:B12 


ES 189 


620159 


1885.P22.gz43_239357 


M00057073D:H05 


ES 189 


732487 


1886A18.gz43_239662 


M00057077A:A07 


ES 189 


630291 


1886.C24.gz43_239760 


M00057077B:B06 


ES 189 


639629 


1886.D03.g243_239425 


M00057077B:D02 


ES 189 


726786 


1886.D06.gz43_239473 


M00057078A:E06 


ES 189 


450563 


1886.D19.gz43_239681 


M00057079A:F05 


ES 189 


556212 


1886.E23.g243_239746 


M00057082C:G03 


ES 189 


368965 


1886.H07.gz43_239493 


M00057087B:A07 


ES 189 


733910 


1886.L03.gz43_239433 


M00057087B:G10 


ES 189 


727461 


1886.L05.gz43_239465 


M00057087D:B04 


ES 189 


734059 


1886.L13.gz43_239593 


M00057088B:E02 


ES 189 


731358 


1886.M02.gz43_239418 


M000S7089B:D01 


ES 189 


538582 


1886.M20.gz43_239706 


M00057089D:E03 


ES 189 


731966 


1886.M24.gz43_239770 


M00057090A:B02 


ES 189 


473588 


1886.N04.gz43_239451 


M00057090A:C03 


ES 189 


727407 


1886.N05.gz43_239467 


M00057091D:F11 


ES 189 


732131 


1886.O22.gz43_239740 


M00057092A:H02 


ES 189 


729446 


1886.P06.gz43_239485 


M00057092C:A05 


ES 189 


419465 


1886.P15.gz43_239629 


M00057092C:B10 


ES 189 


729792 


1886.P16.gz43_239645 


M00057093C:A02 


ES 189 


553898 


1887.A08.gz43_239903 


M00057093C:E01 


ES 189 


736634 


1887.All.gz43_239951 


M00057093D:A11 


ES 189 


557606 


1887A17.g243_240047 


M00057094B:D07 


ES 189 


533689 


1887.B05.gz43_239856 


M00057095A:F11 


ES 189 


735113 


1887.B21.gz43_240112 


M00057095B:G03 


ES 189 


732873 


1887.C02.gz43_239809 


M00057096B:C05 


ES 189 


477387 


1887.C20.gz43_240097 


M00057096B:E06 


ES 189 


730697 


1887.C23.gz43_240145 


M00057096C:B08 


ES 189 


731477 


1887.D04.gz43_239842 


M00057096DJi05 


ES 189 


457842 


1887.Dll.gz43_239954 


M00057097B:E02 


ES 189 


729222 


1887.D20.gz43_240098 


M00057098A:A04 


ES189 


560885 


1887.Ell.gz43_239955 


M00057099A:C04 


ES 189 


644354 


1887.F09.gz43_239924 



789 



BNSOOCID: <VVO_0214500A2J_> 



wo 02/14500 



PCTAJSOl/25840 



Table 13 



ClonelD 


ESNo 
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M00057099A.H12 


ES189 


645139 


1887.F10.gz43_239940 


M00057099B:A06 


ES 189 


654475 


1887.Fll.g243_239956 


M00057099B:D02 


ES189 


733148 


1887.F15.g243_240020 


M00057099BJI11 


ES189 


630655 


1887.F18.gz43_240068 


M00057099CA06 


ES189 


733972 


1887.F20.g243_240100 


M00057099D:D11 


ES189 


732550 


1887.G02.gz43_239813 


M00057100C:F02 


ES 189 


i 735584 


1887.G18.gz43_240069 


M00057100C:F03 


ES 189 


559361 


1887.G19.gz43_240085 


M00057100D:B06 


ES 189 


736409 


1887.H02.g243_239814 


M00057100D:E09 


ES 189 


735515 


1887J105.gz43_239862 


M00057102A:F12 


ES189 


485441 


1887.104.gz43_239847 


M00057102B:E12 


ES 189 


543772 


1887.112.gz43_239975 


M00057102D:C11 


ES 189 


452276 


1887.117.gz43_240055 


M00057103A:F11 


ES189 


650920 


1887.121.gz43_240119 


M00057103A:G01 


ES 189 


737031 


1887.122.g243_240135 


M00057104A:H06 


ES189 


448325 


1887.J19.gz43_240088 


M00057104D:A02 


ES1S9 


731697 


1887.K09.gz43_239929 


M00057105C:C06 


ES 189 


516799 


1887.L07.gz43_239898 


M00057105C:G02 


ES 189 


734344 


1887.L12.gz43_239978 


M00057105D:C10 


ES 189 


733209 


I887.L14.gz43_240010 


M00057106A.H04 


ES189 


678846 


1887.M06.gz43_239883 


M00057108B:A12 


ES 189 


693869 


1887.N12.gz43_239980 


M00057109A:B02 


ES 189 


729992 


1887.O06.gz43_239885 


M00057109A:F11 


ES 189 


732885 


l887.O10.gz43_239949 


M00057109A:H09 


ES 189 


733348 


1887.012.gz43_239981 


M00057109C:D10 


ES 189 


732312 


1887.O19.gz43_240093 


M00057110A:A03 


ES 189 


729560 


1887.O24.gz43_240173 


M00057110A:E12 


ES 189 


651121 


1887.P02.gz43_239822 


M00057110C:A04 


ES 189 


638908 


1887.P06.gz43_239886 


M00057110C:B09 


ES 189 


736009 


l887.P08.gz43_239918 


M00057110D:E12 


ES189 


736220 


1887.P17.gz43_240062 


M00057112A:C12 


ES 189 


41S82S 


1888.A01.gz43_240175 


M00057112D:G08 


ES 189 


724952 


1888A18.gz43_240447 


M00057113A:A08 


ES 189 


733171 


1888.A20.gz43_240479 


M00057113B:F03 


ES189 


551624 


1888.A23.gz43_240527 


M00057114C:E07 


ES 189 


735018 


1888.B20.gz43_240480 


M00057114C:F08 


ES 189 


728479 


1888.B21.gz43_240496 


M00057115B:G06 


ES 189 


734737 


1888.C18.gz43_240449 


M00057115C:B11 


ES 189 


643517 


1888.C19.gz43_240465 


M00057115D:C10 


ES 189 


733225 


1888.D01.gz43_240178 


M00057115D:D06 


ES 189 


732113 


1888.D02.gz43_240194 


M00057115D:F06 


ES 189 


602673 


1888.D05.gz43_240242 


M00057116A:B06 


ES 189 


732896 


i 1888.D07.gz43_240274 


M00057116C:H09 


ES189 


73247f 


\ 1888.D23.gz43_240530 
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V100057116D:B10 




AHA 1 AO 


IQQfi m/( €*'*A*X '^ACi^AC 

\ ooo.LI24.g24J__24UD40 


M00057 1 1 7D:H0o 


rc 1 on 
bb 189 


733802 


1 ooo.cz 1 .gz4i_24U4yy 


m0005711oB:B04 


t?c 1 on 


O02012 


1 ooo .r U2.gZ4i_24U lyo 


V100057118B:E10 


ES 189 


553264 


1 6oo.rUo.g243_24U2oO 


M00057120A:D01 


ES 189 


555655 


looo r^i\£. ^»mA^ Oyinoiii 
1 8oo .u0o.g243_24U2o 1 


M00057120B:E08 


ES 189 


730565 


1 OOO Z^* 1 1 Oil AO il 1 

1 88o.ul 1 .gz43 J240341 


M00057120C:B09 


ES 189 


453733 


188o.ul2.g243_240337 


M00057120C:F08 


ES 189 


609459 


1888.G14.gz43_240389 


M00057121B:H10 


ES 189 


553338 


1888.H09.gz43_240310 


M00057121C:E08 


ES 189 


552783 


1888Jil2.gz43_240355 


M0005712i2A:A07 


ES 189 


639923 


1 OOO TT1 ^ A'i ^ A/\A'iO 

1 8 88 .H 1 7 ,gz43_24043 8 


M00057122A:C04 


ES 189 


647374 


t OOO TTt O /to ^ Ai\A C A 

1 688.H1 8 .gz43_240454 


M00057122A:C11 


ES 189 


733006 


1 888.H19.gz43_240470 


M00057122B:F04 


ES 189 


656263 


1 888 Ji23.gz43_240534 










M00057122C:H08 


ES 190 


418482 


1 888 .106.gz43_240263 


M00057122D:A01 


ES 190 


733365 


1888.107.gz43_240279 


M00057123A:F09 


ES 190 


732937 


1888.112,gz43_240359 


M00057123A:H09 


ES 190 


729299 


1888.115 .gz43_240407 


M00057123C:D03 


ES 190 


569256 


1 OOO Tl O ^A^ ^A/\AiZC 

1 888 .11 8.gz43_240455 


M00057123D:F07 


ES 190 


734606 


1888.122.gz43_240519 


M00057124A:G08 


ES 190 


736539 


1 OOO TAii A^ Oil AOO^ 

1888.J04.g243_240232 


M00057125A:A07 


ES 190 


726575 


1888J21.gz43_2405U4 


M00057125A:A12 


ES 190 


449770 


1000 TOO OilACOA 

1888.J22.gz43_24052U 


M00057125A:F07 


ES 190 


727142 


1000 TO>l 0>IA€€1 

1 888J24.gz43_240552 


M00057125C:B11 


ES 190 


736534 


1 888.K0o.gz43_2402o5 


M00057125C:E02 


ES 190 




1 OOO T/"! A >10 0>f AO^n 

1 8 8 8 .K 1 0 .gz43_24032y 


M00057125D:B02 


ES 190 


542490 


1888.K12.gz43_2403ol 


M00057125D:B09 


ES 190 


729519 


1 888.K13 .g243_240377 


M00057126C:C05 


ES 190 


662617 


188o.K23.gz43_24053 / 


M00057126DA04 


ES 190 


568632 


1888 .L03 .gz43_2402 1 o 


M00057127A:E10 


ES 190 


553087 


1 OOO T lO ^^A1 ^Af\1C^ 

1 8 8 0 . L 1 2 .gz43_2403 o2 


M00057127A:H10 


ES 190 


735959 


188o.L15.gz43_240410 


M00057127B:D10 


ES 190 


454961 


tOOO X 10 ^^A*^ OilA^CO 

1 888.L1 8.gz43_24u456 


M00057127C:F03 


ES 190 


447692 


tOOO T 1/1 ^^A1 OylAC</ 

188 8 .L24 .gz43_240554 


M00057128A:B04 


ES 190 


556867 


1 OOO "fc iTAO ^_vlO OilA'^nn 

1 888.M08.gz43_2402yy 


M00057128C:H02 


ES 190 


735514 


1 o88.M24.gz43_24033 3 


muuuj / 1 zyu.uu / 


PC ion 




1 >J74 &z43 240556 


M00057129D:F03 


ES 190 


451764 


1888.O06.gz43_240269 


M00057130A:A02 


ES 190 


736548 


lS88.O0g.gz43_240301 


M00057130Au\ll 


ES 190 


288535 


1888.O10.gz43_240333 


M00057130A:D10 


ES 190 


736810 


1 888.0 14.g243_240397 


M00057131D:D02 


ES190 


726176 


1888.P17.gz43_240446 


M00057131D:D07 


ES190 


735131 


1888.P18.gz43_240462 
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ilo JNO 


ciusteriii 


SequenceName 




no 




1 oy / . AUz .gZ43_2405 / D 


JVLUUUD / iOJ,\^\Al^ 


TSQ. ion 




1 SOT Anyl rw^A^ O^mrfCAT 

1 ©y /.A04.gZ43_z4UoU / 


MUUUD / 1 j^A.dU / 


17C ion 




1 fiOT A 1 C «MylO O^nTft^ 
1 ©y / A15.gZ4J_24U /o^ 


mUUU J / 1 3 J L/ .JdUz 


PC ion 




1 om Dn^ ^»>fo OAfMZ'yA 
1 oy /.b05 .gz43_z4Uoz4 




"DC 1 on 
no lyU 


472000 


1 oy7.C03 .gz43_240593 


MUUUD / 1 J jA.i5U/ 






ioy7.Cz3 .gz43_2409 13 


M0UU57 135A:rlUo 


CO ion 


< 732544 


lon'Ti^Ai m*iio Ovincii') 
1 o97.D0 1 .gz43 JZ405o2 


MUU057135D:DUl 


CO inn 
bS 190 


731470 


1 onrf TMO *«>io '>>inT0O 
l697.D12.gz43_24073o 


M0005 7 1 3oA:r 0 1 


bb 19U 


'70irO 1 A 

72ool0 


1 OA*? T\10 t^wmA'y ^Ar\oiA 

1 897 .Dl 8 .gz43_240o34 


M0005713oB:r06 


cS 190 


514142 


1 OAT nil t^wmAI OyfAOOT 

1897 .D21 .gz43_240882 


M00057137A:C01 


"DC 1 AA 

no 190 


562008 


1 OAT "DAT ^^A*i ^Ai\d(\ 

1 897.E02.gz43_240579 


M00057137A:H12 


ES 190 


A^A 

225960 


1 897.E06.gz43_240643 


M00057137B:C07 


T^O 1 r*A 

ES 190 


640662 


1 OA** T^l*^ . il'i AilA^OA 

1897.E12.gz43_240739 


M00057 1 38A:F02 


ES 190 


736288 


1 897 .F05 .gz43_240628 


M00057138B:B02 


t AA 

ES 190 


642273 


1 OAT "CAA ^_>IT TilA^AT 

1 897.r09.gz43_240692 


M00057 1 3 8B:H02 


T70 1 AA 

ES 190 


543772 


1 OAT T?1T - A'i ^A/\^A/\ 

1 897,F 12 .gz43_240740 


* */\AAtf ^ t ^ T^A^ 

M00057138C:D06 


ES 190 


723853 


t OA^ T?! ^ ilO A >1 A^OO 

1 897 .F 1 5 .gz43_240788 


M00057138D:F03 


T^C 1 rtA 

ES 190 


736318 


1 OAT T^l O ^^ilT A/IAOO^ 

1 897.F1 8.gz43_240836 


M00057138D:F10 


ES 190 


726440 


1 OAT T?1 A ^_>IT A>IAOCT 

1897.F19.gz43_240852 


M00057139A:B10 


ES 190 


>l O AAA1 

489001 


1 OAT T?TO - An T>fAA1^ 

1897.r23.gz43_240916 


M00057139A:G08 


ES 190 


568031 


1 897.G02.gz43_24058 1 


M00057139A:G12 


T70 1 AA 

ES 190 


492691 


1 OAT /^lAil ~r-i4T 0>IAi£10 

1 897 .vj04 .gz43_Z40o 13 


M00057139D:G07 


T?0 1 AA 

ES 190 


731317 


1 OAT /^1A ^^/lO T/IAOCO 

1897.Cjl9.gz43JZ40853 


TkJTAAA^'TI At\T\ T JA 1 

M00057140B:H01 


T70 t AA 

ES 190 


655327 


1 OAT TTAO ——ylT Tyin/CTO 

1 o97.rl08.gz43_240o7o 


HkJ'AAAf ^1 ilAT%.nA9 

M0005 7 140D:B03 


CC 1 AA 

ES 190 


500758 


ionTUic».*/io T>fnTon 
1 897 .rll 5 ,gz43_Z40790 


XJTAAA^TI ilATN TTA*^ 

M00057140D:F02 


■f70 1 AA 

ES 190 


567005 


1 OAT Ul T *-«/!0 OyinOOT 

1 897 .rll7 .gz43 JZ40822 


m00057141A:D09 


CO 1 AA 

ES 190 


732965 


1 0AT uron ^r*/io o/inoTn 
I5y7.rlz0.gz43_/40o /O 


M00057141A:G0o 


T?0 1 AA 

ES 190 


462779 


lOATUTo ^F*/to 0/inmo 
1 897.rl23 .gz43_240y 1 8 


M00057142A:H07 


ES 190 


A A A A'5 C 

449035 


1 OAT no #*^/to o/inooQ 
1 8y7 .118 .gz43_ii4uo3y 


M00057142B:F06 


1*?0 1 AA 

ES 190 


f f AAA>I 

559004 


1 8 97 .122 .gz43_240y 03 


M00057144B:B07 


T^O 1 AA 

ES 190 


735087 


1 0AT VI T ^rvvto TyinT>i<; 
1 897.K12.gz43_240745 


M00057144B:D04 


T^O 1 AA 

ES 190 


658271 


1 OAT VI 0 M>w>IO . T>inTiC1 

1 897 .Kl 3 .gz43_240 /0 1 


M00057144B:F10 


"CO "1 AA 

Eb 190 


CAT A Ar\ 


1 oy / . Jvl D,g24 J_Z4UoUy 


■» JTrtAA^'^'l A A'n T Tl A 

M00057144B:H10 


T7C! 1 AA 

ES 190 


523171 


1 OOT V 1 T ^^-^^ylO T>!AOT^ 

loy / .Kl / .gz43_240o25 


H JIAAAiC^ 1 A Af^. A A'^ 

M00057144C:A02 


Tjc inn 
bS 190 


4(So0/O 


1 ©y / . N.1 o .gZ4 J_/4Uo4 1 


M00057144C:G04 


T3C 1 AA 

ES 190 


50/122 


1 COT T^^^ OAiXOt 1 
1 ©y / . JvZo .g24 J_240yz 1 


•fc Ki\f\f\C^ 1 A A ^ ^ AO 

M00057144C:G08 


T?0 1 AA 

ES 190 


4/00o4 


1 COT er^AI 9^nOO'7 
1 ©y / .J\24.gZ4j_Z4Uy3 / 


Mnnn^7 1 ddn-no'^ 




555960 


1897 L02 ez43 240586 


M00057145B:B07 


ES190 


735131 


1897.L12.gz43_240746 


M00057145B:E06 


ES190 


642570 


1897.L14.gz43_240778 


M00057145C:H03 


ES190 


448202 


1897.L22.gz43_240906 


M00057145D:E01 • 


ES 190 


462779 


1897.M02.g243_240587 


M00057146A:H05 


ES190 


735801 


1897.M12.gz43_240747 


M00057146B:C06 


ES190 


735283 


1897.M13.g243_240763 
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M00057146B:H12 


ES 190 


397515 


1897.M17.gz43_240827 


M00057146D:F05 


ES 190 


549461 


1897.M24.g243_240939 


M00057147A:B07 


ES 190 


728413 


,1897.N03.gz43_240604 


M00057147AJE11 i 


ES190 


642936 


1897.N06.gz43_240652 


M00057147A:H07 


ES 190 


735729 


1897.N08.gz43_240684 


M00057147C:B01 


ES190 


457846 


1897.N12.g243_240748 


M00057147C:G01 


ES190 


730190 


1897.N14.gz43_240780 


M00057147D:H09 


ES 190 


718314 


1897.N22.gz43_240908 


M00057148B:G07 


ES190 


621226 


1897.O05.gz43_240637 


M00057148C:B02 


ES 190 


549285 


1897.O09.gz43_240701 


M00057148C:C09 


ES 190 


736318 


1897.O12.gz43_240749 


M00057149A:A04 


ES 190 


729843 


1897.O18.gz43_240845 


M00057149B:B07 


ES 190 


519378 


, 1897.P03.gz43_240606 


M00057149B:B08 


ES 190 


448212 


1897.P04.gz43_240622 


M00057149C:H01 


ES 190 


735756 


1897.Pll.gz43_240734 


M00057150D:C04 


ES 190 


447003 


1898A03.gz43_242227 


M00057150D:F08 


ES190 


450724 


1898.A05.gz43_242259 


M00057151A:B04 


ES190 


650297 


1898.A06.gz43_242275 


M00057I52BJ102 


ES 190 


480307 


1898.B05.gz43_242260 


M00057152C:C10 


ES 190 


640603 


1898.B10.gz43_242340 


M00057152C:C12 


ES 190 


527789 


1898.B12.gz43_242372 


M00057153B:A04 


ES 190 


734484 


1898.B22.gz43_242532 


M00057153B:D02 


ES 190 


734808 


1898.B24.gz43_242564 


M00057153B:G07 


ES 190 


596809 


1898.C02.gz43_242213 


M00057153D:H01 


ES190 


551654 


1898.C15.gz43_242421 


M00057154C:F04 


ES190 


456816 


1898.C21.gz43_242517 


M00057154D:H07 


ES 190 


400314 


1898.C23.gz43_242549 


M00057155A:E11 


ES190 


730661 


1898.D04.gz43_242246 


M00057155A:G11 


ES190 


730341 


1898.D07.gz43_242294 


M00057155A:H07 


ES190 


640563 


1898.D08.gz43_242310 


M00057155C:B07 


ES 190 


735993 


1898.D12.gz43_242374 


M00057155C:G04 


ES 190 


558477 


1898.D15.gz43_242422 


M00057155C:H07 


ES 190 


448510 


1898.D16,gz43_242438 


M00057155D:E12 


ES 190 


480142 


1898.D22.gz43_242534 


M00057i56B:D10 


ES 190 


491933 


1898.E06.gz43_242279 


M00057156C:E08 


ES 190 


552972 


1898.El0.gz43_242343 


M00057156D:F02 


ES 190 


734928 


1898£17.gz43_242455 


M00057157D:H08 


ES 190 


727608 


1898.F05.gz43_242264 


M00057158B:C02 


ES190 


736030 


1898.F10.gz43_242344 


M00057158C:G10 


ES 190 


727976 


1898.F17.gz43_242456 


M00057158C:G05 


ES 190 


736790 


1898.F19.gz43_242488 


M00057159C:E11 


ES190 


736228 


1898.01 l.gz43_242361 


M00057160A:C02 


ES190 


567122 


l898.G16.gz43_242441 


M00057160A:F11 


ES190 


736940 


1898.G18.gz43_242473 



79a 



•SNSOOCIO: «WO_(KMS00A2.l_> 



wo 02/14500 PCT/US01/2S840 



Table 13 





US jNO 




oequciiceiN oluc 




PQ ion 




1 80X 077 orA'^ 747S'^7 






4^1'^lfi 


1 XOR H04 0745 747750 






407S1fi 


1808H17a74'^ 747'^78 




ion 


7^^7S^ 

tDD tD\} 


1R0R 1-T14 0^4*^ 747410 




FQ ion 




1 XOR HI 0^41 747447 


iv/f nnA<7 1 ^1 n-uns 


pQ ion 


7'^n'^77 
/ D\)j / / 


1 ftOR TOA &74'^ 7477R*^ 

1 07 0 .Xvv/.gZrrO_^Z*rZZOP 


"\>rnnn^7i AOP'Pi n 

JVIUUU^ / lOZD.liiU 


PC ion 


TOOOCO 


180ft T1^ tt-yd'? 747477 


JVIUUU5 / lOzU.L/Ul 


PC ion 


Tocrqo 


180ST71 n-rA'X 747^7*^ 
1 070 .IZ 1 .gZ*TO_Z*fZ«>Z J 


MUUU5 / lOjA.i/1 1 


PC lOA 


/iQQ^OA 

*fo^32y 


ISOft THft r»'»4'^ 7477 1^^ 


XiTAAnC? 1 ^Q. A •T7AO 


PC ion 




107p.JU7.gZ^J_Z*fZ^JZ 


JVIUUU3 / 1 03\^.UUC) 


PC ion 


/OOZoo 


1 ftOfi fT^A'? 747444 


MUUU3 / 1 o^C: liU 1 


PC 10A 


TOAftTft 

/jOo /o 


1S0fiT71 rrTA*? 7A7^7A 
i070.LfZl .g2*^J^Z4Z^Z0 


MU0u57 1 o5C:iiUo 


T?0 1 OA 


<OOT1/l 

jyy/ 14 


1 fiOft T 00 n-rA^ 0A7^A7 


MUUu!) /lojC.rUj 


t70 1 OA 


TOIOI < 

/jLoyij 


1 070.1^ p .gZ*f 3_Z4Z^^ o 


M00057 1 65D:il05 


"EC 1 OA 


o4oo2U 


1 ©y o .M i i .gZ*r J_Z4Z30 / 


MuOU5 / 1 ODI5:i5U7 


PO 1QA 

jbo lyu 


/J 00^4 


1 soft lV>ri <S rvyA7 OAOA^ 1 


X A A A A£ T 1 ^ . T7AC 


"DC 10A 


44o50^ 


1 ftOfi \>l7n mAQ 7A7^ 1 1 
l070 .MZU.gZ(f 3_Z*ftZ3 1 1 


M00057 1 ooBruOo 


"CO lAA 

bb IVU 


T^TA/IO 


1 fiOft TUrOO r»A7 7A7^A9 
1 o y o .MZZ .gZ*fr J__Z*IZ3*t J 


M00057 1 66C: Al 0 


T7C 1 AA 


A<00 

44yDzy 


1 COft 'Mn'3 rr'vAQ 7A77An 
1 oyo.XNUj .gZ40_Z4ZZ*rU 


X /TAAACT 1 an A ."r\AO 


"DO 1 OA 

ho iy\) 


/Zp44o 


1 soft xri7 ftvA^ 7474nn 

1 oy O .IN 1 3 .gZH J_ZHZ*fUU 


X if AAACT 1 iCH/^. A A< 

M00057 1 o7C:A05 


"CC 1 OA 

bo lyu 




1 ftOft Xr77 (»749 747^44 
1 oyo.INZZ.gZ*! j_Z*IZD*Hfr 


X JTAAAC^ 1 /rO"D.T^AO 


"CO 1 OA 

bo lyu 


^0*2 /;o< 


1 ftOft niO ft-yA'^ 747*59^ 

1 oyo.vj iz.gZH^^ZHZ joj 


XyTAAACTl iCO/^.T^AO 


"CO 1 OA 

bo lyu 


T^TAA/i 


1 ftOft n7'3 rt'rA'X 747^^1 
1 oy O .\J/,J .gZ4-O^ZH-Z J 0 1 


X>rAAAC7 1 /IQ A •I7A< 


PC ion 
bo lyu 


Azl09^7 

oHyojz 


1 ftOR PO^ frrA'^ OAOOIA 
1 07o.ruj,gz*Tj__z*tzz /*t 


XiTAAACT 1 iCA A •I7A£ 


irc 1 OA 

bo lyu 


70Q^<0 


1 808 cr-rA'X 74770n 
1 oyo.r^UO.gZ'fO_Z'fZZ7U 


XjTAAA^'TI iCQ/^.Ul a 

MU0U3 / loyciiiu 


PC lOA 
bo lyV 


/ J /UUO 


1 ftOR PI ^ cf-rA'^ 7474*^4 

1 070.Jr l^.gZ^Ti^^^ZHZHOH 


X yTAAACTl ilOi^.Ul O 


TTC 1 OA 

bo lyu 




1 ftOft PI ^ etTA'X 7A74^n 
1 oyo.r^ 1 0.gZ'fj__Z*fZ*f 


XjrAAA-CTl 'TA A .T\A^ 

M00057 1 70A:D0o 


irO 1 OA 

bo lyu 


T'a'aoTO 
/D5y /Z 


IftOO Am cttA^ 7A7^70 

X oyy.Aui,gZHj^z**zj ly 


M00057 1 7uA:L) 1 1 


"CC IQA 

bo iyu 


ATI ftCT 


1ft0fiP7AA747 747S7ft 
i070.l^Z*f .gZn-^^Z*fZ^ /O 


X yiAAA^T 1 '7A A .XJA/I 


CO 1 OA 

bo lyu 


TOAoon 
/JUZZU 


* 1 ftOO AnA rr^A^ 7A7A^0 
1 oyy.Aw0.gZ*r3^Z*rZOJ7 


X/IAAACTI 'TA'D.OAI 


t30 lOA 

bo lyu 


71AT0A 
/ 34 /Z4 


1 ftOO All a-rA'X 7477*^0 

x&yy.AX X .gz*t:>_z*tz loy 


X iTAAACO 1 TA/^.OAI 


DO 10A 

bo lyu 


T0«01 


IftOO AlA ci^yA'k 7A77ft7 

ioyy.Ax*f.gz*fj_z*fz / o / 


XiTAAAC^I TAn.DAO 


PC 1 OA 

bo lyu 


4oUcyZ3 


1 ftOO A7'^ ^74^^ 747071 
X oy 7. AZO .gZ*f^__ZH-Z7 J X 


X /f AAAC7 1 TO A •'DAI 


PO 1 OA 

bo lyu 


TOOAOC 

/z^yoD 


1ftOOTl10o747 747ftf?ft 

X oyy.uxy.gzHo^zHzooo 


XyTAAACTl TO A .'DAA 

M00U57 1 72A: J5U4 


DO 1 OA 

bo lyu 


D4yizo 


1 ftOO U7n fr747 747ftft4 

X oyy .DZu.gzH^^zHzooH 


XiTAAACT 1 TO A .UAf 

MUUu57 1 72A:rl0o 


PC ion 

bo lyu 


ojy^u / 


1 ftOO R77 0947 747Q1 A 
X 077 .15ZZ.gZ*>0_ZHZ 7 lO 


X JTAAACT 1 TOT%.T?AO 

M00057 1 72D:F08 


DO 1 OA 

bo lyu 


4/Jzjo 


1 SOO PnO ctA'X 7A77nO 

X ©yy. v^uy . gz*f ^_zH-z /U7 


Mnnn^7 1 7*^ a -^07 


F^ 100 

JDO 17\/ 




1899Cllez43 242741 


M00057173C:C07 


ES190 


535866 


1899.C21.g243_242901 


M00057173D:B12 


ES190 


562453 


1899.D02.gz43_242598 


M00057173D:C07 


ES190 


729039 


1899.D03.g243_242614 


M00057173D:E04 


ES190 


422590 


1899.D04.gz43_242630 


M00057174B:C06 


ES 190 


734209 


1899.Dll.gz43_242742 


M00057174B:C11 


ES 190 


561632 


1899D13.gz43_242774 
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M00057174B:F11 


ES190 


421794 


1899.D15.gz43_242806 


M00057174B:G03 


ES 190 


734744 


1899.D16.gz43_242822 


M00057174B:G12 


ES190 


448770 


1899.D17.gz43_242838 


M00057174C:G07 


ES 190 


648221 


1899.D21.gz43_242902 


M00057175B:G12 


ES190 


732625 


1899.E08.gz43_242695 


M00057175C:D02 


ES190 


731370 


1899.E13.g243_242775 


M00057175C:F01 


ES190 


451812 


1899.E16.gz43_242823 


M00057175D:A12 


ES 190 


532904 


1899.E17.gz43_242839 


M00057175D:E12 


ES 190 


451383 


1899.E22.gz43_242919 


M00057176A-A04 


ES 190 


734692 


1899.F01.gz43_242584 


M00057176A:C02 


ES 190 


735235 


1899.F03.gz43_2426r6 


M00057176A:H10 


ES 190 


735764 


1899.F07.gz43_242680 


M00057176A*H12 


ES 190 


462986 


1899.F08.gz43_242696 


M00057176B*B07 


ES 190 


639779 


1899.Fll.gz43_242744 


M00057176BF10 


ES 190 


735605 


1899.F16.gz43_242824 


M00057176C'H08 


ES 190 


573733 


1899.F19.gz43_242872 


M00057176DA03 


ES 190 


625988 


1899.F20.gz43_242888 


M00057177CD07 


ES 190 


625988 


1899.G12.gz43_242761 


M00057177C:G11 


ES 190 


480142 


1899.G13.gz43_242777 


M00057177CH04 


ES 190 


732429 


1899.G15.g2!43_242809 


M00057177DG05 


ES 190 


734726 


1899.G22.gz43_242921 


M00057179CB05 


ES 190 


449548 


1899ii05.gz43_242650 


M00057179CG10 


ES 190 


482512 


1899.H08.gz43_242698 


M00057179D:B09 


ES 190 


494423 


1899JI09.g243_242714 


M00057180A:H11 


ES 190 


530883 


1899.H15.gz43_242810 


M00057180BC06 


ES 190 


718314 


1899J118.gz43_242858 


M00057180BD01 


ES 190 


475872 


1899.H19.gz43_242874 


M00057180B-F05 


ES 190 


736280 


1899.H21.gz43_242906 


M00057180B:G06 

X TX ^/ >/ W # X^/VX^*^'V^' 


ES 190 


674526 


1899.H23.gz43_242938 


M00057180BH05 

AtXwX/w*^ / X WX^»XXw^ 


ES 190 


550588 


1899.H24.gz43_242954 


M00057180CF09 


ES 190 


736309 


1899.106.gz43_242667 










M00057180D'C10 


ES 191 


735789 


1899.109.gz43_242715 


M00057180DG06 


ES 191 


488447 


1899.111.gz43_242747 


M00057181CD10 


ES 191 


554221 


1899J01.gz43_242588 


M00057181CG07 

XTX W / X W X V • 


ES 191 


560183 


1899.J03.gz43_242620 


M00057181DC09 

^▼XV/W*^ # XUXXi^>VXV>^ 


ES 191 


735801 


1899.J07.gz43_242684 


M00057181D:H07 


ES 191 


452243 


1899.Jll.gz43_242748 


M00057182A:H07 


ES 191 


737116 


1899.J18.gz43_242860 


M00057182B:D09 


ES 191 


736773 


1899.J22.gz43_242924 


M00057182C:C03 


ES 191 


642936 


1899.K04.gz43_242637 


M00057182C:C11 


ES 191 


373615 


1899.K06.gz43_242669 


M00057182D:A08 


ES 191 


477098 


1899.K07.gz43_242685 


MO00S7182D:Bll 


ES 191 


736593 


. 1899JC09.gz43_242717 
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M00057186A:B03 


ES 191 


732244 


1899.K14.gz43_242797 


M00057186A:E12 


£S 191 


560568 


1899.K17.gz43_242845 


MO0O57186B:E07 , 


ES 191 


636748 


1899.K22.gz43_242925 


M00057189A:A08 


ES 191 


735871 


1899.L05.gz43_242654 


M00057189C:G11 


ES 191 


736354 


1899.L20.gz43_242894 


M00057189D:B08 


ES 191 


733623 


1899.L22.gz43_242926 


M00057189D:G08 


ES 191 


554683 


1899.M02.gz43_242607 


M00057191A:H09 


ES 191 


734031 


1899.M07.gz43_242687 


M00057191B:C06 


ES 191 


735514 


1899.M09.gz43_242719 


M00057191C:D02 


ES 191 


727523 


1899.M14.gz43_242799 


M00057191D:B08 


ES 191 


463402 


1899.M17.gz43_242847 


M00057191D:G10 


ES 191 


734928 


1899.M22.gz43_242927 


M00057192A:B04 


ES 191 


730805 


1899.M23.gz43_242943 


MO0057192A:D05 


ES 191 


724061 


1899.M24.gz43_242959 


M00057192A:D12 


ES 191 


735426 


1899.N01.gz43_242592 


M00057192A:F01 


ES 191 


474346 


1899.N02.gz43_242608 


M00057192A.H05 


ES 191 


730106 


1899.N04.g243_242640 


M00057192B:D10 


ES 191 


419711 


1899.N07.gz43_242688 


M00057192C:B11 


ES 191 


730899 


1899.N10.gz43_242736 


M00057192D:C10 


ES 191 


734724 


1899.N13.gz43_242784 


M00057192D:G02 


ES 191 


726786 


1899.N16.gz43_242832 


M00057192D:G04 


ES 191 


736402 


1899.N17.gz43_242848 


M00057193B:C11 


ES 191 


156329 


1899.N21.gz43_242912 


M00057193C:F11 


ES 191 


640635 


1899.O06.gz43_242673 


M00057193D:F06 


ES 191 


630516 


1899.O09.gz43_242721 


M00057194A:B07 


ES 191 


734061 


1899.01 l.gz43_242753 


M00057194A:C06 


ES 191 


736049 


1899.013.gz43_242785 


M00057194A:F01 


ES 191 


725089 


1899.016.gz43_242833 


M00057194A:H01 


ES 191 


724061 


1899.018.gz43_242865 


M00057194B:E05 


ES 191 


721768 


1899.021.gz43_242913 


M00057194B:H08 


ES 191 


728061 


1899.024.gz43_242961 


M00057194C:A03 


ES 191 


454812 


1899J01.ga43_242594 


M00057194C:F02 


ES 191 


736861 


1899.P05.gz43_242658 


M00057194C:F10 


ES 191 


390968 


1899.P07.gz43_242690 


M00057194D:C12 


ES 191 


552055 


1899.P10.gz43_242738 


M000S7196A:E03 


ES 191 


729173 


1899.P15.gz43_242818 


M00057196B:H10 


ES 191 


516729 


1899.P17.gz43_242850 


M00057197D:H10 


ES 191 


735797 


1900.A14.g243_243171 


M00057198B:C02 


ES 191 


161489 


1900.A20.gz43_243267 


M00057199B:B06 


ES 191 


516729 


1900.B08.gz43_243076 


M00057199C:H08 


ES 191 


483061 


1900.B12.gz43_243140 


M00057200B:D04 


ES 191 


532904 


1900.B22.gz43_243300 


M00057200D:E03 


ES 191 


730308 


1900.C04.gz43_243013 


M00057201AJi03 


ES191 


725905 


1900.C12.gz43_243141 
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M00057201BJI10 


ES 191 


494423 


1900.C20.gz43_243269 


M00057202A:D05 


ES 191 


446752 


1900.D06.gz43_243046 


M00057203B'F08 


ES 191 


552457 


1900.E02.gz43_242983 


M00057203C'A09 


ES 191 


734993 


1900.E04.gz43_243015 


M00057203DA09 


ES 191 


689424 


1900.E08.gz43_243079 


M00057204A'F11 


ES 191 


736276 


1900.E15.gz43_243191 


M00057204CG06 


ES 191 


561626 


1900.E24.gz43_243335 


M00057205D-G06 


ES 191 


734226 


1 900.F20.gz43_243272 


M00057206A'C06 


ES 191 


640350 


1900.G01.g243_242969 


M00057207A-A07 


ES 191 


736500 


1900.G20.gz43_243273 


M00057207B'F06 


ES 191 


562320 


1900H04fiz43 243018 


M00057208BH08 


ES 191 


731531 


1900i08.gz43_243083 




ES 191 


732771 


1900 114 cz43 243179 


M000572 1 OA -C 1 2 


ES 191 

JUrtJ X^ X 


726449 


1900 KOI 2243 242973 


MflOOS 72 1 or DOQ 


ES 191 

J^iJ X^ X 


736778 


1900 K08 2243 243085 




1Q1 


730109 


1900K12cz43 243149 


MnOOS771 1 A -DO! 




733272 


1900K20cz43 243277 




F^ IQl 

X^^ X7X 


648379 


1900 K22 £243 243309 




101 

£>0 X7X 


653616 

\3JJ\jX\j 


1900 K24 ffz43 243341 




FS IQl 

X«(i3 X^' X 


559754 


1900 L04 ez43 243022 


Mono579 1 1 r-ro6 


FS 191 

XJiJ X^ X 


736738 


1900 L06 ez43 243054 


Mnno'S72 1 1 r-FOS 


FS 191 

X«rO X7 X 


451176 


1900L09ez43 243102 


\/Tnnos77 1 9'R-r)05 

iyi\J\J\jJ 1 X £*XJ tXJyJ ■J 


ES 191 

X^tJ X7 X 


450284 


1900 L23 cz43 243326 




ES 191 

XJlJ X^ X 


648757 


1900M12fiz43 243151 




ES 191 

l^ij X7X 


736497 


1900M19fiz43 243263 


MOnOS 72 1 4B 1 2 


ES 191 

XJtD X^ X 


649490 


1900 M22 2243 243311 


MOOOS72 1 fir-ni 2 


ES 191 

X^iJ X7 X 


194769 


1 900 N22 2243 243312 


Mnftos7? 1 fiD-nos 

ySl\jyj\iJ 1 Z»x yjxJ ,U\JJ 


ES 191 


556656 


1900O04C243 243025 


M000S7216D'E12 


ES 191 


642985 


1900.O06.gz43___243057 


M000^7216DF10 

l\X\J\J\JmJ 1 ^ X\JXy .X X\J 


ES 191 


639395 


1 900 .007.g243__243073 


M00057217A-A12 


ES 191 


724638 


1900.O10.g243_243121 


M00057217B-F12 

iyi.\/v/\/«7 9 4» X t x^,x x^ 


ES 191 


449078 


1900.O19.g243_243265 


M000572 1 7D- A06 


ES 191 


712120 


1900.P10.g243_243122 


MOnOS7218rF10 

l\X\J\J\JmJ 1 X%J^^»X X\J 


ES 191 


454129 


1909.A04.g243_243395 


MOOOS 72 1 9AD05 


ES 191 


726251 


1909.A09.gz43_243475 


M000S721 QA-D07 


ES 191 


733151 


1909.A10.gz43_243491 


}yx\j\j\u /AX yr\^,xjx x 


ES 191 

Xm^lJ X^ X 


733309 


1909.A12.g243_243523 


M00057219A:H11 


ES 191 


736988 


1909.A13.g243_243539 


M00057219B:B10 


ES 191 


591979 


1909A14.g243_243555 


M00057219B:C06 


ES 191 


474869 


1909.A15.gz43_243571 


M00057219D:C02 


ES 191 


737010 


1909.A23.g243_243699 


M00057219D:G11 


ES191 


380310 


1909.B03.gz43_243380 


M00057219D:H04 


ES191 


733868 


1909.B04.gz43_243396 


M00057220A:C06 


E3191 


472811 


1909,B08.gz43_243460 
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Ha INO 
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0*tZOj 1 


1 0nO ROO rr-y/l'^ 7/1^47#? 
l7U7.J3U7,gZ*f j_Z4j4 /O 




T7Q 101 


^1 0A<:7 


1 y U7 » j5 1 J .gZ4 J_Z4 J D4U 




101 


*f /OoOO 


1 OnO PI 7 rr«»AO 7A0^nA 
iyuy.i5i /»gZ4j_z4jOU4 




PQ 101 


70«/;07 
/ JjOZZ 


1 0 AO 1 ft rrTA 0 7AQA7n 

iyuy.i3io,gz4j_/43ozu 




T7C 101 


jDOojZ 


1 QAO "POA /v^AQ 7AQX<0 

1 y uy .czu ,gz43_24i ojz 








TOAO T37Q OAQTAA 

iyuy.i32j,gz4j_z4J /uu 


IVIUUU3 tZZKjJj.EAJO 


1Q1 


4ojoy/ 


lOAO /^AO ^rvAO lylOOOl 

iyuy.UU3.gz43_24i3ol 


NIKJWD 1 ZZUJLI.r UZ 


T7C 101 


7'2<<1 A 


IQAO/^AA #v««AO OAOOOT 

iyuy»i>u4.gz43_z4i3y / 


XViUv/wJ /ZZi/iy.rUO 


FC 101 


/JOU/O 


1 0AO #^A< »*vAO 

1 yuy ,CU5 .gZ4 j_z4o4 u 




T76 101 


4j^JO/ 


lyuy 1 u.gz4o_z4o4y J 


iv/rnnn'^777 1 P'T^hi 


T7C 101 


<Q 1111 
0 J 1 1 1 1 


10A0 /^17 ^rvAO OAO^T^ 

iyuy.t/lZ.gZ4i_24i525 


IVl UUU3 /ZZXJD.Cl 1 


PC 101 
Co 171 


7Q«3AX 
/jjjUO 


10AO «v*AO 7^04:70 

iyuy.L/15.gZ4o_z4o5 /D 


nftn^777 1 r'-TJAT 


PC 101 
CO iVl 


CC0Q<A 

3j3ojU 


lOnO /^77 «««*A7 OAOiCOC 

1 y Uy .L«Zz .gZ4i__243 0 o5 


JVIUUU3 /ZZiU.rUZ 


PC 101 

CO IVl 


4XoOoZ 


10AO /^77 ««^A7 7Aa7A1 

iyuy.czo.gz43_z4o /ui 




CO lyi 


0O0A/C1 

^yoUoi 


10A0 TIAC <«.^A? 

Xyuy.UU5.gz4i_243414 


MUUU3 /ZZZI^. UlU 


PC 101 

CO lyi 


TO C C 1 A 


IQAQTMl ^^AO lAO^lA 

lyuy.Ul l.gz4o_24o5 lU 


MUUUj /Z/oA.rUo 


CO lyi 


/ozoyy 


1 Q AO TM 7 *VF»A O OAOiCAlC 

lyuy.ui /.gz43__z4JDUo 


MUOUj J 


"DC I01 

CO lyi 


/i4ouy 


lOAQT^Tl ^mwA'J TA'iiZTA 

lyuy .D2 1 .gz43 j643o7U 


MUUUj /Zz3l3.r>U4 


"DC 1 Ol 

CO lyi 


/oooy4 


10AO T^OO ^^A'i OA'3iCO/C 

iyuy.Llzz.gZ43_z43Doo 


MUU057zz3t|:UUl 


"DC 1 Ol 

cb lyi 


726 ©yz 


lOhOCAO A^AO OA^'aO^ 

1 909.bU3 .gz43_2433o3 


Mu00d7z23Ci/V01 


cs lyl 


54y578 


YOAO CAC ^„y|*l ^A'^A'tK 

1 909 .E05 .gz43_2434 1 5 


X >r A A A CTO 0 0 0 . 13 A 1 


TJC 1 Ol 

cb lyi 


727255 


1 AAA "CnC ^^A'J ^A'JAIl 

iyuy.cUo.gz43_24343 1 


A A A A A TOO 'J r\ .U A 0 


■DO lOl 

cb lyi 


/io/3o 


1OAO1310 ^mA'S '^AltiAl 

1 y Uy .c 1 3 .gZ43_243543 


AAAAASTOOA A .TkAl 

MU0U57zz4A:DU7 


CC 101 

cd lyi 


454^55 


lOAOCliC^^A^ OA'SCOl 

1 9Uy .c 1 o .gz43_243 5 y 1 


M UU U5 7224B : jiU2 


"DC 1 Al 

hb lyl 


72755© 


1 y U9.c24.gz43_2437 1 9 


A /TAA A^TTl /I ."D AO 

MUUUj72z4C:JoUz 


t?0 1 Ol 

ho lyi 


475552 


iyuy,rU2.gz43_2433oa 


M0UU57225A:CUo 


"CC 1 Ol 

CO lyi 


C<A1 O 1 

55Ulzl 


1 AAA TTIA ^^A1 OA'3AC\C 

lyuy.r lU.gz43_2434yo 


MUUUD /i2->A.iiU3 




oU2o/3 


I yuy .r 1 1 .gz43_2435 12 


AAAAA^'700</^.'I7AO 

jVlUUUD /zzDCrUy 


"DO lOl 

CO lyi 


TOA ^iC^ 

/o450Z 


lOAOfOQ f^^AI 'JA^nnA 

iyuy.rZ3.gz43_z43 /U4 


AAAAA^T^O^/^.XJAT 

MUUUj /Zz^C:rlU / 


"DO lOl 

CO lyi 


/o4oZo 


lOAO/tiAl e^'wAl OAOO^O 

1 y uy .vjU 1 .gZ43_Z4335 3 


A>f AAA^TIO^T^.'CA 1 

MUUuD72z^ll.\bUi 


CO 1 Ol 

CO lyi 


/j4oyu 


1 OAO /"10< e^^A'i ^AlA^n 

iyuy.VjU5.gz43_z434i / 


J\iUUUD7zzoAti5vl4 


PC 101 

Co lyi 


iCA/^<<0 

04055z 


lOAO /^1^ nfvAl 740<4< 

iyuy.vyi3.gz43_z43j4D 


A/TAAA^TOO/C A •T7AO 

MUUU J /zzoA.iiUy 


PC lOl 

CO lyi 


^ /41Z5 


1 0AO /^l /vtA7 7A0^Q7 

iyuy.vriD.gz43_z4jDy3 


Muuuo /zzow^uy 


PC 101 

CO lyi 


*71AQ1 < 

/^4yij 


1 OnO 07'3 ff^AI ')A*X1C\K 
i yuy. 023 .gZ4^_Z4 J / U3 


JVIUUUj /ZZO\^.JdUD 


PC 101 

CO lyi 


4771 1 0 
4Z/X ID 


lonouni fYT/io OAoo^A 

iyuy.rlUl .gZ43_Z43J34 


lV>inAA^777^r*'T7A^ 


PC 101 

CO lyi 


1 7^^7/1 


1 OnO XJA7 rr-^AO 7A0^7fl 

iyuy.riuz.gz4^_z4jj /u 


AAAAA^TOO^/"*'!?! O 


PC 101 

CO lyi 


04Zy4U 


1 OAO UAA rrT^O 74'5A A7 
X y uy .riU4 .gZ4 j_Z4 J4UZ 






64S140 


1 909 H08 fyz43 243466 

i. ^v>7.x xv/o»ft^^j ^TJ^vyy/ 


M00057226D:B03 


ES 191 


735050 


1909.H10.gz43_243498 


M00057226D:C10 


ES191 


735172 


1909.Hll.gz43_243514 


M00057227B:A05 


ES 191 


732159 


1909.H20.gz43_243658 


M00057227B:D12 


ES 191 


560399 


1909.H23.gz43_243706 


M00057227BH04 


ES 191 


607202 


1909.H24,g2?43_243722 


M00057229A:B03 


ES 191 


632499 


1909.106.gz43_243435 
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M00057229B:F11 


ES 191 


647815 


1909.1 1 1 .gz43_2435 15 


M00057229B:G11 


ES 191 


650599 


1909.112.gz43_243531 


M00057230B:B07 


ES 191 


616985 


1 909.12 1 .gz43_243675 


M00057230B:F10 


ES 191 


641510 


1909.124.gz43_243723 


M00057230C:C05 


ES 191 


723959 


1909.J03.g243_243388 


M00057230C:G12 


ES 191 


598087 


1909,J09.gz43_243484 


M00057230D:C05 


ES 191 


456224 


1909.J12.gz43_,243532 


M00057231A:D04 


ES 191 


733149 


1909J17.gz43_243612 


M00057231A:G04 


ES 191 


405546 


1909.J22.gz43_243692 


M00057231B:A01 


ES 191 


561877 


1909.K01,gz43_243357 


M00057231C:B04 


ES 191 


735749 


1909.K02.g243_243373 


M00057231C:E06 


ES 191 


737010 


1909.K06.gz43_243437 


M00057231C:F12 


ES 191 


398061 


1909.K09.g243_243485 


M00057231C:G04 


ES 191 


735140 


1909.K10.gz43_243501 


M00057231D:A04 


ES191 


639565 


1909,K14.gz43_243565 


M00057231DA05 


ES 191 


732736 


1909.K15.gz43_243581 


M00057231D:F10 


ES 191 


486051 


1909.K22.gz43_243693 


M00057232B:G02 


ES 191 


728121 


1909.L06.gz43_243438 


M00057232D:B03 


ES 191 


555336 


1909.L12.gz43_243534 


M00057232D:B05 


ES 191 


735131 


1909.L13.gz43_243550 


M00057233A:C04 


ES 191 


724417 


1909.L15.gz43_243582 


M00057233B:G04 


ES 191 


454563 


1909.M01,gz43_243359 


M00057233D:G12 


ES 191 


463513 


I909.M09.gz43_243487 


M00057234B:F06 


ES 191 


727532 


1909.M18.gz43_243631 


M00057234C:D11 


ES 191 


664711 


1909.M23.gz43_,243711 


M00057234D:A12 


ES 191 


733874 


1909.N03.gz43_243392 


M00057234D:C09 


ES 191 


726760 


19O9.NO4.gz43_243408 


M00057234D:E04 


ES 191 


601051 


. 1 909.N05.gz43_243424 


M00057235B:A07 


ES 191 


731467 


1909.N14.gz43_243568 


M00057235C:C08 


ES 191 


734151 


1909.N2Lgz43_243680 


M00057235C:F03 


ES 191 


734553 


1909.N22.gz43_243696 


M00057235D:A05 


ES 191 


733160 


1909.001. gz43_243361 


M00057235D:C03 


ES 191 


417822 


1909.O03.gz43_243393 


M00057236A:F08 


ES 191 


450340 


1 909.0 10.g243__243505 


M00057236B:D11 


ES 191 


725120 


1909.O13.gz43_243553 


M00057236C:C07 


ES 191 


453132 


1909.O19.gz43_243649 


M00057236D:H09 


ES 191 . 


625810 


1909.P0Lgz43_243362 


M00057237B:D10 


ES 191 


735817 


1909.P10.g243_243506 


M00057237D:C1 1 


fcS 191 


724781 


190i'.riy.gz43_243o50 


M00057237D:D09 


ES 191 


473578 


1909.P22.gz43_243698 


M00057238A:D07 


ES 191 


641680 


1910.A03.gz43_243763 


M00057238B:F05 


ES 191 


551437 


1910.A09.gz43_243859 


M00057239B:F05 


ES191 


647704 


1910.B07.gz43_243828 


M00057239C:E05 


ES191 


734466 


1910.B10.gz43_243876 
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M00057239C:G07 


ES 191 


729125 


1910.B13.gz43_243924 


M00057239D:D01 


ES 191 


456753 


1910.B16.g243_243972 


M00057240A:F03 


ES 191 


730028 


1910.C01.gz43_243733 


M00057240B:C01 


ES 191 


730046 


1910.C06.g243_243813 










M00042351A:H03 


ES192 


499660 


1923.A02.gz43_252631 


M00042351C:G01 


ES 192 


■ 498777 


1923.A05.gz43_252679 


M00042351C:G11 


ES 192 


452094 


1923A06.g243__252695 


M00042351D:D02 


ES 192 


496446 


1923.A09.gz43_252743 


M000423S1D:F08 


ES192 


451429 


1923A10.g243_252759 


M00057240C:A06 


ES 192 


733855 


1910,C13.gz43_243925 


M00057241B:B04 


ES 192 


734094 


1910.D01.g243_243734 


M00057241D:C04 


ES 192 


734226 


1910.D08.gz43_243846 


M00057241D:G01 


ES 192 


733945 


1910.D14.g243_243942 


M00057242A:H11 


ES 192 


734808 


1910,D19.gz43_244022 


M00057242B:F07 


ES 192 


735477 


19 10.D21 .g243_244054 


M00057242C:G12 


ES 192 


611604 


1910.E01.gz43_243735 


M00057242D:C07 


ES 192 


650067 


1910.E06.g243_243815 


M00057242D:F10 


ES 192 


453454 


1910.E09.gz43_243863 


M00057243A:H03 


ES 192 


457846 


1910.E15.g243_243959 


M00057243C:D01 


ES 192 


733552 


1910.F02.gz43_243752 


M00057243C:H11 


ES 192 


734884 


1910.F06.gz43_243816 


M00057244C:D08 


ES 192 


481273 


1910.F22.gz43_244072 


M00057244C:E06 


ES 192 


455821 


1910.F24.gz43_244104 


M00057245A:F03 


ES 192 


555641 


1910.G07.gz43_243833 


M00057245B:A08 


ES 192 


43349 


1910.G10.gz43_243881 


M00057245B:E02 


ES 192 


484964 


1910.G12.g243_243913 


M00057245D:G02 


ES 192 


476455 


1910.G20.gz43_244041 


M00057246A:G11 


ES 192 


558617 


1910.H01.gz43_^243738 


M00057246C:B12 


ES 192 


733991 


1910.H12.gz43_,243914 


M00057246D:G09 


ES 192 


563313 


1910.H18.gz43_244010 


M00057247C:B11 


ES 192 


734849 


1910.103.gz43_243771 


M00057247C:C11 


ES 192 


732859 


1910.104.gz43_243787 


M00057247C:F10 


ES 192 


550730 


1910.106,gz43_243819 


M00057247D:D10 


ES 192 


734371 


1910.110.gz43_243883 


M00057248A:H10 


ES 192 


734894 


19I0.I21.gz43_244059 


M00057248B:D11 


ES 192 


733144 


1910J01.gz43_243740 


M00057248C:B08 


ES 192 


733989 


1910.J06.gz43_243820 


M00057249A:B05 


ES 192 


733055 


1910J12.g243_243916 


M00O57249A:CO6 


ES192 


555103 


1910J14.g243_243948 


M00057249C:C07 


ES 192 


473588 


1910.J21.gz43_244060 


M00057249D:G03 


ES 192 


639779 


1910.K05.gz43_243805 


M00057249D:H09 


ES192 


449042 


1910.K06.gz43_243821 


M00057250B;A03 


ES192 


731392 


1910.Kll.g243„243901 
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M00057250B:D04 


ES 192 


726011 


1910.K14.gz43J43949 


M00057250C:G02 


ES192 


735665 


1910.K21.gz43_244061 


M00057251A:F02 


ES192 


514838 


1910.L03.gz43_243774 


M00057252A:D10 


ES192 


731125 


1910.L19.gz43_244030 


M00057252B:E04 


ES 192 


647242 


1910.M01.gz43J43743 


M00057252C.D08 


ES192 


732978 


1910.M08.gz43J43855 


M00057252D:B10 


ES192 


639494 


1910.M09.gz43_243871 


M00057252D:D04 


ES 192 


585976 


1910.M12.gz43_243919 


M00057253A:C05 


ES 192 


731238 


1910.M17.gz43_243999 


M00057253A;H10 


ES 192 


735754 


1910.M20.gz43_244047 


M00057253B:C06 


ES192 


725095 


1910.M22.gz43_244079 


M00057253C:A06 


ES192 


729428 


1910.N02.gz43_243760 


M00057253C:D11 


ES192 


735403 


1910.N03.gz43_243776 


M00057254A:E12 


ES192 


477555 


1910.N12.gz43_243920 


M00057254A:G07 


ES192 


557353 


1910.N14.gz43_243952 


M00057254B:D04 


ES 192 


552598 


1910.N18.gz43_244016 


M00057255C:A07 


ES 192 


558332 


1910.O17.gz43_244001 


M00057255C:C10 


ES192 


732962 


1910.O18.gz43_244017 


M00057255D.E02 


ES192 


449537 


1910.O24.gz43_244113 


M00057256B:A05 


ES 192 


661194 


1910.P09.gz43_243874 


M00057256DA11 


ES 192 


649390 


1910.P17.gz43_244002 


M00057257A.H10 


ES 192 


726081 


1910.P23.gz43_244098 


M00057257B:C11 


ES 192 


514697 


1910.P24.gz43_244114 


M00057258C:C09 


ES192 


731516 


1911.A24.gz43_244483 


M00057259D:D11 


ES192 


420504 


1911.B23.gz43_244468 


M00057260A:E05 


ES192 


630348 


1911.C02.g243_244133 


M00057260A:E11 


ES192 


728756 


1911.C03.g243_244149 


M00057260C:A04 


ES192 


734928 


1911.C12.gz43_244293 


M00057262B:C03 


ES192 


482145 


1911.D07.gz43_244214 


M00057265C:F03 


ES 192 


725951 


1911.D24.gz43_244486 


M00057265D:B12 


ES 192 


735071 


1911.E04.gz43_244167 


M00057266C:G12 


ES 192 


554703 


1911.E24.gz43_244487 


M00057266D:B12 


ES 192 


733570 


1911.F02.gz43_244136 


M00057267A:H04 


ES192 


731457 


1911.F10.gz43_244264 


M00057267C:B12 


ES192 


650552 


1911.F17.gz43_244376 


M00057267C:G09 


ES 192 


735687 


1911.F23.gz43_244472 


M00057268A:H05 


ES192 


640158 


1911.G17.gz43_244377 


M00057268B:B03 


ES 192 


652782 


1911.G18.gz43_244393 


M00057268D:E04 


ES192 


' 446247 


1911H05.gz43_244186 


M00057269C.E01 


ES192 


725784 


1911.H18.gz43_244394 


M00057269C:H06 


ES192 


732213 


1911JE2.gz43_244458 


M00057269D:F02 


ES192 


586794 


1911.101.gz43_244123 


M00057271A:E04 


ES192 


480723 


1911J02.gz43_244140 


M00057271B:D09 


ES192 


450199 


1911.J06.gz43_244204 
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M00057272C:D08 


ES 192 


728790 


1911J23.g243_244476 


M00057273A:C08 


ES 192 


630655 


1911.K04.gz43_244173 


M00057273B:A12 


ES 192 


735834 


1911.K10.g243_244269 


M00057273C:F07 


ES192 


736294 


1911.K14.g243_244333 


M00057273C:F11 


ES 192 


482985 


191LK15.gz43_244349 


M00057273D:A06 


ES 192 


729321 


l911.K19.gz43_244413 


M00057273D:B06 


ES 192 


. 474691 


1911.K20.g243_244429 


M00057274B:C05 


ES 192 


735249 


1911.L06.gz43_244206 


M00057274C:G01 


ES 192 


735676 


1911.L13.g243_244318 


M00057275A:G02 


ES 192 


456011 


191LL21.gz43_244446 


M00057275B:A12 


ES 192 


546642 


191 1X24 .gz43_244494 


M00057275B:B02 


ES 192 


648710 


191LM01.gz43_244127 


M00057277B:C09 


ES 192 


736014 


1911.Mll.gz43_244287 


M00057277B:E10 


ES 192 


642142 


1911.M12.g243_^244303 


M00057279A:G02 


ES 192 


736014 


191 l.N04.gz43_244176 


M00057280C:B08 


ES 192 


734849 


1911.O0Lgz43_244129 


M00057281A:D08 


ES 192 


450692 


1911,011.gz43__244289 


M00057281A:H02 


ES 192 


456065 


1911.O12.gz43_244305 


M00057283A:E06 


ES 192 


736860 


1911.P04.g243J244178 


M00057283B:D09 


ES 192 


736860 


191LP10.gz43_244274 


M00057283D:B12 


ES 192 


734131 


191 1 .P23.gz43_244482 


M00057283D:D04 


ES 192 


552249 


1911.P24.g243_244498 


M00057287AJi06 


ES 192 


730187 


1912.B21.gz43_244820 


M00057287C:B12 


ES 192 


734546 


1912,C01.gz43_244501 


M00057290B:A02 


ES 192 


728768 


1912.D08.gz43_244614 


M00057290D:G03 


ES 192 


558045 


1912.D16.gz43_244742 


M00057291B:D08 


ES 192 


732300 


1912.D24.gz43_244870 


M00057291B:H08 


ES 192 


730189 


1912.E03.gz43_244535 


M00057292A:B08 


ES 192 


639427 


1912.E19.gz43_244791 


M00057292C:C09 


ES 192 


731910 


1912.F03.gz43_244536 


M00057293A:H03 


ES 192 


737109 


1912.F12.gz43_244680 


M00057293B:H04 


ES 192 


733856 


I912.F16.gz43_244744 


M00057299C:A08 


ES 192 


420402 


1912H10.gz43_244650 


M00057299D:E04 


ES 192 


424672 


1912H15.gz43_^244730 


M00057300A:A08 


ES 192 


736449 


1912JH[17.gz43__244762 


M00057300A:B06 


ES192 


148201 


1912JH18.g243_244778 


M00057301A:A08 


ES 192 


726430 


1912.11 l.g243_244667 


M00057302C:D04 


ES 192 


726874 


1912J18,g2i43_244780 


M00057305B:B10 


ES 192 


648738 


1912.L05.g243_244574 


M00057309B:E10 


ES192 


481930 


l912.N06.gz43_.244592 


M00057314A:A10 


ES192 


465528 


1921A01.gz43_244883 


M00057314Bfl06 


ES192 


737114 


192LA07.gz43^244979 


M00057314D:E09 


ES 192 


726692 


1921.A16.gz43_245123 


M00057314D:F04 


ES 192 


734894 


1921.A17.g243_245139 
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F55 192 


736733 


1921B06cz43 244964 




CrO 17Zr 


736551 


1921 BIO cz43 245028 


Mnnft^7'^ 1 A *pnd 

IVXUUUJ to lO/V.OV** 




557673 


1921 Bll fiz43 245044 


Kyf nnn^ 7"^ i A -rinQ i 


F^ 107 


777005 


1921 B12 2243 245060 


MUV/U J / J 1 0 w. AUO 


PC 107 


457007 


1921B20B243 245188 




F^ 107 


640541 

VJ*TUJt 1 


1921 C04 cz43 244933 


iurftnft<7^ 1 fiT%*rm(\A 


FQ 107 


754419 


1921 C06 cz43 244965 


MUUUj 10 1 oA.xsUz 


T7Q 107 

Ct^ i7Z 




1071 r08 cz45 744007 


N^UUUD ioioio.rvJO 


PQ 107 
CrO I7Z 


750007 


1921 C17 ez43 245141 


MUUU37 J i oL/.dz 


Tjc 107 


ho\jO 1 1 


1071 r70 0745 945 1R0 


M000573 1 8C:U04 


Jbo I72 




1071 P77 <ry4.5 94S771 
1 7Z X .^ZZ .gZ*f 3___Z*f .JZZ 1 


MU00573 19D:Ji0o 


M I72 




1091 ay45 74S1 10 

i7Zl,X/l*J.gZ*TJ^Z*t*/ 1 IV/ 


\100057320A:C0i 


lis I7Z 




1071 n91 0745 245206 


V10005732UA:O0o 


bo 172 


H /Ui77 


1091 F07 0745 744005 


"K yTAAAfi'TfOOA'D .XJAQ 


bo 17/ 




1091 F05 0745 244051 

1 7Z 1 .CfU J .gZ*T J__Zt*T7-/ X 


M0005732uD:CO/ 


T3C 107 
CO I7Z 




1091 Fl 1 0745 245047 

1 7Z 1 tCl 1 .JjZ*t j^XtJ / 


vl00057323A:r 0 1 


t3C 1 00 

bo 17/ 


^1 A1 A 


1091F1$to745 745 150 


X /T A A A C7 Q T3 "D . 

MUUUj /3zoo.uu4 


PC 107 
Co I7Z 


77017^ 


1021 F05 oz45 244020 


X jr AAAC7OOO"D.XJA0 

V100057323]3:j:iOo 


CO I7Z 


777*57 
1 1 10 1 


1021 F04 oz45 244Q56 


X yrAAAfiTOOOT^.'CI A 

M0u057323D:lli0 


TJC 107 
CO I7Z 


*M 01,2.0 


1091 F16 0745 245128 


M00u57324A:A0y 


bo ly/ 


OO/U/o 


1071 VM( 0745 245160 


M00057324A:C0o 


UC 107 
CO 172 


7777*51 
/ Z / Z J 1 


1091 FIO 0745 245176 


M00057324B:A0o 


"CO TOO 

bo I72 


fiio-aA/; 
^l^^UO 


1071 F95 0745 245240 


X JT A A A< >l "D .C? A>l 

M00057324b:b04 


bo i7Z 


7 "5^ A AO 


1091 rr04 o^45 244037 

X7Z.x.\j\/*T,gAi'Tj ^"n^j / 


X JTA AACT^ 1 il ^./^iAC 

MU0057324L:u05 


bo lyz 


75 1 lA!k 
lot I*f0 


1 09 1 Gil 0745 245040 


XjrAAAC7'50>fT^.1Dl A 

M00057324D:lilO 


tJC 109 

bo I72 


77701*5 


1091 G15 oz45 245081 


X >f AA AC70 1 /I r\ .UAO 

M0U0D7iz4D:rlU3 


T7C 107 
CO X7Z 




1091 G14 oz43 245097 


X ;f A A AC70 O CD .'D AA 

MOOOd 7325Jd: Boy 


TJC 107 
CO I7Z 


^^7A05 


1091 G17 oz45 245145 

X 7Z X .VJX / m^£rrJ^Jtf*t*f XtJ 


X if A A A C7 O Cli .T% AiC 

Mu0037323B:D0o 


T7C 1 00 
CO I7Z 


OhOWj 


1021 G18 0745 245161 


M00057325B:H04 


bo l72 


00 i*tOl 


1 09 1 G94 0745 245257 

X 7Z 1 .VJZ*t.gZt J^x.t JXt J / 


X jTAAAC'TO'^ c/^.t?ao 

M00057325C:r03 


CC TOO 

bo I72 




1091 H05 0743 244922 


X /TA AACTI'^iT A ."CI 1 

M0005732oA:bl 1 


T7C 107 
Co I7Z 


7*54^77 


1921 HI 0 ffz43 245034 

X 7i& X •XX. X U .^*«"T«J \/«? T 


Mu005732oD:B 10 


PC 107 
CO I7Z 


fOOVO'f 


1021 HI 8 ffz43 245162 

X 7Z X .XI X 0 t^crtJ^^^',' X 


XJfAAACT^OO A ."DAO 

M00057328A:rO2 


"EC 107 
bo l7Z 


7'5'577'5 
/O J /ZJ 


1021 H21 oz43 245210 


XJfAAAiT5'>0 A .171 A 

M0005732oA:r 10 


"CC 107 

bo I7Z 


A0700/^ 
O7 /l/Uu 


1021 H22 ffz43 245226 


XAAAA€'7'3TOi^.'D1 1 

M0005732oL:r 1 1 


TJC 107 
CO I7Z 


757060 


1921 106 B243 244971 




PC 107 

Co I7Z 


S 5 6400 


1921 110 ez43 245035 


M00057331C:E10 


ES 192 


557177 


1921.121.gz43_245211 


M00057331C:F10 


ES192 


452936 


1921.122.gz43_245227 


M00057331D:D08 


ES192 


549552 


1921.J01.gz43_244892 


M00057332A:C06 


ES192 


635849 


1921.J06.gz43_244972 


M00057332C:F12 


ES 192 


726692 


1921.J14.gz43_245100 


M00057333A:D08 


ES192 


733464 


1921. J19.gz43_245 180 


M00057333B:F03 


ES192 


541793 


1921.J24.gz43_245260 
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M00057334A:C12 


ES192 


726406 


1921. K16.gz43_245 133 


M00057334B:F01 


ES192 


734582 


1921.K21.gz43_245213 


M00057334D:A12 


ES192 


735425 


1921.L04.gz43_244942 


M00057334D:E03 


ES192 


732114 


1921.L07.gz43_244990 


M00057336B:E01 


ES 192 


727018 


1921.L13.gz43_245086 


M00057336D:F07 


ES 192 


448431 


1921.L21.gz43_2452l4 


M00057337A:A06 


ES192 


727132 


1921.L22.gz43_245230 


M00057337A:A11 


ES 192 


482722 


1921.L23.gz43_245246 


M00057337C:G12 


ES192 . 


554647 


1921.M10.gz43_245039 


M00057337C:H07 


ES192 


496909 


1921.M13.gz43_245087 


M00057337D:F06 


ES192 


614455 


1921.M16.gz43_245135 


M00057338B:D08 


ES192 


643909 


1921.M24.gz43_245263 


M00057338CJi01 


ES 192 


466697 


1921.N05.gz43_244960 


M00057339A:E08 


ES192 


551607 


1921J>I12.gz43_245072 


M00057339B:C04 


ES 192 


477688 


1921.N17.gz43_245152 


M00057339D:C01 


ES 192 


448250 


1921.O04.gz43_244945 


M00057339D:H09 


ES 192 


733146 


1921.O06.gz43_244977 


M00057341D:B09 


ES192 


482788 


1921.P08.gz43_245010 


M00057343D:B10 


ES 192 


481273 


1921.P17.gz43_245154 


M00057344A:G07 


ES 192 


642986 


1921.P24.gz43_245266 










M00042351Dfl05 


ES 193 


451429 


1923All.gz43_252775 


M00042352A:G05 


ES 193 


451518 


1923.A14.gz43_252823 


M00042352A:G09 


ES 193 


456672 


1923.A15.gz43_252839 


M00042352B:F03 


ES 193 


498194 


1923.A19.gz43_252903 


M00042352B:F10 


ES 193 


451430 


1923.A20.g243_252919 


M00042352C:G01 


ES 193 


451302 


1923.A23.gz43_252967 


M00042352D:A11 


ES 193' 


450902 


1923.A24.g243_252983 


M00042352D:F11 


ES 193 


498504 


1923.B01.gz43_252616 


M00042353B:A11 


ES 193 


493575 


1923.B05.gz43_252680 


M00042353B:B02 


ES 193 


494378 


1923.B06.gz43_252696 


M00042353D:B08 


ES193 


494393 


1923.B13.gz43_252808 


M00042353D:C06 . 


ES 193 


451043 


1923.B14.gz43_252824 


M00042354B:A07 


ES 193 


450823 


1923.B17.gz43_252872 


M00042354CJ04 


ES193 


451126 


1923.B19.g243_252904 


M00042355A:A12 


ES 193 


494133 


1923.B22.gz43_252952 


M00042355A:C03 


ES 193 


451126 


1923.B23.gz43_252968 


M00042355A:H09 


ES 193 


424723 


1923.C01.g243_252617 


M00042355BA05 


ES 193 


450875 


1923.C02.gz43_252633 


M00042355B:BD7 


ES 193 


451009 


1923.C03.gz43_252649 


M00042355B:E10 


ES 193 


497400 


1923.C04.gz43_252665 


M00042355C:F02 


ES193 


451383 


1923.C05.gz43_252681 


M00042355C:G09 


ES 193 


451470 


1923.C07.gz43_252713 


M00042442A.A12 


ES193 


494130 


1923.C23.g243_252969 



804 



' BNSOOaD: <WO_0214600A2_L> 



wo 02/14500 



PCT/USOl/25840 



Table 13 



CloneDD 


ES No 


ClusterDD 


SequenceName 


M00042442A:G04 


ES 193 


499178 


1923.C24.gz43_252985 


M00042442B:A07 


ES 193 


448936 


1923.D02.gz43_252634 


M00042443B:D03 


ES 193 


451176 


1923.Dll.gz43_252778 


M00042443D:E01 


ES 193 


497101 


1923.D15.g243_252842 


M00042444A:C10 


ES 193 


446263 


1923.D17.gz43_252874 


M00042444A:D04 


ES 193 


451212 


1923.D18.g243_252890 


M00042444A:H06 


ES 193 


499779 


1923.D19.gz43_252906 


M00042444C:E02 


ES 193 


451124 


1923.E01.gz43_252619 


M00042445A:B04 


ES 193 


487745 


1923.E06.gz43_252699 


M00042445C:A08 


ES 193 


451544 


1923.E10.gz43Ji52763 


M00042446B:G02 


ES 193 


450507 


1923.E19.gz43_252907 


M00042446D:F04 


ES 193 


450507 


1923.E24.gz43_252987 


M00042447CiI10 


ES 193 


448663 


1923.F06.gz43_252700 


M00042447D:E04 


ES 193 


450302 


1923.F08.gz43_252732 


M00042447DG10 


ES 193 


492110 


1923.F09.g243_252748 


M00042448BB02 


ES 193 


450926 


1923.F12.gz43_252796 


M00042448B*C04 


ES 193 


451049 


1923.F13.gz43_252812 


M00042448CB07 


ES 193 


494423 


1923.F18.gz43_252892 




ES 193 


451054 


1 923.F20.gz43_252924 


M00042449A-H10 


ES 193 


448556 


1923 .F24.gz43_252988 


M00042449CD10 


ES 193 


450219 


1923.G02.g243_252637 


M00042449DC06 


ES 193 


452094 


1923,G04.gz43_252669 


M0004244QDH1 1 


ES 193 


450765 


1923 .G06.gz43_25270 1 


M00042450AB01 


ES 193 


450912 


1923.G07.gz43_252717 


M00042450AD02 


ES 193 


495941 


1923.G09.gz43_252749 


M00042450CB09 


ES 193 


494362 


1923.G18.gz43_252893 


M00042451D'H10 

X TX V\/\/~^~*»' X X^ *X A X V 


ES 193 


451618 


1923,H04.gz43_252670 


MG0042452C!A09 


ES 193 


486912 


1923.H10.gz43_252766 


M00042452C'C10 


ES 193 


449974 


1923.H1 Lgz43_252782 


M00042452D'C04 


ES 193 


488680 


1923.H15.gz43_252846 


M00042452DG06 

X TX V\/\/T^**T ■^•»X^ • W 


ES 193 


492094 


1923.H17.gz43_252878 


M00042453A'D12 


ES 193 


450166 


1923.H20.gz43„252926 


M00042453CD12 


ES 193 


451518 


1923.103.gz43_252655 


M00042454AF02 


ES 193 


450400 


1923J12.gz43_252799 


M00042454D:H10 


ES 193 


450723 


1923.119.g243_252911 


M00042455A:C06 


ES 193 


488859 


^ 1923.120.g243_252927 


M00042455A-G12 


ES 193 


492304 


1923.122.gz43_252959 


M00042455B:D05 


ES 193 


454575 


1923.124.gz43_252991 


M00042455B:G09 


ES 193 


492292 


1923J02.gz43_252640 


M00042455C:D11 


ES 193 


450255 


1923J03.gz43^252656 


M00042455C:E04 


ES 193 


490890 


1923J04.gz43_252672 


M00042455D:H08 


ES193 


446621 


1923J09.gz43_252752 


M00042456A:C08 


ES193 


456492 


1923J10.gz43_252768 


M00042456A:F08 


ES193 


450425 


1923J12.gz43_252800 
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M00042456C*H07 


ES 193 


492981 


1923.J19.g243 252912 


M00042456DB06 


ES 193 


453667 


1 923 . J20 .gz43_252928 


M00042456D-D07 . 


ES 193 


100821 


1923.J22.gz43 252960 




ES 193 


489426 


1923 K07 ez43 252721 






59512 


1923 Kll ez43 252785 








1923 K13 ez43 252817 




FS 193 


562353 


1923 K14 ez43 252833 


Mnnn494SRr'no8 

iVi U U v/*r^*T«? O . JU/ I/O 


F^ 193 


395968 


1923K16ez43 252865 




F^ 103 


552581 


1923K17sz43 252881 




F^ 193 


562588 


1923K20ez43 252929 




F^ 193 


562587 


1923 K23 ez43 252977 




ES 193 

XJr^ X7*/ 


556916 


1923 .L05 .g243_252690 


Mnnn494S0R*F19 


F9 193 


468729 


1923L06&Z43 252706 


Mnnn4.74.sQr*Bi i 


FS 193 

CrO 47^ 


562274 


1923L09ez43 252754 




F^ 193 


562627 


1923L12ez43 252802 

X . Xi- ■ • X^ X X« * *#^/X» w 




F^ 193 


526733 


1923 L13 C243 252818 




F^ 103 


552236 


1923 L15 cz43 252850 




F^ 103 

XLO 17^ 


560420 


1923 LI 8 ez43 252898 




FQ 10*^ 

Jj#0 17^ 


597679 


1923 L20 cz43 252930 


JVIUUUhZHOUIJ . v^uo 


FQ 10'^ 


'^74989 


1923 L24 ez43 252994 




FQ 103 

CO 17^ 




1923 M03 £243 252659 


iVlUU U4'Z*f OUI> . VJ 1 


FQ 103 


559575 


1923 M08 2243 252739 


Tv/f nnnd.94 AOP- A n9 


FQ 103 


550362 


1923 Mil cz43 252787 


\yrnnnA9 A Anr '1^09 


FQ 103 

Ctiy 17J 




1923 M14 2243 252835 


iYLUUU'fZ'tOUL'.OUo 


FQ 10"^ 


569603 


1923 M22 cz43 252963 


JVlUUU^Z*rOUv^.rl 1 u 


FQ 10*^ 

liO l7J 


569^43 


1993 M23 ffz43 252979 

X7^*^.iTX^*/.^4b^«i' # ✓ 


XAH fl nzi9 on • Hn 


FQ 10'^ 

JZrp 17^ 


551755 


1923 N05 cz43 252692 


A/f nft^AO ^ 1 A A • A 01^ 
JVll/UU*fZ J 1 OA.AUO 


FQ lO'^ 

Ho 170 


4^5439 


1923 N08 ez43 252740 

X 7^ J «X^ wO Aiw'^ 1 < w 


nnnA9 ^ 1 A A • A 1 n 


FQ 103 


569115 


1923 N09fi243 252756 




FQ 103 

CO Lyj 


562060 


1923N10ez43 252772 


iv/fnnn49 ^ i ^r-po'^ 


FQ 103 

JuO 17 J 


558559 


1923 N13 ez43 252820 

A ^WV.A ^ Aa/.KA^^a' **»'*«W**w 


Mnnn49^ 1 fir -rod 


ES 193 


562399 


1923.N18.g243_252900 


MAnn49 S 1 fiD-R 1 1 


FS 193 

UiJ X 7.7 


562275 


1923 .N22.gz43_252964 


iv>f nnn49 ^ i fx\ • po i 


FQ 193 

CO X7J 


562398 


1923 N23 ez43 252980 

X ^ vX ^ X#«/ X#«^X«^ V v 


Mnon49^ 1 fin-Hos 


ES 193 


553312 


1923.O01.gz43_252629 


Monn49^ 1 Afi'T^no 


FQ 103 

CO A7i7 


638444 


1923.O02.gz43 252645 




FS 193 

X^O X7«/ 


495074 


1923 .005 .gz43_252693 


M00042517D:A12 


ES 193 


494300 


1923.O09.gz43_252757 


M00042517D:G04 


ES 193 


211273 


1923.01 l.gz43_252789 


M00042518D:A08 


ES 193 


487522 


1923.O18.gz43_252901 


M00042519D:F09 


ES 193 


456024 


1923.P02.gz43_252646 


M00042519D:H07 


ES 193 


492982 


1923.P04.gz43_252678 


M00042520A:F09 


ES 193 


452833 


1923.P10.gz43_252774 


M00042520C:E12 


ES 193 


449104 


1923.P16.g?;43_252870 
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M00043296A:E08 


ES 193 


497517 


1 923 ,r23 ,gz43_2 529 oZ 


M00043301D:B12 


ES 193 


450999 


1924.C17.gz43_24535o 


M00043303B:E11 


ES 193 


450349 


1 924.D 15 .gz43_245327 


M00043304B:A10 


ES 193 


450805 


1924.E04.gz43_245352 


M00043304C:E01 


ES 193 


496957 


1924.E09.gz43J245432 


M00043305A:H06 


ES 193 


204862 


1924.E13.g243_245496 


M00043306B:A09 


ES 193 


493746 


1924.E24.g243_245672 


M00043307B:F11 


ES 193 


498242 


1924.F18.gz43_245577 


M00043308A:D09 


ES 193 


496752 


1924.G03 .gz43_245338 


M00043308A:F06 


ES 193 


451456 


^ f\ts A ^%/\A A'y ^AJt^CA 

1924.Cj04.g243_245354 


M00043309A:H06 


ES 193 


499693 


1924.G17.gz43_245562 


M00043310A:F01 


ES 193 


498509 


1924.H03.gz43_245339 


M00043310C:B04 


ES 193 


495105 


1924JI08.gz43_245419 


M00043311B:H08 


ES 193 


499700 


1924H18.g:^3_245579 


M00043312B:A10 


ES 193 


494325 


1 924»H24 .gz43_245675 


M00043312D:A02 


ES 193 


494306 


1 924 .110 .gz43_245452 


M00043313D:B04 


ES 193 


492544 


1 924 .J 1 1 .gz43_245469 


M00043315C:D05 


ES 193 


495951 


» AV*^ A TT ^ A A^ ^ A C C \ O 

1924.K14.gz43_245518 


M00043316C:F06 


ES 193 


498951 


1924.L15.gz43_245535 


M00043316D:F04 


ES 193 


479604 


1 924 .L 1 9 .gz43__245599 


M00043316D:F09 


ES 193 


553779 


1 924.L2 1 .g243_245o3 1 


M00043317B:B12 


ES 193 


494625 


1924.M04.gz43_245360 


M00043317D:C02 


ES 193 


451081 


1924.M1 1 .gz43_245472 


M00043318A:G05 


ES 193 


454815 


1924.M17.gz43__245568 


M00043319A:D01 


ES 193 


562516 


1924.N19.gz43_245601 


M00043321B:E05 


ES 193 


490401 


1924.P05.gz43_245379 


M00043322C:F07 


ES 193 


446732 


1924.P23.gz43_245o67 


M00043324D:D05 


ES 193 


451245 


1933.A19,gz43_245972 


M00043326A:H06 


ES 193 


500040 


1933.B12.gz43_245861 


M00043328A:E12 


ES 193 


496909 


1933.C10.gz43_245830 


M00043329B:H07 


ES 193 


492779 


1933.C17.gz43_245942 


M00043329C:D12 


ES 193 


45^068 


1 933 . C 1 8 .gz43_24595 8 


M00043330D:G05 


ES 193 


412621 


1933.D06,gz43_245767 


M00043331C:G01 


ES 193 


491933 


1 933 .D 1 0 .gz43_243 83 1 


M00043332A:D06 


ES 193 


454873 


1 933 .D 1 5 .gz43_2459 1 1 


M00043332A:E05 


ES 193 


490550 


1 933 .D 1 6.gz43_245927 


M00043334A:F10 


ES 193 


491212 


1 933.E07.gz43_245784 


Mu0043335A:D04 


PC 10^ 

Ho izfj 




1Q33E21 ffz43 24600! 


M00043335D:E02 


ES 193 


450283 


1933.F05.gz43_245753 


M00043336A:D01 


ES 193 


496678 


1933.F08.gz43_245801 


M00043336C:A04 


ES 193 


45080^ 


1933.F18.gz43_245961 


M00043337A:C12 


ES 193 


49561C 


1933.G03.gz43_245722 


M00043340A:B05 


ES193 


494973 


I 1933.H02.gz43_245707 


M00043340B:B04 


ES 193 


453078 


1933.H03.gz43_245723 
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M00043340D:C03 


ES 193 


447057 


1933H09.gz43_245819 


M00043342B:H07 


ES193 


450727 


1933.102.gz43_245708 


M00043342C:G02 


ES 193 


492629 


1933.106.gz43_245772 


M00043342D:D09 


ES193 


128697 


1933.109.gz43_245820 


M00043343B:B10 


ES 193 


451307 


1933.115.gz43_245916 


M00043343D:H03 


ES 193 


492887 


1933.J04.gz43_245741 


M00043344C:C11 


ES193 


. 450027 


1933.J15.gz43_245917 


M00043346D:E10 


ESI93 


449299 


1933.K07.g243_245790 


M00043348A:D02 


ES193 


450129 


1933.K16.g243_245934 


M00043349A:C08 


ES193 


448927 


1933.L01.gz43_245695 


M00043351C:A07 


ES193 


494271 


1933.M05.gz43_245760 


M00043353D:E12 


ES193 


496870 


1933.N10.gz43_245841 


M00043354A:C12 


ES193 


529733 


1933.N13.gz43_245889 


M00043354A:E06 


ES 193 


561712 


1933.N14.gz43_245905 


M00043354B:C04 


ES193 


561480 


1933.N18.gz43_245969 


M00043354B;F12 


ES 193 


561834 


1933.N20.gz43_246001 


M00043354D:C01 


ES 193 


448110 


1933.O05.gz43_245762 


M00043354D:G01 


ES 193 


515328 


1933.O10.gz43_245842 


M00043354D:G02 


ES 193 


552445 


1933.01 l.gz43_245858 


M00043354D:H08 


ES193 


553594 


1933.012.gz43_245874 


M00043355A:D01 


ES 193 


561593 


1933.O18.gz43_245970 


M00043355B:B01 


ES 193 


552687 


1933.023 .gz43_246050 


M00043355B:D12 


ES 193 


517346 


1933.O24.gz43_246066 


M00043355C:G12 


ES 193 


487106 


1933.P08.gz43_245811 


M00043356B:E12 


ES 193 


452586 


1934A03.gz43_253031 


M00043356C:F03 


ES 193 


448230 


1934.A06.gz43_253079 


M00043356C:H07 


ES 193 


447429 


1934.A07.gz43_253095 


M00043357A:G04 


ES 193 


450583 


1934 All.gz43_253 159 


M00043357B:B02 


ES 193 


487893 


1934 A12.gz43_253 175 


M00043357B:D01 


ES 193 


450189 


1934.A13.gz43_253191 


M00043358A:D02 


ES 193 


450242 


1934.A21.gz43_253319 


M00043358B:D06 


ES 193 


450122 


1934.A23.gz43_253351 


M00043358C:F07 


ES 193 


449061 


1934.B04.gz43_253048 


M00043359B:A04 


ES 193 


449795 


1934.B09.g243_253128 


M00043359B:D06 


ES 193 


450193 


1934.Bll.gz43_253160 


M00043359C:C06 


ES 193 


449994 


1934.B14.gz43_253208 


M00043360C:E07 


ES 193 


452719 


1934.C01.gz43_253001 










M0004336OC:Fll 


ES 194 


491177 


1934.C03.gz43_253033 


M00043360D:D01 


ES 194 


489368 


1934.C05.gz43_253065 


M00043361B:F02 


ES 194 


491402 


1934.C08.gz43_253113 


M00043361DJV02 


ES 194 


450080 


1934.C10.g243_253145 


M00043362C:E02 


ES 194 


490846 


1934.C18.gz43_253273 


M00043363A:G03 


ES 194 


492022 


1934.D02.g243_253018 
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M00043363B:A11 


ES 194 


450756 


1934.D04.gz43_253050 


M00043363DJr07 


ES 194 


491507 


1934.D12.gz43_253178 


M00043364BJ110 


ES194 


447355 


,1934.D21.gz43_253322 


M00043364DHU < 


ES194 


450756 


1934.E05.gz43_253067 


M00043365A:C06 


ES194 


449956 


1934.E08.gz43_253115 


M00043365B:AIO 


ES 194 


486833 


1934.Ell.gz43_253163 


M0O04336SB:C0g 


ES194 


488613 


1934.E13.g243_253195 


M00043365C-A09 


ES 194 


449780 


1934.E16.gz43_253243 


M00043365C:F06 


ES 194 


491240 


1934.E19.gz43_253291 


M00043366A:B12 


ES 194 


488023 


1934.E24.g243_253371 


M00043366D:B07 


ES194 


488310 


1934.F09.g243_253132 


M00043367C:D10 


ES 194 


450147 


1934.F14.gz43_253212 


M00043368A:F03 


ES 194 


491492 


1934.FI6.gz43_253244 


M00043369D:B01 


ES 194 


449842 


1934.G02.gz43_253021 


M00043369D;G10 


ES 194 


450551 


1934.G07.gz43_253101 


M00043370A:C08 


ES 194 


449959 


1934.G08.gz43_253117 


M00043370B:D08 


ES 194 


450207 


1934.G14.g243_253213 


M00043371A:D06 


ES 194 


490060 


1934.G19.gz43_253293 


M00043371B:C10 


ES 194 


• 450080 


I934.G22.gz43_253341 


M00043371C£02 


ES194 


449908 


1934.G23.gz43_253357 


M00043372B:A07 


ES 194 


43013 


1934.H05.gz43_253070 


M00043372B:B01 


ES 194 


455707 


1934.H06.gz43_253086 


M00043373A:G11 


ES 194 


452710 


1934.H19.gz43_253294 


M00043373B;G12 


ES 194 


450658 


1934.H24.gz43_253374 


M00043373D:G04 


ES 194 


456492 


1934.104.g243_253055 


M00043374A:E05 


ES 194 


560213 


1934.108.gz43_253119 


M00043374A:G04 


ES 194 


510272 


1934 J10.gz43_253 151 


M00043374D:D07 


ES194 


631S26 


1934.115.gz43_253231 


M00043374D:H09 


ES 194 


515423 


1934.117.gz43_253263 


M00043375A:E01 


ES194 


451292 


1934.120.gz43_253311 


M00043375A:E02 


ES 194 


451294 


1 934.12 l.gz43_253327 


M00043375BA04 


ES 194 


456103 


1934.124.gz43_253375 


M00043376B:C03 


ES 194 


451144 


1934.J07.gz43_253104 


M00043376BJF06 


ES 194 


450482 


1934, J08.gz43_253 120 


M00043376DA04 


ES194 


493622 


1934.Jll.gz43_253168 


M00043376D:A12 


ES194 


233814 


1934.J12.gz43_253184 


M00043376D.D12 


ES194 


451185 


1934.J14.gz43_253216 


M00043377C:A11 


ES 194 


• 449959 


1934.J20.gz43_253312 


M00043377D:E01 


ES 194 


451361 


1934.J22.gz43_253344 


M00043378B;B05 


ES 194 


494450 


1934.J24.gz43_253376 


M00043378D:D12 


ES 194 


496084 


1934.K05.gz43_253073 


M00043379C:B09 


ES 194 


451011 


1934JC13.gz43_253201 


M00043379D:A05 


ES194 


494099 


1934.K16.gz43_253249 


M00043380D:B10 


ES194 


450193 


1934.L05.gz43_253074 
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M00043380D:E11 


ES 194 


451326 


1934.L06.gz43_253090 


M00043381B:E10 


ES 194 


551380 


• 1934.L14.g243_253218 


M00043381C:D08 ' 


ES 194 


561641 


1934.L16.gz43_253250 


M00043381C:E10 


ES 194 


556511 


1934.L18.gz43_253282 


M00043381D:F09 


ES 194 


467035 


1934.L24.gz43_253378 


M00043382C:D07 


ES 194 


496586 


W34.M03.gz43_253043 


M00043382C:G09 


ES 194 


499240 


1934.M05.gz43_253075 


M00043383B:F12 


ES 194 


456367 


1934.Mll,gz43J253171 


M00043383D:C07 


ES 194 


495143 


1934.M14.g243_253219 


M00043383D:G07 


ES 194 


451467 


1934.M15.gz43_253235 


M00043384B:A04 


ES 194 


487437 


1934.M18.gz43J253283 


M00043384C:A07 


ES 194 


487448 


'4 no J % ^o/\ iio ofooif 

1934.M20.gz43_2533 15 


M00043384C:C02 


ES 194 


489207 


1934.M22.gz43_253347 


M00043384C:G01 


ES194 


492627 


1934.M24.gz43_253379 


M00043384D:D05 


ES 194 


489506 


1934.N02.gz43_253028 


M00043385A:E01 


ES 194 


496760 


1934.N06.gz43_253092 


M00043385A:G12 


ES194 


448448 


1934.N08.gz43_253124 


M00043385C:D06 


ES194 


496234 


1 934.N1 1 .g243_253 172 


M00043386A:A11 


ES 194 


450819 


1934.N16.gz43_253252 


M00043387A:E02 


ES 194 


490393 


1 934 .003 .g243_253045 


M00043387A:E03 ' 


ES 194 


490395 


1 934 .004.gz43JZ5306 1 


M00043387B:A03 


ES 194 


486856 


1934.O09.g243_253141 


M00043387C:A11 


ES 194 


487183 


1934.0 14.gz43_253221 


M00043387C:G08 


ES194 


455460 


1934.018.gz43__253285 


M00043387D:A02 


ES194 


449802 


1934.021 .gz43Ji53333 


M00043387D:B02 


ES 194 


488030 


1934.022.gz43_253349 


M00043387D:D06 


ES 194 


450211 


1934.023.gz43_253365 


M00043388A:D05 


ES 194 


453893 


1934.P02.g243_253030 


M00043388B:C02 


ES194 


489275 


1934.P04.gz43_253062 


M00043389D:B10 


ES 194 


488349 


1934.P16.gz43_253254 


M00043390B:C04 


ES 194 


449978 


1934.P20.g243_2533 1 8 


M00043391D:D05 


ES 194 


217042 


1935.A19.g243_246512 


M00043392C:F02 


ES 194 


491448 


1935.B05.gz43_246289 


M00043397B:H07 


ES 194 


335078 


1935.D06.gz43_246307 


M00043397C:G02 


ES 194 


450623 


1935.D08.gz43_246339 


M00043401A:E09 


ES 194 


490805 


1 935 .E 1 8 .gz43_246500 


M00043402C:F12 


ES 194 


456213 


1935.F12.gz43_246405 


JV100043403B:A12 


lib iy4 




IC^^ FIR ord'^ 9AfiSni 


M00043406D:C04 


ES194 


448924 


1935Ji08.gz43_246343 


M00043407C:H08 


ES194 


451456 


1935JH15.gz43_246455 


M00043407D:G06 


ES 194 


498629 


1935JI17.gz43_246487 


M00043409C:C07 


ES194 


402070 


1935.107.gz43_246328 


M00043410C:C05 


ES194 


451781 


1935.117.gz43_246488 


M00043501A:D07 


ES 194 


553890 


1935.K06.gz43_246314 
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JDo JNO 


1 1 pfA-cTT^ 


o CqucncciN aliie 






io 


1 7 . Jv 1 7 .gZ4 J^ZHO^ZZ 




do xy*r 








T!Q 104 
Ho lyH 




1 7 J J .iVl 1 U.gZ4^_Z403 oU 




Jbo iy4 


4 / /O /4 


1 y3 5 .M23 .gZ4^^2405 o o 






/TQC AOA 


iyo5.lNUO.gZ43^24o31 / 




CO iy4 


CCCQAA 


lyjj.lN I0.g243^2404 / / 


JV1UUU4JjU41;.OUo 


CiO iy4 


AA/ZQ^A 

44oyo4 


lyo j.IN2Z.gZ43_Z4o5 / 3 




r?C 1 Ayf 

Jio iy4 


JO/OOO 


1A?C /^AO <v»>IO OiliCO^A 

iy35.UU8.gz43^246350 


TV A A A A/I *3 ^ A^U •nA'7 


Jio iy4 


CCQACC 


1 y35 . UUy ,g243^24o300 


X /r AAf\/! O < A/CT\*T7AiC 

M00U4350oD:r Oo 


bo 194 




1935 .r24.gz43_246607 


MU004350oA:ri02 


"CC 1 A>1 

bb 194 


ilCilTilO 

450/42 


1 936.B 1 0.gz43_246753 


MU0043508B:Ol 1 


t?C t Ayf 

Eb 194 


562823 


lA^^ DtO «^.if^ ^A^OOl 

1936.B 1 8 .gz43_24688 1 


iTAAAil Of AOTX.^At 


TDQ 1 A>l 

Eb 194 


414739 


1 936. L08 .gz43_246722 


M00054486B:E09 


T?C' 1 AA 

ES 194 


562382 


1936.D18.gz43_246883 


M00054486B:H01 


T?0 1 Aii 

ES 194 


C j< A^C^ 

549757 


1 936.D2 1 .gz43_24693 1 


M00054487C:A0l 


T70 t A A 

ES 194 


r C AC'7A 

559574 


1936.E21 .gz43_246932 


Ik JAAAC A A OO A .Vfit 

Mu0u54488 A:rO 1 


CC 1 Ail 

Ed 194 


55o7o8 


lOOiC CIO ^M*>IO Oyl^OAC 

1936.r 13.gz43_2468U5 


X iTAAAC A A 0O/^.T\f\A 

M00054488C:D04 


"DC 1 Ail 

ES 194 


564957 


1 936,u03 .gz43__246646 


A iTAAAC A A AO A .T\A>1 


"CC 1 Ail 

ES 194 


4499 /o 


lOOiCTK #»»*ilO Oil/COilA 

1936.115. gz43_246840 


X iTAAAC A A AO /^."CAyl 

M00054493C:E04 


CC 1 Ail 

ES 194 


i1 OOQilO 

489368 


lOOil Tlil <«**/tO •^il^O^CT 

1936 J 10.gz43JZ4685 / 


Muuu544y4A:rlU4 


"CO lAil- 

bo 194 


549853 


iy3o.JvUD.gZ43_z466o2 


X iTAAAC A AnAT\. A 1 A 

MU0054494D:A10 


T?C 1 AA 

ES 194 


560188 


1 936. Jvl3.gz43_2468 1 0 


* iTAAAC A Af\^n.^ 1 A 

M00054497B:C10 


T5C 1 AA 

ES 194 


C^AO^C 

560275 


lOOil XiTAC ^.*ilO Oil^^Oil 

1936.M05,gz43_246684 


Ik iTAAAC A il A^O.^ 1 O 

Muu054497C:G12 


CC mil 
ES 194 


iicAAon 
450037 


1936.MlU.gz43_246 /o4 


Ik JTA A AC >l >l A^T%. A A>f 

M00054497D:A04 


CC 1 Ail 

ES 194 


CCif AAQ 

554yu8 


1 A'S/C XiTI t r*^A^ OiliCTOA 

iy36.Ml 1 .gZ43_246 /oO 


X>rAAAC/f yf AO/^.DAO 


CC lAil 

bS 194 


CCOCAA 

55o5U0 


1 y36.I\U4,gZ43_24oooy 


Tk >T AA AC A A AOT\.CA 1 

M00054498D:r 0 1 


CO 1 Oil 

bS 194 


ylil AAAA 

44youo 


1 y36.lN 1 1 »gZ43_24o / o 1 


M00u545u0A:r04 


CO 1 Oil 

bS 194 


^COTOA 

55y/20 


iy30.UUo»gZ43__z4o /^4 


XVrAAACyfCAl A.T?11 


CO 1 Oil 

bS 194 


CCIOOA 

552y20 


lA'S/C ^.TilO OiliCOTil 

iyi6.U23,gz43_246y /4 


Ik >TAAAC/lf A1 A 1 O 


CC 1 Oil 

ES 194 


488x71 


1AO/C /^Oyl ^n-yt? OX^AOA 

1 y 3 6 . U24 .gZ43_246y y 0 


X iTAAAC ^ C A1 /^."OAO 


CO 1 o>i 
bS 194 


/l0 1 ACT 

481057 


iy36.r05.gZ43_246oo / 


X if A A A C jI C A*^ ^ ."C AO 

MU0054502C:E02 


CO 1 Oil 

bS 194 


550571 


1936 .r 24.gZ43_z4oyy 1 


X >r A A A C /I C AO .TJ 1 A 

M000545U2C:rllO 


CO 10/I 

bo 194 


449 //O 


1A>K A AO O/IOO^O 
1 y 4 J . A02 .gZ43_24oy 3 o 


X >fAAAC>IC A'^T^.tJAT 

M00054503D;jE07 


CO 1 Oil 

bS 194 


562019 


lOiK "DA'S OifOO<C 

1 y 4 5 .B03 .gz43_248y J 5 


X iTAAAC ilCAV1 13. A Ail 

M0U054504B:Ai;4 


CO lOil 

bS 194 


524/21 


iy45.j>l i .gz43_24yUo3 


X iTAAAC il C A >l T\ •13 AO 

Muuu343U4D:£u2 


CO lOil 

bo iy4 


CCl A'TC 

Dj14/5 


1 y4D .UZ 1 .gZ4 j_Z4yZ4^ 


X >r A A A C >l C A y1 . A T 


CO IQA 

bo iy4 


OQOOAl 

zsyzui 


iy43.x5Zj.gZ4^_Z4yZ IJ 


syi\J\j\J<j'Tj\Jji\..\jx40 




S72R07 


1945 C05 ez43 248988 


M00054506A:D05 


ES 194 


, 554839 


1945.C24.gz43_249292 


M00054506B:A07 


ES 194 


388055 


1945.D04.gz43_248973 


M00054506B:H01 


ES 194 


550986 


1945.Dll.gz43_249085 


M00054507B:A07 


ES 194 


505907 


1945.E05.gz43_248990 


M00054508B:E08 


ES 194 


557681 


1945.F12.gz43_249103 


M0O0S45OSC:B04 


ES194 


550129 


1945.F15.gz43_249151 
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ClonelD 


ES No 


_4,__1 1 1 

dusterm 








jjj / i I 


lQ45F17ffz43 24Q183 




CO 1 OA 

CiO 194 






Vi00054509B:F01 


bS 194 




1045 o94^ 9400411 


V100054509C:u01 


"CO 1 CiA 

bS 194 


if AQ/ro/: 




\400054510C:uO7 


ho 194 


>1^0471 
4DZ4 / 1 


1 045 Hn7 <T74'^ 940075 


M00054511A:D11 


ES 194 


^ /UD / J 


1 0AS UTI S 074'? 940 1 5*? 


M00054511B:C06 


1?C 1 C\A 

ES 194 


3o9U03 


1 045 14 1 0 tfrA'X 9409 1 7 


M00054512D:H08 


ES 194 


46/OJO 


1 OAS T74 074*? 9409051 


M00054513A:B08 


ES 194 




10/1S IM etTA'X 94ftO^^ 


M00054513A:F09 


ES 194 


455ol4 


10AS TOS AvA^ 94fi005 


M00054513B:Ell 


ES 194 


DjIjIo 


1 045 107 <»'74'? 940097 


M00054513C:A01 


t~*D 1 Ail 

ES 194 


DDDOO\) 


1 0AS TOO ft'»4^ 940050 


M00054513D:F04 


iS 194 


350o7o 


lOAS TT? r»'y4'5 94019^ 


M00054514C:B01 


iS 194 


461313 


IQ/IS TO! cttA'^ 0 ago si 

1 yn J . J / 1 .gZH- j_ZHyz J i 


M00054515B:E11 


ES 194 


c e A^ A ^ 

554246 


1 A/1 < V Ta rt^A'i 7 AO 1 7A 

1 943 . Jvl J .gZ4 j_ZHy 1 jLh 


M00054516C:A04 


IS 194 


559343 


10AS T lA n^A'? 9A0141 

1 y4 J .!-» 1 4 .gz^ j_jZ*t y 1 *T 1 


M00054516D:F09 


T^O 1 A/I 

iS 194 


CCA A 

554456 


lOAS T 71 cttA^ 94095"? 

iy*f J ,1-fZ 1 .gz*f j__z*t^z J J 


M00054517A:C01 


T^n 1 Ail 

ES 194 


466023 


10AS T 7*3 rw4^ 9407S5 
1 y4 J .I^Z J ,gZ*r j_Z*r yZO J 


M00054517B:B04 


ES 194 


C it A1 OA 

549129 


1 A/1 S TV/TAS r»*TA^ 7Aft00$ 
1 y 4 J . mU J .gZH 5__Z*f o y 7 o 


M00054518C:F11 


1 A>l 

BS 194 


f if ACQ 1 


1 0AS MOS ftvA'? 945^000 

1 yn J .fN u J .gz*f-)__zH oyyy 


M00054518D:D03 


T^O 1 Ail 

iS 194 


552903 


1 0AS XrOO o^A^ 9400^1*? 

1 y'f J .IN viy .gz*t j^zHy uo J 


M00054519A:C04 


T^O 1 Ail 

ES 194 


554611 


lOAS Ml 1 nvA'? 940005 
iy*»j.X>l 1 1 ,gZ*r J_ZH-yU7 J 


M00054521D:H01 


T^O 1 Ail 

ES 194 


572992 


10AS nift cTvA"? 94090J 


M00054523C:A11 


ES 194 


458974 


lOAS "D7^ «TvA^ 9409R0 

1 y4 J .fz J .gz*f j_z*t^zoy 


M00054523D:D07 


ES 194 


558497 


10AA AO#; fTvA^ 940^ ft ^ 

1 y . Auo . gz*» j_ZHy J oo 


M00054523D:E08 


T^O 1 Ail 

ES 194 


<€AAOO 

550022 


IQAA A Oft o'tA'? 94041$ 

1 y^o. AUO .gZH j^zHyH i o 


M00054523D:G09 


ES 194 


454336 


1 OAA A 1 0 cttA^ 940450 
iy40.AlU.gZHj_Z*tyHJU 


M00054525D:H05 


i*in 1 Ail 

ES 194 


559676 


1 OA/; P07 o-yA'? 9A040? 


M00054526A:E04 


ES 194 


550475 


TOilAT511 n-rA*? 940467 


M00054526B:C09. 


T^O 1 Ail 

ES 194 


556809 


1 QAli "Rl S fr-yA'? 9405^' 

iy*f D.Jo 1 J .gz*t j_ZHy J J 1 


M00054526C:F03 


r>in 1 Ail 

ES 194 


524966 


104/; RIO (T'7'4'? 940505 
1 y *f 0 . 13 1 y .gz*f j^zHy J y J 


M00054527B:A07 


T^C 1 Ail 

ES 194 


552006 


1 OAA PO^; otA^ 940^ fts 
1 y HO . kA)0 ,gZH j_^Z*t y J oo 


M00054529A:H01 


i^O 1 Ail 

ES 194 


cocoon 

5853o0 


IOA<D71 rvvA"? 940A90 


M00054529C:D11 


T^Cl 1 Ail 

ES 194 


551157 


1 OA A POA ft^A^ 940*^00 
1 yH0.1iUO.gZ*f J^ZHjrjyU 


M00054529D:E01 


ES 194 


ilAA'SAQ 

490jO( 


1 046 17 1 0 074'? 94045^ 

i y HO . JD 1 V .gZH J^ZH y H JH 


M00054530D:C10 


T^O t A/I 

ES 194 




10A6P7^074'? 940669 

iyH0.i:>z J .gzH j__zH70oz 


M00054530D:H07 


TO 1 QA 

hb 194 


33^UUZ 


1 046 P94 0743 940671 

lyHO.JlZH.gZHJ^^'t^'V/ / o 




ES 194 


584071 


1946.Fll.gz43_249471 


M00054532A:A07 


ES 194 


549919 


1946.F13.gz43_249503 


M00054532B:C05 


ES 194 


550204 


1946.F21.gz43_249631 


M00054532D:A01 


ES 194 


559574 


1946.G06.gz43_249392 


M00054532D:E07 


ES 194 


526984 


1946.G08.gz43_249424 


M00054533A:F05 


ES194 


571899 


1946.G12.gz43_249488 


M00054533B:F04 


ES 194 


550714 


1946.G20.gz43_249616 
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M00054533C:B04 


ES 194 


556940 


1946.H01.g243_249313 


M00054533C:E07 


ES 194 


466020 


1946.H05.g243_249377 


M00054534A:B06 


ES 194 


498433 


1946.H15.gz43_249537 


M00054534D:D02 


ES 194 


556216 


1946.106.g243_249394 


M00054535A:G03 


ES 194 


553338 


1946.114.g243_249522 


M00054535B:H08 


ES 194 


560205 


1946.122.g243_249650 


M0O0S453^:AO3 


ES 194 


550018 


1946.J07.g243_249411 


M00054536B:D02 


ES 194 


550370 


1946J10.gz43_249459 


M00054536B:F08 


ES 194 


550730 


1946.Jll.g243_249475 


M00054536C:B11 


ES 194 


555019 


1946.J15.g243_249539 










M00054536C:D12 


ES 195 


82864 


1946.J17.gz43_249571 


M00054537B:H03 


ES 195 


451778 


1946.K02.g243_249332 


M00054537C:B03 


ES 195 


51103 


1946.K06.ga43_249396 


M00054538A:B10 


ES 195 


455821 


1946.K16.gz43_249556 


M00054538B:B05 


ES 195 


550172 


1946.K18.g243_249588 


M00054538D:F05 


ES 195 


557339 


1946.L07.gz43_249413 


M00054538D:G12 


ES 195 


550830 


1946.Lll.gz43_249477 


M00054538D:H11 


ES 195 


560014 


1946.L13.gz43_249509 


M00054539B:D06 


ES 195 


560519 


1946.L17.gz43_249573 


M00OS4S39B:GO3 


ES 195 


549734 


1946.Li9.gz43_249605 


M00054540A:H07 


ES 195 


464154 


1946.M10.gz43_249462 


M00054541BJ^09 


ES 195 


549233 


1946.M22.gz43_249654 


M00054541C:C10 


ES 195 


493575 


1946.N03.gz43_249351 


M00054541C:F11 


ES 195 


481594 


1946.N09.gz43_249447 


M00054542B:B01 


ES 195 


409262 


1946.N17.gz43_249575 


M00054542C:B12 


ES 195 


558024 


1946.N21.gz43_249639 


M00054543B:E06 


ES 195 


552638 


1946.012.g243_249496 


M00054543C:F01 


ES 195 


552753 


1946.018.gz43_249592 


M00054543D:G08 


ES 195 


549131 


1946.P01.gz43_249321 


M00054544B:E03 


ES 195 


550618 


1946.P09.gz43_249449 


M00054544C:F04 


ES 195 


560717 


1946.P17.gz43_249577 


M00054545C:B09 


ES 195 


555502 


1947A10.8z43_253539 


M00054545D:E04 


ES195 


561406 


1947A14.gz43_253603 


M00054553D:E09 


ES 195 


515707 


1947.G22.gz43_253737 


M00054555A:H09 


ES 195 


550952 


1947.106.82543_253483 


M00054555D:C03 


ES 195 


550246 


1947.J01.gz43_253404 


M00054566D:G08 


ES 195 


496586 


1947.P21 .gz43_253730 


M00054567C:B03 


ES 195 


556065 


1948.A04.gz43_249738 


M00054567C:D09 


ES 195 


550403 


1948.A07.gz43_249786 


M00054568A:G02 


ES195 


549716 


1948.A14.gz43_249898 


M00054568A:H03 


ES 195 


549858 


1948A16.gz43_249930 


M00054S68B:A07 


ES 195 


554793 


1948.A17.gz43_249946 


M00054568C:D06 


ES 195 


450963 


1948A21.gz43_250010 
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M00054568C:G12 


ES 195 


557656 


1948A23.gz43_250042 


M00054569D:E01 


ES 195 


468613 


, 1948.C02.gz43_249708 


M00054570A:F02 ' 


ES195 


549597 


1948.C08.gz43_249804 


M00054571A:B10 


ES19S 


451049 


1948.C21.gz43_250012 


M00054572C:B12 


ES 195 


562805 


1948.E07.g243_249790 


M00054572C:E09 


ES 195 


561876 


1948.Ell.gz43_249854 


M00054572C:(H)5 


ES195 


550035 


1948.E13.gz43_249886 


M00054574C:B11 


ES 195 


562725 


1948.G0I.gz43_249696 


M00054574D:F11 


ES 195 


559300 


1948.G10.gz43_249840 


M00054575A:B06 


ES 195 


560080 


1948.G12.gz43_249872 


M00054575B:A07 


ES 195 


562469 


1948.G16.g243_249936 


M00054576D:C07 


ES 195 


378610 


1948.102.gz43_249714 


M00054577B:A09 


ES 195 


558729 


1948.113. gz43_249890 


M00054577B:F01 


ES195 


509202 


1948.119.gz43_249986 


M00054579A:G10 


ES19S 


550804 


1948.K03.gz43_249732 


M00054579B:C11 


ES195 


454205 


1948.K07.gz43_249796 


M00054579B:D10 


ES195 


553749 


1948.K08.gz43_249812 


M00054579C:A10 


ES195 


552907 


1948.Kll.gz43_249860 


M00054579D:D08 


ES 195 


313600 


1948.K18.gz43_249972 


M00054580A:B11 


ES 195 


528404 


1948.K21.g243_250020 


M00054580A:C10 


ES 195 


492139 


1948.K22.gz43_250036 


M00054580A:D03 


ES 195 


550318 


1948.K23.gz43_250052 


M00054580A:D04 


ES195 


570248 


1948.K24.gz43_250068 


M00054581BA01 


ES195 


559752 


1948.M02.gz43_249718 


MO00S4581B:DO3 


ES195 


550397 


1948.M04.gz43_249750 


M00054581B:G10 


ES195 


550874 


1948.M05.gz43_249766 


M00054581D:C12 


ES 195 


555000 


1948.M10.gz43_249846 


M00054581D:D01 


ES195 


556488 


1948.Mll.gz43_249862 


M00054581D:E04 


ES195 


556336 


1948.M12.gz43_249878 


M00054581D:G02 


ES 195 


550811 


1948.M13.gz43_249894 


M00054582AA05 


ES195 


568467 


1948.M14.gz43_249910 


M00054582A:A07 


ES195 


549994 


1948.M15.gz43_249926 


M00054583A:B04 


ES 195 


550106 


1948.N13.gz43_249895 


M00054583A:F05 


ES 195 


550694 


1948.N14.gz43_249911 


M00054583D;E04 


ES 195 


394567 


1948.001. gz43_249704 


M00054584A:A07 


ES 195 


549956 


1948.003 .gz43_249736 


M000S4584A:B03 


ES195 


533812 


1948.005 .gz43_249768 


M00054584B:A03 


ES 195 


554887 


1948.O10.gz43_249848 


M00054584B:G03 


ES195 


572249 


1948.013.gz43_249896 


M00054584D.C01 


ES195 


466020 


1948.O17.g243_249960 


M00054585A:E07 


ES 195 


160320 


1948.021. gz43_250024 


M00054586A:F05 


ES 195 


550662 


1948.P19.gz43_249993 


M00054586C:H02 


ES 195 


560751 


1957.A05.gz43_250138 


M00054586D:A03 


ES 195 


559857 


1957.A06.gz43_250154 



814 



BNSDOCID: <WO ^0214500A2_L> 



wo 02/14500 



PCT/USOl/25840 



Table 13 



ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00054586D:G01 


ES 195 


559419 


1957.A09.gz43_250202 


M00054587A:A08 


ES 195 


558413 


1957.A13.gz43J50266 


M00054587A:F06 


ES 195 


471181 


1957.A16.gz43_250314 


M00054587A:F09 


ES 195 


452506 


1957.A18.g243_250346 


M00054587B:F06 


ES 195 


562174 


1957.A23.gz43_250426 


M00054587C*G02 


ES 195 


535129 


1957.B03.gz43_250107 


M00054587D:D04 


ES 195 


550322 


1957.B05.g243_250139 


M00054588AG08 


ES 195 


550855 


1957.B1 1 .gz43_250235 


M00054588BB12 


ES 195 


553331 


1957.B13.gz43_250267 


M00054588C'F04 


ES 195 


550217 


1957.B19.g243_250363 


M00054589AD09 


ES 195 


555920 


1957.C04.gz43_250124 


M000545 8 9AE05 


ES 195 


477097 


1957.C05.gz43_250140 


M00054589BiA07 


ES 195 


446164 


1957.C06.gz43Jl50156 


M000545 89B*F05 


ES 195 


551463 


1957.C10.gz43_250220 


M00054589B-G10 


ES 195 


43656 


1957.C13.gz43_250268 


M0005458QrGl 1 


ES 195 


427723 


1957.C18.g243_250348 




ES 195 

Mii^ X 7*/ 


556376 


1957C20ez43 250380 




ES 195 

X^k^ X 7«^ 


447311 


1957.C23.gz43 250428 




J^iJ X7«/ 


553755 


1957 D02 2243 250093 


M000^4SQOAF02 

XVXV/ Vr Uw' *T ^ 7 , X^ 


ES 195 


550594 


1957.D03.gz43_250109 


lVI.UV/l/«/H*77V/JO.Ox 1 


FS 195 

X^ti^ X 7«^ 


550088 


1957 D06 cz43 250157 


Mnno^dsonr-AO'^ 


ES 195 

X^k7 1 7*/ 


498827 


1957D08ez43 250189 


Monns4^onT>ROi 

IVJLUl^UiJ'T J 7 vrx^.X^V/ x 


ES 195 

XJtJ X 7«^ 


550084 


1957.D16.gz43_250317 


IVl V V v J H J 7 VJ X^ . v/ X 


ES 195 

X.«rW X 7«/ 


551975 


1957.D18.gz43_250349 


M0fl054S9ir*A01 

iVXV/VV-^'T*^ 7 X V^.i^V/ X 


ES 195 


550044 


1957.B04.gz43_250126 


M000^4SQ1 rH09 

IVl VV/ V J*T J 7 X V/ .XXV/ 7 


ES 195 

X^kJ X7*/ 


554764 


1957.E06.gz43_250158 




ES 195 


550886 


1957.Ell.gz43_250238 




ES 10^ 


550315 


1957E17.ez43 250334 




ES 195 


549964 


1957.E20.gz43_250382 


M00054593A-D01 


ES 195 


547509 


.1957.F03.gz43_250111 


M00054593B-B03 


ES 195 


473859 


1957.F09.gz43_250207 


M00054593B-E03 


ES 195 


557970 


1957.F12.gz43_250255 


M00054593DB11 


ES 195 


550153 


1957.F18.gz43_250351 


M00054594AD04 


ES 195 


561836 


1957.p01.gz43_250080 


M00054594C-E06 


ES 195 


498777 


1957.G08.gz43_250192 


M00054595B'A11 


ES 195 


161489 


1957.G20.gz43_250384 


M00054595B-C12 


ES 195 


560357 


1957.G23 .gz43_250432 


M00054595B:H09 


ES 195 


485431 


1957.H06.gz43_250161 


M00054595C:G06 


ES 195 


549665 


1957.H12.gz43_250257 


M00054595D:A10 


ES 195 


485029 


1957JI18.gz43_250353 


M00054596A:G11 


ES 195 


549731 


1957.H24.gz43_250449 


M00054596B:C01 


ES 195 


447356 


1957.104.gz43_250130 


M00054596C:A06 


ES 195 


451594 


1957.11 l.gz43^250242 


M00054596C:F09 * 


ES195 


549609 


1957J14.gz43_250290 
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M00054596C:F10 


ES 195 


455298 


1957.115 .gz43_250306 


M00054596C:G09 


ES195 


561130 


1957.117.gz43_250338 


M00054597A:A07 


ES19S 


467035 


1957.123.gz43_250434 


M00054597A:C11 


ES195 


558332 


1957.J01.gz43_250083 


M00054597A:D08 


ES195 


558981 


l957.J02.gz43_250099 


M00054597A:G08 


ES 195 


549781 


1957.J03.gz43_250115 


M00054597B:F09 


ES195 


493622 


1957.J08.g243_250195 


M00054597D:E12 


ES 195 


461718 


1957J17.gz43^250339 


M00054597D:F08 


ES195 


449649 


1957.J19.gz43_250371 


M00054599B:A12 


ES195 


446783 


1957.K18.gz43_250356 


M00054599B:C06 


ES195 


549228 


1957.K20.gz43_250388 


M00054599B:F09 


ES195 


549611 


1957.K23.g243_250436 


M00054599C:E05 


ES19S 


561593 


1957X06.gz43_250165 


M00054599D:B07 


ES195 


559883 


1957.L08.gz43_250197 


M00054600A:G12 


ES195 


559554 


1957.L17.gz43_250341 


M00054600A:H03 


ESI95 


549816 


1957.L18.gz43_250357 


M00054600C:B10 


ES 195 


459581 


1957.L20.gz43_250389 


M000S4600C:D03 


ES19S 


554193 


1957.L22.gz43_250421 


M00054600D:H07 


ES195 


554869 


1957.M08.gz43_250198 


M00054601A:E08 


ES 195 


555949 


1957.M09.gz43_250214 


M00054601B:D08 


ES 195 


446503 


1957.M12.g243_250262 


M00054602A:B03 


ES 195 


550085 


l957.M23.gz43_250438 


M00054602A:E06 


ES 195 


416884 


1957.N05.g243_250151 


M00054602C:B06 


ES195 


547509 


1957.N15.gz43_250311 


M00054602C:C12 


ESI95 


487176 


1957.N16.gz43_250327 


M00054602D:A06 


ES 195 


562722 


1957.N20.gz43_250391 


M00054603A:G06 


ES 195 


552907 


1957.007 .g243_250184 


M00054603A:G12 


ES195 


552913 


1957.O09,gz43_250216 


M000S4603B:B04 


ES195 


526733 


1957.Oll.g243_250248 


M00054603B:C09 


ES195 


447308 


1957.O13.gz43_250280 


M00054603B:G08 


ES195 


356058 


1957.O16.gz43_250328 


M00054603C:G09 


ES195 


408130 


1957.O18.gz43_250360 


M00054603D:B02 


ES195 


552121 


1957.O20.gz43_250392 


M00054604C:B05 


ES195 


562529 


1957.P07.gz43_250185 


M00054604C:F03 


ES195 


549599 


_1957.P12.gz43_250265 


M000S4604D:A04 


ES195 


563514 


1957.P15.gz43_250313 


M00054605A:A03 


ES195 


558927 


1957.P18.gz43_250361 


M00054605B:F10 


ES195 


460493 


1957.P24.gz43_250457 


M00054605B:G01 


ES195 


549649 


1958.A02.gz43_250474 


M00054605C:A04 


ES195 


548864 


1958.A05.gz43_250522 


M00054605C:D03 


ES 195 


188753 


1958.A06.gz43_250538 


M00054605C:H02 


ES195 


549810 


1958A09.gz43_250586 


M00054606A:A03 


ES195 


449994 


1958.A13.gz43_250650 


M00054606A:D02 


ES195 


562508 


1958.A16.gz43_250698 
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CIonelD 


"CO XT— 

Eb No 


CiusterlD 


oCQUciiceiN ame 


Vi00u54o0oC:l50o 


DO lO^ 




i y J o ./vz^ ,gz*t J u o i u 


V10005460oC:b04 


DO lO^ 




Xy J 0 .iSli i .gZrt J^A>>^ V/*r«/7 


Va00054606D:B05 


CC 1 




IQ^fi RAO ovA^ 7^047^ 


M00054607A:B0o ' 


ES 195 


DoUoOZ 


lO^R "Rfl^ rrvA^ 7<iOS7^ 


M00054607A:G02 


iS 195 






M00054608B:D08 


iS 195 


490393 


lO^fi mo rrT^^ 0^(^747 


M00054608C:H04 


iS 195 


M9oo9 


lO^fi XyyA 7^ftR77 


M00054609A:D01 


iS 195 


4Z3y4 / 


lO^R Pn^ rvvA^ 9^nS74 


M00054609A:F01 


ES 195 


5olo92 




M00054609A:H04 


ES 195 


549912 


1 yD o . uuy .gzH^^z 3 u J o o 


M00054609B:E01 


3S 195 


55o530 




M00054609B:H11 


ES 195 


507349 




M00054609C:G06 


ES 195 


5^9119 




M00054609D:E12 


ES 195 


490152 


lyjo.u/2.gz43_ZDU /yo 


M00054609D:H06 


ES 195 


549829 


1ACQ /^O/l 0^nft7C 

iy3o.UZ4.gZ4^_23Uo2o 


M00054610A:E05 


ES 195 


558332 


incQ T^A^ f*»A*x o^n^7< 
ly3o.LJ0j.g24J_ZjUjZj 


M00054611B:F12 


ES 195 


549626 


1 A<Q T71 O rail's O^flA^^ 

1 y 3 o .E 1 ^ .gZ4 J_Z3 U034 


M00054611B:G09 


ES 195 


478511 


io<ft 171/1 ftT^'i 7^nA7n 

1 y 3 o ,Xi 1 4 .g2*f3__Z3 UO / U 


M00054611C:C02 


ES 195 


561144 


1 y 3 o .li 1 0 .gZ*r3_Z3 u / uz 


M00054611C:E01 


ES 195 


555660 


iy3o.lll o.gZ'rJ__Z3\/ / J*fr 


M00054612A:D12 


ES 195 


C A AO A'J 

549347 


X y3 5 .1' Uo .gZHi3_Z3 W / 3 


M00054612B:B11 


ES 195 


549114 


1 y 3 o ,r 1 u.gz*r3__z3 uou / 


M00054612B:E02 


ES 195 


A001 AO 

488105 


iy3o,r lZ.g2H3_Z3UD3y 


M00054612D:B12 


ES 195 


552364 


lO^fi 1777 ri'wA'X 7^0700 

1 y 3 o .r zz ,gz43_z3u / y y 


M00054613A:D07 


ES 195 


550177 


I y3 o ♦ljyo.gZ*f ^_Z3 U3*Ht 


M00054613B:H04 


ES 195 


550018 


1 y 3 6 .LJ 1 1 .gZ^3_Z3 UOZH 


M00054613D:H09 


ES 195 


553028 


io<hQ ry^\ f^^Ai 7^n7ft^ 
1 y3 o.VJZ 1 jL^ 










M00054614A:G11 


ES 196 


557559 


1 yj o . VJZ4 . gZ4 J_Z 3 U o 3 Z 


M00054614B:E01 


ES 196 


405042 


1 y3 o Jtiyj 1 ,gZ43_Z3 U*f03 


M00054615B:E03 


ES 196 


497477 


1 y 3 o .11 1 0 .gZH3_Z3 U / U3 


M00054615C:D09 


ES 196 


557947 


1 y 3 o .rtZJ .g2*f 3_Z3UO 1 / 


M00054616A:H01 


ES 196 


553758 


1 y 3 o .1 1 3 .gz43_Z3Uoyu 


M00054616A:H03 


ES 196 


481360 


1 y 3 0 .1 1 0 .gZ*f3_Z3 U / uo 


M00054616D:C10 


ES 196 


552418 


1 y 3 o . J U 1 .gZ*r3_Z3U*fO / 


M00054616D:G09 


ES 196 


C >1 AT5 A 

549739 


1 y3o . J U3 .gZ*l'3_Z3U*ryy 


M00054616D:H06 


ES 196 


513113 


1 y3o . J U3 .gZ*M_Z3U3 J 1 


Mnnn^A^i 1 n A •pn7 

lYlUUU3*f01 /A.V^U/ 




553453 


1958J08.gz43_250579 


M00054617B:A09 


ES 196 


548965 


1958J10.g243_250611 


M00054617B:C05 


ES196 


549233 


1958J12.gz43^250643 


M00054617B;D06 


ES196 


549388 


1958J13.gz43_250659 


M00054618B:B04 


ES 196 


549122 


1958.K06.gz43_250548 


M00054618C:H02 


ES196 


555371 


1958.K14.gz43_250676 


M00054618D:D04 


ES196 


55243^ 


r I958.K16.gz43_250708 
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M000340 1 oD :JdUo 


"CO 1 A^ 

£o 196 


j< AAO AA 

490890 


tAfO trio ^ A*i ICATC^ 

1958.K19.gz43_250756 


M00034oloD:£ll 


£S 196 


il f 1 AAA 

451009 


195o.K20.gz43JZ50772 


Ik Mf\f\f\C il ^ 1 A A AC 

M0O0546 19A:C05 


T70 1 A^ 

ES 196 


A A ^ A 1 '9 

447913 


1 958.K24,gz43 J25U83 6 


M00054ol9C:F04 


T?0 1 A^ 

ES 196 


CCA AO £ 

554036 


ye\Ct> T AA ^ A'i ACA^A^ 

1958.L09.g243_250597 


M00054619D:C10 


ES 196 


562749 


1958.L12.gz43_250645 


X il/\A/\f il y^ A A A^AA 

M00054620A:C09 


TJO 1 A^ 

ES 196 


553204 


1958.L15.gz43_250693 


M00054620B:B10 


T^O 1 A/* 

ES 196 


. 552194 


\r\CO T 0/\ ^ ilO O^A^TO 

1 95 8 .L20 .gz43_25 0773 


M00054620C:C05 


ES 196 


448276 


1958.L22.gz43_250805 


M00054620C:C12 


ES 196 


560491 


1 95 8 .L23 .gz43__25082 1 


M00054620D:D06 


ES 196 


561116 


1958 .M03 .g;z43_25 05 02 


M00054620D:D11 


ES 196 


473111 


1 958 .M04 .gz43_2505 1 8 


M00054620D:F1 1 


ES 196 


556896 


tn^A % jr/\^ ^Cf\cc/\ 

1958.M06.gz43_250550 


M00054620D:G11 


ES 196 


395411 


1958.M07.gz43_250566 


M00054621B:A10 


ES 196 


548859 


1958.M13.gz43_250662 


M00054621C:G03 


ES 196 


451025 


1958.M20.gz43_250774 


M00054621D:A10 


ES 196 


518049 


1958.M24.gz43_250838 


M00054621D:C06 


ES 196 


558642 


1958.N01.gz43_250471 


M00054621D:D11 


ES 196 


549320 


1958.N02,gz43_250487 


M00054622A:D06 


ES 196 


27480 


1958.N07.gz43_250567 


M00054622A:H01 


ES 196 


561068 


1958 .N08 .gz43_25 0583 


M00054622B:F05 


ES 196 


491644 


1958.N10.gz43_25O615 


M00054622B:H09 


ES 196 


556308 


1 958.N12.gz43_250647 


M00054622D:C02 


ES 196 


562932 


1958.N18.gz43_250743 


M00054622D:D10 


ES 196 


551463 


1958.N20.gz43_250775 


M00054622D:F05 


ES 196 


485504 


« y\ A VTA « A O Af /VnA 1 

1 958.N2 1 .ffA^J5 079 1 


M00054622D:G11 


ES 196 


556835 


« ftmts VTAA ^A Af AAAn 

1958.N22.gz43_250807 


M00054622D:H03 


ES 196 


453864 


1958.N23.gz43_250823 


M00054623B:B11 


ES 196 


556424 


1958.O06.g243_250552 


M00054623C:E09 


ES 196 


558175 


1958.O09.gz43_250600 


M00054623D:C12 


ES 196 


551305 


1958.O12.gz43_250648 


M00054624A:B11 


ES 196 


550164 


1958.O16.gz43_250712 


M00054624B:G10 


ES 196 


559938 


1958.02 1 .gz43_250792 


M00054624D:B06 


ES 196 


554810 


1958,023 .gz43_250824 


M00054625A:D07 


ES 196 


558103 


1958.P04.gz43__250521 


M00054625A:E05 


ES 196 


557199 


t/\CO 'f\/\C A^ ACAfO^ 

1958.P05.gz43_250537 


M00054625B:B02 


T^n 1 A^ 

ES 196 


CC ^ Af A 

551250 


1958.P07.gz43_250569 


M00054625D:F06 


ES 196 


562712 


1958.P2 1 .gz43_250793 








iyjo.jrZZ.gZHj_^itJUouy 


M00054627A:B08 


ES 196 


556790 


1959.A20.gz43J54083 


M00054628C:G11 


ES 196 


557559 


1959,C14.gz43_253989 


M00054629C:G06 


ES 196 


555923 


1959.D08,gz43J53894 


M00054630A-.D08 


ES 196 


562541 


1959.D17.gz43_254038 


M00054630B:A06 


ES 196 


551975 


1959.D19,gz43J54070 


M00054631D:C02 . 


ES196 


552092 


1959.F03.gz43_253816 
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M00054635B:G05 


ES 196 


268197 


1959.H16.gz43_254026 


M00054638D:F02 


ES 196 


555949 


1959.K24.gz43_254157 


M00054640B:C05 


ES 196 


549210 


1959.M04.gz43_253839 


M00054642D:F11 < 


ES 196 


549516 


1959.N22.gz43_254128 


M00054643B:G09 


ES 196 


S52618 


1959.O10.gz43_253937 


M00054644B:F02 


ES 196 


557345 


1959.P08.gz43_253906 


M00054644D:F11 


ES 196 


549624 


1959.P20.gz43_254098 


M00054647D:H02 


ES 196 


502683 


1960.B23.gz43_254516 


M00054648C:H10 


ES 196 


450867 


1960.C12.gz43_254341 


M00054650A:B08 


ES196 


410667 


1960.D12.gz43_254342 


M00054651D:D02 


ES 196 


452662 


1960.E24.gz43_254535 


M00054652B:A04 


ES 196 


387728 


1960.F04.gz43_254216 


M00054656C:E10 


ES196 


561590 


1960.107.gz43_254267 


M00054657D:E05 


ES 196 


551531 


1960.Jll.gz43_254332 


M00054661A:B03 


ES 196 


193991 


1960.L03.g243_254206 


M00054661D:A07 


ES 196 


551065 


1960.L12.g243_254350 


M00054663D:D09 


ES 196 


466851 


1960.M24.gz43_254543 


M00054664D:A01 


ES 196 


264575 


1960.N14.gz43_2S4384 


M00054668A:D01 


ES 196 


450624 


1969.A10.g243_254691 


M00054670D:F10 


ES 196 


556424 


1969.B21.g243_254868 


M00054671A:H07 


ES 196 


579481 


1969.C07.gz43_254645 


M00054671D;A12 


ES 196 


573733 


1969.C24.g243_254917 


M00054672C:F01 


ES 196 


140763 


1969.D20.g243_254854 


M00054673B:G08 


ES 196 


551845 


1969.E09.g243_254679 


M00054674B:B03 


ES 196 


551269 


1969.F03.g243_254584 


M00054677D:H08 


ES 196 


556959 


1969.102.gz43_254571 


M00054683D:F01 


ES 196 


551630 


1969.M04.gz43_254607 


M00054685D:D09 


ES 196 


415326 


1969.Nll.gz43_254720 


M00054689C:B11 


ES 196 


557935 


1970.A03.gz43_263422 


M00054689D:E12 


ES 196 


551527 


1970.A06.gz43_263470 


M00054690B:B02 


ES 196 


559389 


1970A14.gz43_263598 


M00054690B:D10 


ES196 


552418 


1970.A16.gz43_263630 


M00054690D:G03 


ES 196 


549388 


1970.B04.gz43_263439 


M00054692B:C06 


ES 196 


550330 


1970.B20.gz43_263695 


M00054692B:D01 


ES 196 


420686 


1970.B21.gz43_263711 


M00054692C:B02 


ES 196 


42994 


1970.B23.gz43_263743 


M00054692D:F09 


ES 196 


479208 


1970.B24.gz43_263759 


M00054693A:C09 


ES 196 


551243 


1970.C05 .gz43_263456 


M00054693A:E06 


ES196 


558938 


1970.C08.gz43_263504 


M00054693B:B01 


ES196 


559036 


1970.C09.gz43_263520 


M00054693C:A02 


ES196 


549995 


1970.C14.gz43_263600 


M00054693D:A05 


ES196 


551150 


1970.Cl8.gz43_263664 


M00054693D:A08 


ES196 


448332 


1970.Cl9.gz43_263680 


M00054693D:C04 


ES196 


450755 


1970.C20.gz43_263696 
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M00054695A.A12 


ES196 


552051 


1970.D08.gz43_263505 


M00054696B:H11 


ES 196 


553128 


1970.E06.gz43_263474 


M00054697A:E03 


ES 196 


552649 


1970.E12.gz43_263570 


M00054697A:G06 


ES196 


562216 


1970.E14.gz43_263602 


M00054697C:E11 


ES196 


552581 


1970.E21.gz43_263714 


M00054699A:G01 


ES 196 


584499 


1970.F15.gz43_263619 


M00054699B:A05 


ES 196 


551996 


1970.F16.gz43_263635 


M00054699B:F05 


ES 196 


552733 


1970.F18.gz43_263667 


M00054699C:A04 


ES 196 


551995 


1970.F21.g243_263715 


M00054699D:A12 


ES 196 


552055 


1970.G02.gz43_263412 


M00054700A:B03 


ES 196 


552254 


1970.G04.gz43_263444 


M00054700A:F12 


ES 196 


552733 


1970.G06.gz43_263476 


M00054701D:H05 


ES 196 


555255 


1970.G23;g243_263748 


M00054702A:C06 


ES 196 


556896 


1970,H01.gz43_263397 


M00054702A:F03 


ES 196 


483141 


1970.H02.gz43_263413 


M00054702A:H03 


ES 196 


509202 


1970J103.gz43_263429 


M00054702C:G06 


ES196 


551754 


1970B09.gz43_263525 


M00054702D:E07 


ES 196 


389201 


1970.H12.gz43_263573 


M00054702D:F05 


ES 196 


452392 


1970JH14.gz43_263605 


M00054702DJI10 


ES196 


549945 


1970.H16.gz43_263637 


M00054703C:F01 


ES 196 


521552 


1970.H22.gz43_263733 


M00054703D:B07 


ES 196 


549238 


1970.101. gz43_263398 


M00054703D:F04 


ES 196 


561434 


1970.102.gz43_263414 


M000S4704B:B11 


ES 196 


549038 


1970.106.gz43_263478 


M00054704D:F02 


ES196 


552682 


1970.112.gz43_263574 


M00054705B:C08 


ES 196 


552314 


1970.114.gz43_263606 


M00054705B:D02 


ES 196 


527679 


1970.116.gz43_263638 


M00054705B:E04 


ES 196 


498454 


1970.118.gz43_263670 


M00054705C:B02 


ES 196 


475730 


1970.121.gz43_263718 


M00054705C:D11 


ES 196 


554477 


1970.124.gz43_263766 


M00054705D:G03 


ES 196 


184995 


1970J03.gz43_263431 


M00054706A:G10 


ES196 


491827 


1970.J09.g243_263527 


M00054706B:F10 


ES 196 


562884 


1970.J15.gz43_263623 


M00054706C:A04 


ES196 


551955 


1970.J17.gz43_263655 


M000S4706C:B12 


ES196 


550053 


1970.J19.gz43_263687 


M00054706D:B03 


ES196 


553358 


1970.J22.gz43_263735 


M00054707B:B08 


ES196 


453708 


1970.K02.gz43_263416 


M00054707C:D02 


ES 196 


549151 


1970.K06.g243_263480 


M00054707C:G07 


ES1% 


552894 


1970.K09.gz43_263528 


M00054708A:F11 


ES 196 


552686 


1970.K12.gz43_263576 


M00054708B:F04 


ES 196 


391511 


1970.K16.gz43_263640 


M00054709AA10 


ES 196 


560317 


1970.K24.gz43_263768 


M00054710B:B10 


ES 196 


552197 


1970.L17.gz43_263657 


M00054710C:A12 


ES196 


558768 


1970.L22.gz43_263737 
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PliiotprTn 


S eni 1 en <v?MfliTie 


XVJLvV/v/*/*T / i yJLJ m*rW/At 


ES 196 


551941 


1970 MOl £243 263402 




HS 196 


553685 


1970 M05 ez43 263466 


jyiKjyjyjDH i j. j. v^./\v/o 




552071 


1970 Mil ez43 263562 






55J?046 


1970 NO I ffz41 963403 


Turnnn^47i 9P'Pft7 


F^ 1Q6 


540557 


1970N05ffz43 263467 




F^ 106 


S51470 


1970N14ff741 963611 

17 / v/.i 1 i.*T.^Z4*T.J ^yJjyJXX 


Mnnn^47i '^pT>n7 


F^ 106 


55'^0'?8 


1970N18C243 263675 


1^000^471 4 A 'PHS 


F9 106 

JDO 170 


450017 


1970 001 ffz43 263404 


\Annn^47 1 4UPns 


F^ 106 




1970 O06 Bz43 263484 




10A 
CO 170 


S^967S 


1 070 000 07:43 263532 


\K(\(\C\^A1\^ A 'Pn^^ 


FQ 10A 

Co 170 


457550 


1070 01 5 az43 263628 


\/innf\^ 47 1 *; A -nno 

iVlUUUj*t / I^/\.vJUZ 


FQ 10^ 

CO 17Q 


550075 


1970 017 B243 263660 




F^ 106 
Co I70 


451017 


1 970 021 ffz43 263756 


A/fnnn^/471 ^P 'ni i 


Co I7O 


4107R1 


1070O24ffz43 263772 




T7Q 10A 
Co I7O 


^^7<OQ 


1070P07ffz43 263501 


MUUU j4 / 1 J JJ.rUy 


CO I70 




1070 P08 0743 263517 




Co i.70 


4001Q1 


1070P16oz43 263645 


J\iUUUD4 / lOJJ.JUUo 


Co I7D 




1070 P91 oz41 263757 


\ >r A A A€ /I T 1 7 A • A A'5 


CO I70 


s^70fi/; 


1071 AOl ff741 946002 


X>rAAAC>l 1*7 A ./^A7 


PC 10A 
CO I7O 


^4Q^S0 

J*f7JJU 


1071 AOl 0741 7dl07A 


XiTAAACjirfl 7 A '^AO 


CO i70 




1071 A06crz41 947079 


XiTAAAC/f T1 T/^./^A*? 


PC 10/; 
CO I7O 


^^4011 


1071 A1 80741 947264 


MU00547 1 oAlJLil 1 


PC lOA 

CO 170 


J J J J 1 X 


1071 A94 ot41 947160 


XiTAAA^/ni Q'D>PhA'2 


PC IQA 
Co I70 


';<;^Ri7 


1071 1105 0741 947057 

17/1 »XJ\U ,Q£rTJ^_je.*T 1 Xfmf 1 


liA'AAAOI'71 O A • A A7 

MU0U547 1 yA: AUz 


PC IQA 
CO I7D 




1071 Rll 0741 947185 


"NyiAAA^/mO A 'UA^ 

MUUU^4 / iyA.rlUO 


PC lOA 
Co I7O 


S^1019 


1071 1116 Bz43 247233 


AyrnAA^>i77nr*' AAi 

MUUUD4 / ZUl^.AUi 


PC 10A 

Co X70 


J J J x^.? 


1071 DO 1 ffz43 246995 


A/rnAA^ii77 AP-rii A 

JVIUUU34 /ZUL/.vJlU 


PC 10/; 

CO I70 


S-S7714 
J J / / It 


1971 D05 ff243 247059 

1 7 / X »X^\i<J •g*»'T*?__*f^ r \/«^ ✓ 


JVIUUU j4 / /Ul^.rlU 1 


PC lOA 
CD I7O 


561111 


1971 D06 cz43 247075 


'\/innA</i77i P'T\i 1 
MUUU34 /Z 1 w.JU 1 1 


PC 10/; 

CO I70 


446000 

*t*tU777 


1971 E05 cz43 247060 


AyrAnA^/i777P'r4m 
iVlUUUD4 //xL/.l^Ul 


PC 106 

CO 17V/ 


450410 


1971 F05 cz43 247061 


A/rnAn^A707ri'Pnfi 

JVIUUUD4 / £,/L\J\j\)o 


PC 10/; 

CO I7O 


551116 


1971 F09 cz43 247125 

17/ X.X .^Lr^mJ «fil»"T # X<t»»f 


mUUl/34 /Zt'A.VJUZ 


Fd 106 

Co X7Q 


471050 

•tA 1 7«/ 7 


1971 G14 2243 247206 


■\AAAA^4774P'T7nii 
JV1UUUD4 / Z*H3.rU0 


PC 106 

CO 17U 


551896 


1971 Gl 8 C243 247270 


A>rAnn<id774n*pn^ 


F^ 106 

CO 170 


561636 


1971 HOI fiz43 246999 


iv>rAnns4774n'rn 7 


106 

CO 17U 


553805 


1971H07ez43 247095 


iv>f nnn<477 ^ A • a aq 

JVIUUU^H / Z.} A^U3 


F^ 106 

CO 17U 


448136 


1971H09£z43 247127 


M00054725A:A05 


ES 196 


551096 


1971.H10.gz43_247143 


M00054725A:F09 


ES196 


555491 


1971.Hll.gz43_247159 


M00054725A:H06 


ES196 


86175 


1971.H12.gz43_247175 


M00054725B:G12 


ES 196 


555676 


1971.H19.gz43_247287 


M00054725D:F04 


ES 196 


553731 


1971.104.gz43_247048 


M00054726A:B11 


ES 196 


552933 


1971.107.gz43_247096 


M00054726A:D02 


ES 196 


555818 


1971.109.gz43_247128 
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M00054726A:E01 


ES 197 


551487 


, 1971.110.gz43_247144 


M00054726B:F08 i 


ES 197 


553739 


1971.116.gz43_247240 


M00054726B:F09 


ES 197 


557747 


1971.117.gz43_247256 


M00054726C:D10 


ES 197 


449035 


1971.121.gz43_247320 


M00054726C:E07 


ES 197 


524721 


1971.122.gz43_247336 


M00054727A:B12 


ES197 


553264 


1971.J09.gz43_247129 


M00054727D:C06 


ES 197 


496772 


1971. KOI. gz43_247002 


M00054728B:C10 


ES197 


557356 


1971JC09.gz43_247130 


M00054728C:B08 


ES197 


559113 


1971.K13.gz43_247194 


M00054728D:B07 


ES197 


554048 


1971.K18.gz43_247274 


M00054729B:A08 


ES197 


484043 


1971.L05.gz43_247067 


MO0O54729B:BO3 


ES197 


557426 


1971.L06.gz43_247083 


M00054729B:E06 


ES 197 


451812 


1971.L09.gz43_247131 


M00054729C:C08 


ES 197 


561830 


1971.L12.gz43_247179 


M00054729C:G07 


ES 197 


562263 


1971.L15.gz43_247227 


M00054729D:D05 


ES 197 


550315 


1971.L18.gz43_247275 


M00054730B:F11 


ES 197 


559380 


1971.Mll.gz43_247164 


M00054731A:D07 


ES 197 


452488 


1971.N05.gz43_247069 


M00054731B:C12 


ES197 


553310 


197i.N13.gz43_247197 


M00054731B:D04 


ES197 


• 448453 


1971.N14.gz43_247213 


M00054731B:G02 


ES197 


553751 


1971.N17.gz43_247261 


M00054731C:H12 


ES197 


553869 


1971.N24.gz43_247373 


M00054731D:H11 


ES 197 


215005 


1971.O04.gz43_247054 


M00054732A:B07 


ES 197 


561379 


1971.O06.gz43_247086 


M00054734B:C06 


ES 197 


556654 


1971.P10.gz43_247151 


M00054734B:G10 


ES 197 


549288 


1971.P15.gz43_247231 


M00054734C:A07 


ES197 


553108 


1971.P17.gz43_247263 


M00054735A:GO9 


ES 197 


552686 


1971.P24.gz43_247375 


M00054736B:H03 


ES 197 


522322 


1972.B13.gz43_247569 


M00054737BH11 


ES 197 


556167 


1972.C05.gz43_247442 


M00054737C:B01 


ES197 


454186 


1972.C06.gz43_247458 


M00054738B:E12 


ES 197 


560282 


1972.C21.gz43_247698 


M00054738D:F01 


ES197 


558679 


1972.D13.gz43_247571 


M00054738D:G07 


ES197 


495832 


1972.D15.gz43_247603 


M00054739A:F07 


ES 197 


555773 


1972.D24.gz43_247747 


M00054739C:B12 


ES 197 


466235 


1972.E08.gz43_247492 


M00054739C:E05 


ES 197 


450142 


1972.E12.gz43_247556 


M00054740C:H08 


ES 197 


493122 


1972.F15.gz43_247605 


M00054741C:D08 


ES 197 


493135 


1972.G15.gz43_247606 


M00054741D:C05 


ES 197 


551778 


1972.G19.gz43_247670 


M00054743A:C07 


ES 197 


424723 


1972.103.g243_247416 


M00054743A:E04 


ES 197 


473455 


1972.104.gz43_247432 


M00054743C:E11 


ES197 


452257 


1972.113.gz43_247576 
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M00054743D:F04 


ES 197 


555077 


1 972.119 ,gz43_24 /o7x 


M00054744A:G10 


ES 197 


553834 


1 972. J 05 .gz43_247449 


M00054744C:D02 


ES 197 


587854 


1 972 . J 1 6 .g243_247o25 


M00054744D:G02 


ES 197 


557068 


1 972 .K03 .gz43_2474 1 o 


M00054745C:B12 


ES 197 


562793 


into VIC ^mmA'^ Oil'TillA 

1 972 .K 1 5 .g243_247o 1 0 


M00054745C:H02 


ES 197 


557871 


1972.K1 9.gz43_247674 


M00054745D:G09 


ES 197 


551441 


1972.L04.gz43_247435 


M00054746A:H02 


ES 197 


559494 


1972.L09.gz43_2475 15 


M00054746D:E05 


ES 197 


503452 


1972.L22.gz43_247723 


M00054747D:B05 


ES 197 


474309 


1972.M24.gz43_247756 


M00054748B:G10 


ES 197 


523753 


1972.N13.gz43_247581 


M00054748B:H09 


ES 197 


59202 


1972.N14.gz43_247597 


M00054750A:E11 


ES 197 


446997 


1 972.O06.gz43_247470 


M00054750A:G10 


ES 197 


562323 


1972.O09.gz43_247518 


M00054750BJ02 


ES197 


557568 


1972.012.gz43_247566 


M00054750C:D01 


ES 197 


553457 


1972.01 8.gz43_247662 


M00054750D:F01 


ES 197 


559215 


1 972 . PO 1 ,gz43_2473 9 1 


M00054750D:H12 


ES 197 


499517 


1972.P03.g243_247423 


M00054751A:A05 


ES 197 


86145 


1972.P04.gz43_247439 


M00054751B;F12 


ES 197 


553702 


1 972.P 1 4.g243_247599 


M00054751D:G10 


ES 197 


553800 


1 972 .P24.g243_247759 


M00054752A:C12 


ES 197 


562451 


1981 .A03 .gz43 J247792 


M00054752B:H06 


ES 197 


495942 


1981 .A10.gz43_247904 


M00054753A:A05 


ES 197 


554000 


198 1 .A18.gz43_248032 


M00054753C:H02 


ES 197 


553918 


« /\0 « nAD ^A^ *^A^O^O 

1981 .B08 .gz43_247873 


M00054753D:A03 


ES 197 


477046 


%r\t%% *nAA ^ A'i AiltOOA 

1981.B09.gz43_247889 


M00054753D:C12 


ES 197 


256179 


1 AO 1 Til 1 ..^—A^i OvITAOl 

1 98 1 .B 1 1 .gz43__24792 1 


M00054753D:H10 


ES 197 


553922 


198 1 .B 13 .gz43_247953 


M00054754BJ04 


ES 197 


558609 


198 1 .B16.g243 j£48001 


M00054754CH09 


ES 197 


550580 


1981 .B22 .gz43_248097 


M00054754D:F11 


ES 197 


551693 


1981 .C04 .gz43_247 810 


M00054755A:E10 


ES 197 


493135 


1 98 1 .C 10,gz43_24790o 


M00054755C:D04 


ES 197 


561412 


1 r^n 1 A ^ AO O AO 1 Of\ 

1981. C24 .gz43_248 130 


M00054755D:E02 


ES 197 


562360 


1 98 1 .D 02.gz43_247779 


M00054755D:E05 


ES 197 


513632 


1981 .D03 .gz43_247795 


M00054756A:C12 


ES 197 


551289 


1981 .Du9 .gz43_24 / 1 


M00054756C:C08 


ES 197 


551288 


1 9 8 1 .D 1 5 .gz43_247y o7 


Mu005475oD:F05 


PC 107 




1081D19cz43 24805 


M00054757A:H07 


ES197 


555343 


1981.D2Lgz43_248083 


M00054757B:H04 


ES197 


561433 


1981.E04.gz43_247812 


M00054758A:F03 


ES 197 


554336 


1981.E13.gz43_247956 


M00054758B:C10 


ES 197 


122169 


1981.E15.gz43_247988 


M00054758B:D03 


ES197 


554352 


1981.E16.gz43_248004 


M00054758BJ103 


ES197 


554049 


i981X18.gz43_248036 
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M00054758D:D03 


ES197 


551415 


1981.E24.gz43_248132 


M00054759A:B08 


ES197 


553158 


1981.F03.gz43_247797 


M00054759C:D07 


ES197 


553800 


1981.Fll.gz43_247925 


M00054759C:G10 


ES197 


560529 


1981.F13.gz43_247957 


M00054759D:E01 


ES 197 


556064 


1981.F17.g243_248021 


M00054760AA12 


ES197 


551117 


1981.F22.gz43_248101 


M00054760A:D10 


ES197 


561535 


1981.F24.gr43J48133 


M00054760B:A10 


ES 197 


549588 


1981.G04.gz43_247814 


M00054760D:B03 


ES 197 


263800 


1981.G09.gz43_247894 


M00054761C:E02 


ES 197 


558719 


1981. G24.gz43_248 134 


M00054761D:C11 


ES 197 


493604 


1981.H04.gz43_247815 


M00054762A:D09 


ES 197 


556183 


1981.H10.gz43_247911 


M00054762B:F02 


ES 197 


558900 


1981J114.g2!43_247975 


M00054762B:F07 


ES197 


551617 


1981.H15.gz43_247991 


M00054762C:A12 


ES197 


558503 


19811il8.gz43_248039 


M00054762D:C06 


ES 197 


551338 


1981.H24,gz43_248135 


M00054763A:A10 


ES197 


472196 


1981.102.gz43_247784 


M00054763C:D07 


ES197 


554021 


1981.104.gz43_247816 


M00054763C:F10 


ES197 


558900 


. 1981.105.gz43_247832 


M00054763C:H04 


ES 197 


450840 


1981.106.gz43_247848 


M00054764A:E11 


ES 197 


576803 


1981.114.gz43_247976 


M00054764C:GO4 


ES 197 


555754 


1981.I22.gz43_2481Q4 


M00054764D:F01 


ES197 


556019 


198l.J01.gz43_247769 


M00054765B:C03 


ES197 


561487 


1981.J07.gz43_247865 


M00054765B:C11 


ES197 


554181 


1981.J09.gz43_247897 


M00054765C:F10 


ES197 


553131 


1981.J20.gz43_248073 


M00054765D:D05 


ES197 


554294 


1981.K05.gz43_247834 


M00054766A:H10 


ES197 


508126 


1981.K17.gz43_248026 


M00054766C:B08 


ES197 


498662 


1981.L03.gz43_247803 


M00054766C:E01 


ES197 


552541 


1981.L07.gz43_247867 


M00054766D:H02 


ES197 


260558 


1981.L15.gz43_247995 


M00054766D:H12 


ES 197 


554851 


1981.L16.gz43_248011 


M00054767A:F08 


ES 197 


556475 


1981.L22.gz43_248107 


M00054767C:C08 


ES197 


552535 


1981.M13.gz43_247964 


M00054767C:D03 


ES197 


455220 


1981.M14.gz43_247980 


M00054767C:H06 


ES197 


549576 


1981.M17.gz43_248028 


M00054767D:G09 


ES197 


552549 


1981.M22.g243_248108 


M00054768B:B05 


ES197 


559369 


1981.N01.gz43_247773 


M00054768B:D10 


ES 197 


400628 


1981.N05.gz43_247837 


M00054768D:A01 


ES197 


448357 


1981.N10.gz43_247917 


M00054768D:B11 


ES 197 


451051 


1981.Nll.gz43_247933 


M00054769A:G10 


ES 197 


512432 


1981.N21.gz43_248093 


M00054769B:D12 


ES 197 


550402 


1981.O04.gz43_247822 


M00054769B:F03 


ES 197 


554635 


1981.O06.gz43_247854 
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M00054770A:C06 


ES 197 


558949 


1981.O19.gz43_248062 


M00054770B:A12 


ES 197 


552733 


1981.024.gz43_248142 


M00054770B:B11 


ES 197 


556918 


1981.P01.gz43_247775 


M00054770B:D09 


ES 197 


448510 


1981.P04.gz43_247823 


M00054770C:A04 


ES 197 


528775 


1981.P07.gz43_247871 


M00054770C:C04 


ES 197 


554161 


1981.P10.gz43_247919 


M00054770C:D05 


ES 197 


555478 


1981.Pll.gz43_247935 


M00054770C:F10 


ES 197 


. 554581 


1981.P12,gz43_247951 


M00054771A:E01 


ES197 


470351 


1981.P23.gz43_248127 


M00054771B:F12 


ES197 


492779 


1982.A02.gz43_248160 


M00054771C:A11 


ES 197 


551068 


1982.A04.gz43_248192 


M00054771D:G01 


ES 197 


551718 


1982.A08.gz43_248256 


M00054772B:B01 


ES197 


586600 


1982.A15.gz43_248368 


M00054772B:D04 


ES 197 


472672 


1982.A17.gz43_248400 


M00054772B:F03 


ES 197 


493085 


1982.A18.gz43_248416 


M00054772D:G12 


ES 197 


553774 


1982.B06.gz43_248225 


M00054773A:E09 


ES 197 


551169 


1982.B08.gz43_248257 


M00054773A:H05 


ES 197 


402147 


1982.B09.g243_248273 


M00054773C:D06 


ES 197 


42323 


1982.B15.g243_248369 


M00054773C:F09 


ES 197 


557834 


1982.B18.g243_248417 


M00054773C:F10 


ES197 


448629 


1982.B19.gz43_248433 


M00054774B:A07 


ES197 


555686 


1982.C03.gz43_248178 


M00054774B:G08 


ES 197 


554072 


1982.C06.g243_248226 


M00054774C:A03 


ES197 


552019 


1982.C07.gz43_248242 


M00054774C:D12 


ES197 


552495 


1982.C08.gz43_248258 


M00054774D:D06 


ES 197 


559050 


1982.C10.g243_248290 


M00054775A:D07 


ES 197 


555462 


1982.C16.gz43_248386 


M00054775A:G03 


ES197 


595181 


1982.C17.gz43_248402 


M00054776A:D10 


ES197 


557269 


1982.D09.gz43_248275 


M00054776A:F01 


ES197 


560520 


1982.D10.gz43_248291 


M00054776A:F07 


ES197 


447926 


1982.Dll.g243_248307 


M00054776A:G01 


ES197 


412621 


1982.D12.g243_248323 


M00054776C:G06 


ES 197 


554828 


1982.E06.gz43_248228 


M00054776D:GO9 


ES 197 


553743 


1982.Ell.gz43_248308 


M00054778A:D01 


ES197 


555958 


1982.F01.gz43_248149 


M00054778A:F08 


ES197 


551003 


1982.F05.gz43_248213 


M00054778B:A02 


ES197 


551080 


1982.F08.gz43_248261 


M00054778C:F09 


ES 197 


548998 


1982.F1 8,gz43_248421 


M00054779B:A07 


ES197 


465207 


1982.G05.gz43_248214 


M00054779B:B07 


ES197 


559872 


1982.G06.gz43_248230 


M00054779B:B11 


ES197 


556183 


1982.G07.gz43_248246 


M00054779D:F07 


ES197 


554627 


1982.G17.gz43_248406 


M00054779D:F08 


ES197 


551425 


1982.G18.gz43_248422 


M00054780A:B06 


ES197 


550422 


1982.G21.gz43_24847Q 
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M00054780B:B06 


ES 197 


555524 


1982.H03.gz43_248183 


M00054780B:E03 


ES 197 


533991 


1982.H05.gz43_248215 


M00054780B.-G10 


ES 197 


491570 


1982.H06.gz43_248231 


M00054780C:G11 


ES 197 


558519 


1982.H14.gz43_248359 


M00054781A:H09 


ES 197 


505792 


1982.H21.gz43_248471 


M00054781D:F10 


ES 197 


556171 


1982.102.gz43_248168 


M00054782B:B02 


ES 197 


551167 


1982.105.gz43_248216 


M00054782B:D09 


ES 197 


551425 


1982.107.gz43_248248 


M00054782D:D12 


ES 197 


575924 


1982.110.gz43_248296 


M00054783C:C02 


ES 197 


557039 


1982.116.gz43_248392 


M00054783C:C03 


ES 197 


552325 


1982.117.gz43_248408 


M00054784C:D11 


ES 197 


552535 


1982.J07.gz43_248249 


M00054784D:B01 


ES 197 


554582 


1982.J10.gz43_248297 


M00054785B:B07 


ES 197 


552188 


1982.J13.gz43_248345 


M00054785C:C02 


ES 197 


562263 


1982.J15.g243_248377 


M00054785C:G11 


ES 197 


462511 


1982J17.gz43_248409 


M00O54785D:AO7 


ES 197 


552005 


1982.J19.g243_248441 










M00054786A:G11 


ES 198 


561422 


1982.J21.gz43_248473 


M00054786C:G01 


ES 198 


553330 


1982.K02.gz43_248170 


M00054786D:F08 


ES 198 


553868 


1982.K05.g243_248218 


M00054787DA10 


ES 198 


580179 


1982.K12.gz43_248330 


M00054788C:G04 


ES198 


552813 


1982.K17.gz43_248410 


M00054789A:A02 


ES198 


490414 


1982.K18.gz43_248426 


M00Of479OD:DO5 


ES 198 


548874 


1982.L06.gz43_248235 


M00054801C:G01 


ES198 


549233 


1982.L17.gz43_248411 


M00054802A:G03 


ES198 


446394 


1982.M01.gz43_248156 


M00054802A:H0S 


ES 198 


490507 


1982.M03.g243_248188 


M00054802CA07 


ES 198 


374282 


1982.M06.gz43_248236 


M00054802D.A09 


ES 198 


555696 


1982.M10.g243_248300 


M00054802D:C02 


ES198 


497477 


1982.M12.gz43_248332 


M00054802D:C03 


ES198 


456052 


1982.M13.gz43_248348 


M00054803A:D08 


ES198 


175758 


1982.M17.gz43_248412 


M00054803A:E10 


ES198 


551553 


1982.M18.gz43_248428 


M00054803B:B12 


ES 198 


554116 


1982.M20.gz43_248460 


M00054803C:G01 


ES 198 


551755 


1982^4.g243_248524 


M00054804A:G08 


ES 198 


496570 


1982.N08.gz43_248269 


M00054804A:H04 


ES 198 


539353 


1982,Nuy.gz4j_z4»Z63 


M000S4804B£07 


ES198 


553979 


1982.Nll.gz43_248317 


M00054804C:F04 


ES 198 


553237 


1982.N14.gz43_248365 


M00054804D:A11 


ES 198 


559896 


1982.N16.gz43_248397 


M00054804D:D07 


ES198 


555571 


1982.N18.gz43_248429 


M00054804D:H12 


ES198 


417259 


1982.N22.gz43_248493 


M00054805A:E09 


ES 198 


553612 


1982.O03.gz43_248190 
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JC«0 X>iU 






VI U U U J H O U J/lolUH 




552183 


1982O04ez43 248206 




CrO X70 


556856 


1982O10,ez43 248302 


VlUUUJHOUJO.d J. 


P9 10R 


497912 


1982 Oil R243 248318 


JVIUUUD 'f oUi? J5 .VJvZ 


P^ 1QR 


556856 


1982 014B243 248366 




PQ 10ft 


^041 6fi 

^7*t1UO 


1982 016 Bz43 248398 


MUUUj4oUoA,VJU*r 


PC lOft 


5S'^ft4ft 


lQ82P02ff243 248175 




nrO i70 


517146 


lQ82P08cz43 248271 

X7©^iA V/04K^^«/ Ai«^UX< « X 


VlUUU j4oUoU.L/U 1 


Ho iVo 




1 QR7 P 1 0 cz43 248303 


\100054o 1 1 A:C 10 






10ft3 no 0743 255077 


X g/\f\/\eA Olio tlTI O 

V100054ol 1^:1112 


iSd IVo 


*^y*^*^/l 


10ft3 no 0743 255221 


y[000548 llDlFOl 


"DO 1 AO 

jio ly© 


CC| rCA 


1 y ©3 ,i-^v A ,gZ*T J_Z3*t7 JH- 


X yTAAAC yl O 1 ^T%.T TAf 


io ly© 


c/iooii; 
D4y©lD 


10ft3Pn6o743 955015 


SauOuMo 1 1 1 


"CO lOft 

IVo 




10R3 PIO ©743 255223 

A70J.I-fl7,g£*Tj 


Ik iT AAAf >l O 1 il A •'CAT 

M000548 14A:r07 


X3C 1AQ 

ia IVo 


ccnroc 
Dj / jZj 


1 083 PnO cr7il3 9 S 5064 


X JTAAA^ A 0'^'5'D.T?A^ 

vl00054823B:b07 




/ICA700 
4?U/©o 


1 Qft*^ 1 1 0743 9S5101 


TL jf A AA^ >1 yl A AO 


'CO 1 OO 

IVo 


3jjO*fi 


1 0R3 T 07 ©743 95503ft 


V100054826B:G08 


"CO IQO 
DD 198 


44 /Uo/ 


1 Oft"^ *Wn7 cr'7A3 955040 

iy03.i>iV / ,gZ*TJ_jfcJ«JvHU 


M00054831A:Eli 


r?c 1 AO 
bo iyo 


CCAI Ai: 

jD4iyO 


IQftd A 19 07^3 955401 
i 7 Ot ,A 1 X .gZH3^Z3 ^•r^ 1 


"K iTAAAC yl OO 1 D.TTAC 

V[0005483iB:£05 


CO 1 AO 

bo iyo 


AC1 AOI 

4D i Uo 1 


10R4A90o743 25561Q 


iTAAA^ >» OO AT^.TJAO 

V100054839D:F08 


CO lAO 

bd iyo 


c^O'^AO 


1 Qft4 007 0743 9 5 54 1 7 

A70*r.VJU / .g^*T J z^JJ**!. 1 


* 4 A AAC AO A AT^.n AO 

M00054840D:B03 


CO lOO 

bo IVo 


3^ / /UJ 


10841x91 ©743 955641 


Ik Jff\t\f\C AO A ("D 1 ^ 

M00054o42B:15 12 


bo l70 


<^AAOA 

jjHoyo 


1084 108 ffz43 255435 


X Xf\r\f\C A OA CDtCAl 

M0Uu54o4or>.tiU2 


CO IQO 

iio iyo 




1 084 N02 oz43 25534^ 


"K /TAAAC^I 0€ 1 D'TSAQ 


CO lAO 

bo iyo 


^AHOfti 

30uyo*f 


1084P06cz43 255410 


M00054852C:vjO3 


CC lOft 
bo l70 


^<Oftft^ 

33yooj 


1003 A 04 0743 lf\\%yi 


X #AAA£ il Of ^T\*¥^ AA 

M00054852D:D09 


CO 1 AO 

bo iy© 


DjO / ID 


1 003 AOO ©743 263002 

i 770 .x\v7.giCit J_iiV>«/ 7\JXr 


X if A A AC >IOfOA*A 1A 

M00054853A:Alu 


CO 1A0 

bo iVo 


j3013z 


1003 All ©743 963034 

X77^./\l l.gZ.'rJ A\JJ7»?'T 


X iTAAACyl 0<0'D*'EA'7 

M00054853l5:li07 


CC lOft 

bo iyo 




1 003 A 1 8 ©z43 264046 


X #AA AC J « g ^ TX »T? t A 

M00054853o:E10 


CC 10Q 

bo iyo 


COQ4'2'3 

jyy'ij J 


1003 AlO 0743 264062 


X jTAAAC AO £ a k .TJTA^ 

M00054854A:xi0o 


CO 1 AO 

bo iyo 




100'^ 1^05 ©743 963830 


M00054854B:LU4 


CO 1 oo 

bo iy© 




1003 1^07 ©743 26387 


X A A A A C AOC Ai^ .TTAO 

M00u54854CiiU2 


CC lOft 

E#o ly© 


A^nR7Q 


1003 R12 cz43 26395 

1 77 J»P A An^A«*T J XtX/o/^a^X 


A AAA AC AOCtn^-'Cf\A 

M00054855B:bU4 


CC 1 Qfi 

lio ly© 




1003 r05 Bz43 263 84C 


X AAA AC AOC C1D*'C 1 A 

M0u054855B:r 10 


CC 10Q 

r«o iy© 




1 003 r07 ff243 263872 


X AAAAC yl O C C/^.DAiC 

M00054855CBUO 


CC lOft 

iy© 


'i-yooy / 


1003 r09 ^243 26390^ 


X yf AA AC A O C C .UAO 


CC lOft 

bo ly© . 


«C70AA 

3 J /zuy 


1003 ri3 ff243 263961 


X AAA A C /I O C C"r\ 1 

M00054855D:ul2 


CC IQO 

bo iyo 


^^7077 
ODtVi / 


1003ri4ff243 26398^ 


M00054856A-F08 


ES 198 


554613 


1993.C20.gz43_264080 


M00054856D:E11 


ES198 


560714 


1993.D05.gz43_263841 


M00054857A:B11 


ES198 


554084 


1993.D09.gz43_263905 


M00054857A:G09 


ES 198 


554756 


1993.D14.gz43_263985 


M00054857A:G12 


ES 198 


554989 


1993.D15.gz43_264001 


M00054857B:D08 


ES198 


593343 


1993.D19.gz43_264065 


M00054857C:G09 


ES198 


55574C 


1993,E02.gz43_263794 
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M00054857D:E12 


ES 198 


554500 


1993.E07.gz43_263874 


M00054858A:B05 


ES 198 


554497 


1993.E10.gz43_263922 


M00054858A:D06 


ES 198 


482306 


1993.E14.gz43_263986 


M00054858A:D08 


ES 198 


550714 


1993 .El 5 .g243_264002 


M00054858B:A10 


ES 198 


451491 


1993.E1 8.gz43 J264050 


M00054858D:C04 


ES 198 


551212 


1993.F02.gz43_263795 


M00054859A:D10 


ES 198 


55S968 


1993.F10.gz43_263923 


M00054859A:E02 


ES 198 


555667 


1993.Fll.g243_263939 


M00054859D:D02 


ES198 


557719 


I993.F24.g243_264147 


M00054859D:E01 


ES198 


• 594013 


1993.G02.gz43_263796 


M00054859D:E09 


ES 198 


554456 


1993.G03.g243_2638l2 


M00054859D:G04 


ES 198 


557852 


1993.G05.gz43_263844 


M00054860B:F11 


ES 198 


549481 


1993.G16.gz43_264020 


M00054860C:C04 


ES 198 


554221 


1993.G19.gz43_264068 


M00054860C:E04 


ES 198 


497365 


1993.G21.gz43_264100 


M00054860C:F01 


ES 198 


490629 


1993.G24.gz43_264148 


M00054860D:D01 


ES 198 


554257 


1993.H04.gz43_263829 


M00054861B:H08 


ES 198 


560259 


1993JJ14.gz43_263989 


M00054861C:E10 


ES 198 


551811 


1993.H18.gz43_264053 


M00054862C:D05 


ES 198 


522507 


1993.107.gz43_26387.8 


MOOOS4862D:D10 


ES 198 


476843 


1993.113.gz43_263974 


M00054863A:A11 


ES 198 


562962 


1993.115.gz43_264006 


M00054863D:C07 


ES 198 


463060 


1993.123.gz43_264134 


M00054863D:H05 


ES 198 


554900 


1993.J01.gz43_263783 


M00054864B.B02 


ES 198 


553295 


1993.J05.gz43_263847 


M00054864B:D08 


ES 198 


501534 


1993.J08.gz43_263895 


M00054864C:A01 


ES 198 


519109 


1993.Jll.gz43_263943 


M00054865A:A10 


ES 198 


462767 


1993.J20.gz43_264087 


M00054865B:H04 


ES198 


43642 


1993.K10.gz43_263928 


M00054865D:F05 


ES 198 


394567 


1993.K16.gz43_264024 


M00054866B:C01 


ES 198 


560254 


1993.L01.gz43_263785 


M00054866B:G01 


ES 198 


408840 


1993.L04.gz43^263833 


M00054866C:G07 


ES 198 


595506 


1993.L10.gz43_263929 


M00054866D:C03 


£S 198 


402742 


1993.L14.gz43_263993 


M00054867A:C07 


ES 198 


549320 


1993.L21.gz43_264105 


M00054867A:G01 


ES 198 


551591 


' 1993.L24.gz43_264153 


M00054867B:D02 


ES 198 


493303 


1993.M03.gz43_263818 


M00054867D:H03 


ES 198 


463513 


1 993 .M 1 3 .gz43_263978 


M00054868B:A05 


ES198 


557974 


1993.M23.gz43_264138 


M00054868C:G11 


ES 198 


559027 


1993.N06.gz43_263867 


M00054869A:A09 


ES 198 


552396 


1993.N13,gz43_263979 


M00054869A:D03 


ES 198 


457825 


1993.N17.gz43_264043 


M00054869C:A05 


ES 198 


182113 


1993 .001. gz43_263788 


M00054869CJi04 


ES198 


549946 


1993.O06.gz43_263868 
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M00054869D:F02 


198 


jy44o4 


1001 mn o'rA'x '^(s^cyv) 

lyyO AJ i l/.gZ*t^^ZOP7 Jib 


VI00054870A:D11 


DO 1 flO 






M00054870B:A12 


bS 198 




100') ni7 07^^ oi^^oAA 


M00054870B:G12 


cS 198 




100Q noi niA'X 


M00054870C:C05 


ES 198 


D22mo 


lOOl VCVX tt^A'X OA'^ftOI 


M00054870C:E06 


ES 198 


55o3oZ 


iyyj.rU4.gZ4^_Zo3oJ / 


M0005487OD:G08 


ES 198 


555702 


1 yy 3 .r 1 U .gZ4 J^ZO 3 y^D 


M00054871A:C04 


ES 198 


390017 


1 yy^ .1*1 4.gz4j_zo^yy / 


M00054871A:E03 


ES 198 


553582 


1 AO'S D1 C tfM^^ OAAAl*) 
iyy3 .r 1 J .gZ4o_Z04U i D 


M00054871A:E07 


BS 198 


524464 


ly y J . jr i o .gz43__zo*fuo a 


M00054871A.H07 


ES 198 


AO'l CA 1 

481641 


loo's D71 r»*r^'S O^AinO 


M00054871B:E10 


ES 198 


553586 


ICQ'S D7/1 rt'yA'S 7A41f7 
i yy 5 .rZ4 .gZ4 j^Z04 1 ^ / 


M00054871B:F06 


ES 198 


55683y 


iyy4.AUZ.gZ4,3_Zj J / 1 J 


M00054872A:H10 


ES 198 


55953 1 


iyy4.Aiy.gz4o_zj jyo / 


M00054873C:E09 


ES 198 


553636 


1 994.B 17 .g243Ji55y5o 


M00054877A:F01 


ES 198 


562243 


iyy4.xiiD.gz4j_z3jyz/ 


M00054878B:G03 


ES 198 


447483 


1 yy 4 . r zz .gz43_z J OU4U 


M00054885C:G06 


ES 198 


549391 


iyy4.Kz4.gZ4j_ZDOU/ / 


M00054887C:E09 


ES 198 


558564 


1 yy4 . M 1 z .gZ45_Z J 5 oo / 


M00054891D:D03 


ES 198 


556722 


inoc A/)1 rvv/IQ 7<Anfi^ 

iyy5 .AU 1 .gZ4 J_Z jOUo3 


M00054891D:H05 


ES 198 


557218 


1 yy3.AU j.gZ4o^Z3D X 1 J 


M00054892C:G05 


ES 198 


555998 


1 yyD j\. I'fr.gz'i J_Z3 ozy i 


M00054892D:D06 


ES 198 


454812 


1 y y 5 . A 1 y .gz^ j_zd / 1 


M00054893A:F08 


ES 198 


550047 


1 OD< 13n^ ftfy^^ 'XAIA^ 

1 yy J .x>uo.gz4o_zDo 1 04 


M00054893C:A06 


ES 198 


562106 


1 yy5 .D i4.gz4^_ZDozyz 


M00054893C:A07 


ES 198 


554002 


1 AAC OK r>wwA1 

1 y y5 .D 1 J .gZ40_Z5 03UO 


M00054893C:B02 


ES 198 


556365 


1 yy5 .Jd 10.g245_ZjO^Z4 


M00054893C:E04 


ES 198 


551463 


1 AA€ XJOA f>'^A1 O^A'SftS 

lyy5.x>zU.gz4^_zjo^oo 


M00054893C:G06 


ES 198 


A^A 1 £.*i 

474163 


1 yyD .x>zz.gz4o_zDo4zu 


M000S4893D:D12 


ES 198 


556632 


1 y y J .i3z4.gz4 j_ZD04;>z 


M00054893D:F07 


ES 198 


c A>i 

550204 


1 oQ< r^no rt'yA'x 7^^in" 
iyyD.\^uz.gz4j_zjoiui 


M00054893D:G09 


ES 198 


562152 


100^ r^A'S o'yA') 7^^117 

iyy3.wUJ.gz4J_z^oii / 


M00054894A:F05 


ES 198 


469605 


100^ r*nA 7^1^11%^ 
1 y yD .\^uo.gz4 j_z jo 10 j 


M00054894C:B11 


ES 198 


556404 


1 y yi> , \^ 1 z.gz*f j_z3ozo i 


M00054894D:F04 


ES 198 


446 loo 


ly y J i J .gz** j_zj djv/jt 


M00054895B:A02 


ES 198 


, 55o7/y 


iyyo,i-.»zo.gz'w_z^o*Tj / 


M00054895B:A08 


ES 198 


59O60S 


100< P74 Avd^ 7^^n45'^ 

1 y y 3 .L'Zi .gzf J_Z3 o*t J ^ 




ES 198 


447858 


1995.D05.gz43_256150 


M00054895C:B07 


ES 198 


82864 


1995.Dll.gz43_256246 


M00054895D:B02 


ES 198 


549228 


1995.D16.gz43_256326 


M00054895D;C10 


ES 198 


552122 


1995.D18.gz43_256358 


M00054896B:E09 


ES 198 


562672 


1995.E04.gz43_256135 


M00054896C:D08 


ES 198 


556725 


1995.E09.gz43_256215 


M00054896C:F01 


ES 198 


45104S 


» 1995.E10.gz43_256231 
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M00054g96D:C01 


ES198 


556499 


1995^13.gz43_256279 


M00054896D:C11 


ES 198 


557326 


1995.E14.g243_256295 


M00054896D:E11 


ES 198 


557283 


1995.E16.g243_256327 


M00054897C:F03 


ES198 


562679 


1995.F03.gz43_256120 


M00054897D:E08 


ES 198 


556804 


1995.F07.g243_256184 


M00054898A:G09 


ES 198 


453715 


1995.F13.gz43_256280 


M00054898B:A03 


ES 198 


556328 


1995.F16.gz43_256328 


M00054898B:D01 


ES198 


549997 


1995.F20.gz43_256392 


M00054898B:D04 


ES 198 


458035 


1995.F21.gz43_256408 


M00054898D:H12 


ES198 


543855 


1995.G03.g243_256121 


M00054899A:D09 


ES198 


460690 


1995.G05.gz43_256153 


M00054899C:D11 


ES198 


553534 


1995.G16.gz43_256329 


M00054899D:C11 


ES 198 


558011 


1995.G20.gz43_256393 


M00054899D:F07 


ES 198 


555830 


1995.G23.gz43_256441 


M000S4899D:G01 


ES19g 


561382 


1995.H01.gz43_256090 


M00054900B:A09 


ES198 


556362 


1995.H05.gz43_256154 


M00054900B:D08 


ES 198 


525429 


1995.H07.g243_256186 


MO0O5490OB:D12 


ES198 


559554 


1995.H08.gz43_256202 


M00054900B:G10 


ES198 


560668 


1995.H10.g243_256234 


M00054900C:B04 


ES198 


559554 


1995.Hll.gz43_256250 


M00054900C:C03 


ES198 


516691 


1995.H12.gz43_256266 


M00054900C:D08 


ES 198 


556753 


1995.H13.g243_256282 


M00054900D:F11 


ES 198 


557004 


1995.H16.gz43_256330 


M00054900D:G04 


ES 198 


561115 


1995.H17.gz43_256346 


M00054901A:B04 


ES198 


559088 


1995.H20.gz43_256394 


M00054901A:F01 


ES198 


555837 


1995JEl.gz43_256410 


M00054901A:H11 


ES198 


556169 


1995.H22.gz43_256426 


M00054901B:H10 


ES 198 


556165 


1995.103.gz43_256123 


M00054901C:A04 


ES 198 


559088 


1995 .104.gz43_256 139 


M00054901C:G01 


ES 198 


553102 


1995. 107 .gz43_256187 


M00054901D:B01 


ES 198 


555260 


1995.110.gz43_256235 


M00054902B:G02 


ES198 


595066 


1995.120.gz43_256395 


M00054902C:A12 


ES 198 


452182 


1995.121.gz43_256411 


M00054903A:G07 


ES 198 


555701 


1995J03.gz43_256124 










M00054903BA02 


ES199 


559113 


1995.J04.gz43_256140 


M00054903C:F03 


ES 199 


555785 


1995.J10.gz43_256236 


M00054903C:G03 


ES 199 


549847 


1995.J13.gz43_256284 


M00054903C:G04 


ES 199 


558935 


1995.J14.gz43_256300 


M00054903D:B05 


ES 199 


555184 


1995.J15.g243_2563I6 


MO0054903D:GOl 


ES 199 


558177 


1995.J19.gz43_256380 


M00054903D:G10 


ES 199 


555967 


1995.J21.gz43_256412 


M00054904A:F07 


ES 199 


554604 


1995.K02.gz43_256109 


M00054904A:H10 


ES 199 


549376 


1995.K03.gz43_256125 



830 



BNSOOCIO: <WO_<KMS0aA8J_> 



wo 02/14500 PCTAJSOl/25840 



Table 13 



ClonelD 


No 


L/iusterU7 






TOO lOO 




lOOS otA'^ 9SfilR0 
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1 OOS IfftR cryi'^ 9Sfi90S 




T7C 100 




IQOS K'l'^ oyd'^ 

1 7 7.7 . rw. U .g2'r J^Z> J 0 ^ 


V10(JU54y04D.x501 


CD lyy 




100^ \C\A otA'^ ^Sfi'^fil 


V100054y04Li:r 07 




41iZ/Z 


l77.?.Jvi O.gZfJ^jtfi^JOJO,? 


M00054904D:u04 


TJC 1AA 

» 199 


DDooOo 


100^ ir^A 9^^^07 
X 77^ .J\Zl/.gZ4^_ZJ0^7 / 


V10u03490oD:D0o 


TJC 1AQ 


4VZZD0 




X ;r AA AC A n ATT A .T^A 1 


no 199 




1 77^ . J-»vO .gZ** JOZ^UU 


V100054907B:E07 


"CO 1 OA 

ib 199 


4oyuui 


1 77 J . Jb 1 J .gZ4 J__Z JOZ 0 0 


vlOu054907B:F01 


iS 199 






V100054907C:A12 


"CC 1QQ 
M 199 




1 7 7.^ . JL 1 0 ,gZ*T3^Z J 0 J J H 


Vl00054907C:DU3 


ho 199 


jj4Z40 


1 00^ Tift ttvA'^ 0^fAi\f\ 


M00054907D:D01 


TJC 1AA 

EIS 199 


c^AOAA 
j3'rZ4*f 


1 77 J .L/ZZ .gZ*t-3__Z JUn3 U 


V400054908A:F10 


TJC 1 AA 

bS 199 


r oooo A 


lOOS \ACi'X cryA'^ 9Sf^l97 


M00054908C:A10 


"PC 1 A A 

ES 199 


555082 


1995 .Ml I ^gZ'i^^JLDODJ 1 


VI00054908D:A07 


T?P 1 AA 

Eb 199 


55c$JZO 


100^ ts3(\0 n'jA^ 10 
i 77 J .IN UZ .gZH J_Z JOl iZ 


M0005491OA:H12 


"CC 1 AA 

ES 199 


CiTO/l AO 

5oz492 


X 77 J . IN U O .gZH^_Z J OZU o 


M00054910B:F07 


"TTC 1 AA 

Eb 199 


501525 


1 77 J , IN \}y .gZ*r J_Z J OZZ1 


M00054910D:F04 


"CJC 1 AA 

ES 199 


555/00 


X 77 J .IN 1 J .gZ*f J_Z J OZO O 


M00054921C:G01 


T70 1 AA 

ES 199 




loo^ xr9^ *TT/i^ o^iCii^o 

X 773 .INZ^ .gZ*t;5_Z JO*t*f o 


M0005492 1C:G06 


TJC 1 AA 

ES 199 


495oo5 


X 77 J .IN Z*f .gZ*f J OHOH 


M00054922A:C11 


T?C 1 AA 

ES 199 


530710 


X 775 . UU J .gZ*FO_Z J O X Z7 


M00054922B:A08 


T^O 1 AA 

ES 199 


C€0 ATC 

553975 


X 7 73 .U U 0 .gZ*l J_Z3 OZU7 


M00054922B:A10 


T?C 1 AA 

ES 199 


150o39 


X 773 .UU7 .gZ*r J_Z J OZZ J 


M00054922B:F03 


T'C 1 AA 

ES 199 


554554 


X 773 ,\J X U.gZ*f ^ _Z30ZH X 


M00054922ClA11 


T7C 1 A A 

ES 199 


553970 


X 7 73 . U X 4 .gZ'fO^Z J 03 U3 


M00054922D:A07 


ES 199 


471152 


X 773 .U 1 0 .gZ*f3_Z30307 


M00054923A:H02 


"CC 1 AA 

ES 199 


44 /ojy 


X 773 . vZ*T.gZ*f3_Z30*T03 


M00054923D:A08 


TJC 1 AA 

ES 199 


5ozD /y 


iy7^.rUD.gz*r / 0 


M00054923D:D04 


CC 1 AA 

ES 199 


CC01 1 fi 
5591 lo 


IQQ^ PA? o7A^ O^f^lOd 

X 7 73 . r U / .gZ*t3^X J 0 1 7H 


M00054924B:E10 


CC 1 AA 

ES 199 


r/:oAOA 
50/709 


X 773 .F X 3 .gZ'H'3_^Z3 UZ7\I 


M00054924B:F02 


T7C 1 AA 

ho 199 


445 /7J 


X 773 ,r XT-.gZH U^UO 


m00054924B:F07 


"CC 1 AA 

ho 199 


D3^07i 


X 773 . X 3 .^2*t3_a J u JZ.^ 


■« Jrrt A A^ >! AO ^ T^-T^ A 1 

M00054924D:E01 


TJC 1 AA 

ES 199 


50Z / I* 


X7"J.* X / .gZ*T^_i£.JOJ J*T 


M00054925A:B06 


"CC 1 OA 

ES 199 


3^0o3Z 


X77J.Jr l7.gz*rJ^XfJWJO\j 


Ik jTA A AC >1 AO £T3.'0 A"! 

MOOU54925B:B01 


T?C 1 OA 

ES 199 


^^7/ZO 


1 00^ AA4 fT74^ 9S6539 

1 77U ,/\V*t .g*i*t J^A. J \JJ,jy 


M00054927C:C03 


CC lAA 

ES 199 








ES 199 


550782 


1996.B20.gz43_256796 


M00054930D:D04 


ES 199 


558024 


1996.D13.gz43_256686 


M00054931C:F10 


ES 199 


549171 


1996.E06.gz43_256575 


M00054933A:H09 


ES 199 


44608 


1996.F18.gz43_256768 


M00054933B:C02 


ES 199 


562106 


1996.F20.gz43_256800 


M00054936B:G02 


ES199 


555739 


1996.118.gz43_256771 


M00OS4936C:B08 


ES 199 


549805 


1996.119.gz43_256787 
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fca No 


Llusteriu 






199 


44 /joj 




M0u054y3oU.rllU 


ha 199 


Dj4p45 




vl0005493oA:BOo 


BS 199 


41oDiZ 


1O0l« I^A') atA^ 7^^^ 17 


vI00054939A:B 1 1 


ES 199 


<iCAAOQ 


1 y y 0 . i>uo .g2*f J 00 1 *f 


M00054939D:E03 


CO 1 AA 

ES 199 






M00054940C3112 


T^O 1 AA 

ES 199 


227777 


1990. W 13.g24J_/3O0yo 


V100054940D:E06 


T^P 1 A A 

199 




lyyo.iNio.gZHJ^zjo /*f*f 


M0005494 1 A: AOS 


TT" 1 AA 

ES 199 


558397 


lyyo.JN io.gz4^_/3o / /o 


M00054941C:G04 


ES 199 


562550 


^ csc\£. f\f\£. f^A'i o^^^fi^ 


M00054942A:G01 


■r*»A 1 rkA 

ES 199 


549622 


1 non A»*A^ 'X^fino 


M00054942C:B04 


T^r> 1 AA 

ES 199 


67060 


iyyo.JrU3.gZ4j_ZjOj /u 


M00054943A:H11 


ES 199 


481166 


iyyo.rzU.g24^_/jOo lU 


M00054943D:F12 


T^O 1 AA 

ES 199 


562053 




M00054945B:G09 


ES 199 


554833 


zuu J .LU / .gz4o_zj oy 


M00054949C:H07 


T^O 1 rvA 

ES 199 


vIO A"! A>l 

430194 


OAA< TTOl rr.^A'^ O^^OAO 

zUuj.rzi .gz*f^_zo /zuz 


M00054951A:G03 


T^O 1 AA 

ES 199 


555996 


zUUj.rii4.gz*to^zj /uyz 


M00054952A:B12 


ES 199 


496870 


2UU J .1 1 u.gz4 j^zD / uzy 


M00054952D:A11 


ES 199 


C C C A 1 O 

555018 


')AAC TAQ t*^A1 OCAOOfi 

zuuD . J Uo .gz4^__z joyy© 


M00054953B:D07 


ES 199 


555526 


zUUj J lZ.gZ4J_/J /UOZ 


M00054954A:F12 


ES 199 


561878 


OAA^ VA'3 /v.vA'3 0^#%010 

zUU J .KU3 .gz4:)_Z30y ly 


M00054959A:A08 


ES 199 


556355 


20U5.UU3.gz4j_ZJoyDD 


M00054960C:C03 


ES 199 


456795 


OAAiC AA^ /MA'S 7<770Q 

ZU0o.AU3.g24o_ZD /Zy^ 


M00054961A:E10 


ES 199 


f f Al >IA 

550149 


ZUUO, Al 1 .gZ4 J_Zj /4Z1 


M00054961B:D07 


ES 199 


556740 


lAAiC A1'7ap.>1'3 'X'7^17 

2O06.A17.gz43_Z5 /Dl / 


M00054961B:G06 


ES 199 


562990 


^AA£ All <.>.>l^ K'7^Q'7 

2006.A22.gz4i_ZD / Dy / 


M00054961C:H07 


ES 199 


A C t\C^ A 

450524 


z0u6.DUZ,gz45_ZD /Z /o 


M00054961D:A10 


ES 199 


556273 


Z0Uo.l3U3.gz43_Zj /zy4 


M00054961D:H08 


ES 199 


557421 


OAA^ T5AA t^^A'y O^T^QA 

2006.B09,gz43_Zj /3yU 


M00054962A:H07 


ES 199 


129715 


OAA/C 0^7^08 

ZUUo.r>ZZ.gZHJ__ZD / jyo 


M00054962B:A07 


ES 199 


555135 


2006.B23.gz43_Z5 /ol4 


M00054962C:D02 


ES 199 


C t\r\r\ 1 1-» 

599012 


ZUUO. l^U0.gZ4 J^Zj /^4j 


M00054963A:C12 


ES 199 


531145 


0 AA4C 1 T /*^AQ 0^7^10 

ZUUo.Cl /.gZ4j_Z3 /3iy 


M00054963A:E02 


ES 199 


560696 


^AAil 00 A ^wmA^ '><7^A' 

Z0UO.CZU.gZ4 J_Z J /DO / 


M00054963A:G12 


ES 199 


553976 


OAAiC r^OT fttv/t? 0^7^00 

zuuo.uzz.gz*f,3_ZD / jyy 


M00054963A:H04 


ES 199 


471257 


OAAA r^O'l rr-»A'5 7^7^1S 
ZUUO, U'Z J .gZ't^^Z 3 / 0 1 


M00054963BJi01 


ES 199 


449537 


ZUU0,JLlUD.gZ4J_Zj /^ZO 


M00054963C:C08 


f-tO 1 AA 

ES 199 


55539' 


ZUUO.J-IUO.gZ4^^Zj /DH'f 




199 


559373 


2006.D1 l.gz43_257424 


M00054964A:B09 


ES 199 


561984 


20G6.D22.gz43_257600 


M00054964A:C06 


ES 199 


562386 


2006.D23.gz43_257616 


M00054964A:F09 


ES199 


556954 


2006.E03.gz43_257297 


M00054964C:B07 


ES199 


553204 


2006.E10,gz43_257409 


M00054965C:C04 


ES199 


557883 


2006.F18.gz43_257538 


M00OS4966A:CO2 


ES 199 


465339 


2006.G01.gz43_257267 
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M00054966A:C11 


ES 199 


553021 


2006.G03 .gz43_257299 


M00054966A:D06 


ES 199 


593166 


2006.G05.gz43_257331 


M00054966A:D09 


ES 199 


593173 


2006.G06,gz43_257347 


M00054966A:G02 


ES 199 


556126 


2006.G10.g243_257411 


M00054966D:C05 


ES 199 


497938 


2006 .G22 .gz43_25 7603 


M00054966D:H12 


ES 199 


494306 


2006.H03.gz43J257300 


M00054967A:D11 


ES 199 


456203 


2006.H05.gz43J257332 


M00054967D:F08 


ES 199 


208278 


2006.103.gz43_257301 


M00054968A:C11 


ES 199 


592941 


2006.106.gz43_257349 


M00054969A:B08 


ES 199 


436888 


2006J05.g243_257334 


M00054969A:E05 


ES 199 


556123 


2006J08.gz43_257382 


M00054969A:F12 


ES 199 


554646 


2006Jll.gz43_257430 


M00054969B:F12 


ES 199 


556552 


2006.J19.gz43_257558 


M00054969C:G09 


ES 199 


556951 


2006J22.gz43_257606 


M00054969CH05 


ES 199 


557080 


2006J23.gz43__257622 


M00054969D:D04 


ES 199 


554379 


2006.K06.gz43_25735 1 


M00054969D:G11 


ES 199 


450932 


2006.K09.gz43_257399 


M00054970A:G03 


ES 199 


470386 


2006.K18.gz43_257543 


M00054970B:B02 


ES 199 


218113 


2006.K20.gz43_257575 


M00054970C:C08 


ES 199 


504400 


2006.L03.gz43_257304 


M00054971A:D04 


ES 199 


557559 


2006.L20.gz43_257576 


M00054971A:D07 


ES 199 


554275 


2006.L22.gz43_2576p8 


M00054971C:C11 


ES 199 


554204 


2006.M1 l.gz43_257433 


M00054971C:H06 


ES 199 


596152 


2006.M18.g243_257545 


M00054971D:F04 


ES 199 


554643 


2006.M23.gz43_257625 


M00054972B:E06 


ES 199 


554524 


2006.N12.gz43_257450 


M00054972C:F09 


ES 199 


552669 


2006.N18.gz43_257546 


M00054972D:A10 


ES 199 


553983 


2006.N22.gz43_257610 


M00054973B:A10 


ES 199 


555103 


2006.O06.g243_257355 


M00054973D:B09 , 


ES 199 


555155 


2006.O16.gz43_257515 


M00054974C:A04 


ES 199 


557780 


2006.P02.gz43_257292 


M00054974D:C11 


ES199 


556552 


2006.P 1 1 .gz43_257436 


M00054975A:C08 


ES 199 


559047 


2006.P 12.gz43_257452 


M00054975A:E02 


ES 199 


552941 


2006.P13.gz43_257468 


M00054975B:B06 


ES 199 


554365 


2006.P 1 5 .gz43_2575 00 


M00054975C:D08 


ES 199 


549579 


2006.P22.gz43_257612 


M00054975C:E02 


ES 199 


558707 


2007 .AO 1 .gz43_257645 


M00054975C:G0o 


T3C 1 Oft 




/UU / ,AUo .gZH^^Z;? / 0 / / 


M00054976A:A03 


ES 199 


551967 


2007.A05.gz43_257709 


M00054976B:C10 


ES 199 


556512 


2007.A08.gz43_257757 


M00054976C:A03 


ES 199 


558670 


2007.All.gz43_257805 


M00054976C:G10 


ES 199 


476517 


2007.A19.gz43_257933 


M00054976D:F06 


ES199 


523332 


2007.A24.gz43_258013 


M00054977C:A09 


ES199 


458257 


2007.B13.gz43_257838 
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M00054977C:B08 


ES 199 


556416 


2007.B14.gz43_257854 


M00054977C:D08 


ES 199 


501056 


2007.B15.gz43_257870 


M00054977C:D12 


ES 199 


556690 


2007.B16.gz43_257886 


M00054977C:F09 


ES 199 


561112 


2007.B18.gz43_257918 


M00054977D:B06 


ES 199 


551694 


2007.B20.gz43_257950 


M00054978C:E07 


ES 199 


556768 


2007.C04.gz43_257695 


M00054978D:H09 


ES 199 


. 562750 


2007.C09.gz43_257775 


M00054979A:C09 


ES 199 


556511 


2007.C10.g243_257791 


M00054979A:H10 


ES 199 


550886 


2007.C12.gz43_257823 


M00054979B:G12 


ES199 


557054 


2007.C18.gz43_257919 


M00054980C:C07 


ES 199 


556603 


2007.D09.gz43_257776 


M00054980C:H08 


ES 199 


550333 


2007J>ll.gz43_257808 


M00054980D*H07 


ES 199 


555197 


2007.D13.gz43_257840 


M00054981B'B09 


ES 199 


483410 


2007.D18.gz43_257920 


M00054981BH12 


ES 199 


467293 


2007.D21.gz43_257968 


M00054981C-A11 


ES 199 


481243 


2007.D24.gz43_258016 


M00054981D*C03 


ES 199 


549822 


2007.E06.g243_257729 


M0005498 1DC06 


ES 199 


556561 


2007.E08.gz43_257761 




ES 199 


552437 


2007.E15.g243_257873 


M00054983AF08 


ES 199 


562655 


2007JE2a.gz43_257953 


M00054983C-F05 


ES 199 


170450 


2007.F04.gz43_257698 


M00054983CG09 


ES 199 


554123 


2007.F05.gz43_257714 




ES 199 


560652 


2007.F09.g243_257778 


Mn0054984AA05 


ES 199 


555512 


2007.F10.gz43_257794 


M00054Q84A-D12 


ES 199 


549581 


2007.F12.gz43_257826 


M00054985AD09 


ES 199 


555594 


2007.G10.gz43_257795 


M00054985CB12 


ES 199 


543429 


2007.G17.gz43_257907 


M00054985C*D04 


ES 199 


598589 


2007.G18.gz43_257923 


M00054985D:E03 


ES 199 


560748 


2007.G23.gz43_258003 


M00054986B-D07 


ES 199 


555639 


2007H07.g243_257748 


M00054986CD08 


ES 199 


553787 


2007J112.gz43_257828 


M00054986D'D1 1 


ES 199 


557615 


2007JI16.gz43_257892 


M00054986DE03 


ES 199 


554793 


2007.H17.gz43_257908 


M00054987A'A09 


ES 199 


559053 


2007.H20.g243_257956 


M00054987B:D06 


ES 199 


555593 


2007.104.gz43_257701 


M00054987BGO5 


ES 199 


550814 


2007J05.g243_257717 


M00054987C*A1 1 


ES 199 


454463 


2007.108.gz43_257765 


M00054987C:B12 


ES199 


553615 


2007.109.gz43_257781 


M00054987C:GO4 


ES 199 


556598 


2007.110,g243_257797 


M00054987D:D01 


ES199 


475624 


2007.112.gz43_257829 


M00054988C:B08 


ES 199 


556396 


2007.117.g243_257909 


M00054988C:G02 


ES 199 


55703S 


2007.119.gz43_257941 


M00054989B:C10 


ES199 


55409S 


2007.J02.g243_257670 


M00054989B:C11 


ES199 


471821 


2007J03.g243_257686 
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'CO 1 t\c\ 

bb 199 


556839 


2007J04.gz43_257702 




Eb 199 


f f Af OA 

SS9580 


2007J06.gz43_257734 




CO 1 AA 

Eb 199 


352 188 


AAA^ A A0^ 

. 2007Jl0.gz43_257798 


M0U054990C:AU8 


ES 199 


556288 


2007. Jl 7.gz43_2579 10 


JV10uU549yuC:li0o 


"CO 1 f\/\ 

ES 199 


554818 


2007. Jl 8.gz43_25 7926 


M00u54990D:Auo 


ES 199 


556286 


2007.J20.gz43_257958 










M00054990D:F04 


ES 200 


503452 


2007 J2 1 .g243_257974 


M00054991B:E11 


ES 200 


556841 


2007.K03 .g243_257687 


M00054991C:E01 


ES 200 


454463 


2007.K08.gz43_257767 


M00054991D:B05 


ES 200 


549334 


2007.K13 .g243_257847 


M00054992A:C08 


ES 200 


555277 


2007.K19.g243_257943 


M00054992A:D11 


ES 200 


551798 


2007.K20.gz43_257959 


M00054992D:C12 


ES 200 


597957 


2007.L03 .g243_257688 


M00054992D:F06 


ES 200 


557811 


2007.L05 .g243_257720 


M00054993A:E04 


ES 200 


554885 


2007.L07.g243_257752 


M00054993B:H06 


ES 200 


555658 


2007.L15.g243_257880 


M00054993C:C10 


ES 200 


552055 


2007.L17.g243_2579l2 


M00054993C:D12 


ES 200 


559372 


2007.L20.g243_257960 


M00054993C:G12 


ES 200 


556019 


2007.L22.gz43_257992 


M00054993C:H05 


ES 200 


562323 


2007.L23 .gz43_258008 


M00054993D:F04 


ES 200 


557420 


2007.M02.g243_257673 


M00054994A:E05 


ES 200 


550833 


2007.M06.g243_257737 


M00054994B:D11 


ES 200 


452682 


2007 .Ml 1 .g243_257817 


M00054994C:A01 


ES 200 


476398 


2007.M13.gz43_257849 


M00054994C:B12 


ES 200 


553252 


2007.M14.g243_257865 


M00054994C:G06 


ES 200 


553797 


2007.M16.g243_257897 


M00054995B:O12 


ES 200 


554764 


2007.N06.gz43_257738 


M00054995D:D10 


ES 200 


551150 


2007.N13.gz43_257850 


M00054996A:B01 


ES 200 


559514 


2007.N17.gz43_257914 


M00054996A:D10 


ES 200 


549214 


2007.N20.gz43_257962 


M00054996B:C11 


ES 200 


555958 


2007.N24.gz43_258026 


M00054997A:C02 


ES 200 


554212 


2007.O12.gz43_257835 


M00054997A:GI1 


ES 200 


476732 


2007.O15.gz43_257883 


M00054997B:F10 


ES 200 


559096 


2007.O18.gz43_25793 1 


M00054997C:H03 


ES 200 


560984 


2007.O24.gz43_258027 


M00054997D:E01 


ES 200 


554395 


2007.P06.gz43_257740 






Cf OAI C 


ZUU / .r 1 1 .g24J_/j /oZU 


M00OSS00OB:B04 


ES200 


, 555883 


2007.P12;gz43_257836 


M00055000B:F02 


ES200 


553732 


2007.P13.gz43_257852 


M00055000C:F08 


ES200 


549516 


2007.P17.gz43_257916 


M00055000D:C03 


ES 200 


557531 


2007.P19.gz43_257948 


M00055001A:A02 


ES200 


591128 


2007.P24.g2543_258028 


MOOOSS001A£10 


ES200 


553064 


2008j\02.8z43_258047 
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M00055001A:G05 


ES 200 


554693 


2008.A09.gz43_258159 


M00055001B:H05 


ES200 


552613 


2008.A14.gz43_258239 


M00O55001CA11 


ES200 


553967 


2008.A15.g243_258255 


M00055001C:C10 


ES200 


335714 


2008.A17.g243_258287 


M00055001C:GO7 


ES200 


549690 


2008A18.gz43_258303 


M00055002B:E07 


ES200 


549912 


2008.B03.gz43_258064 


M00055002B:G03 


ES200 


. 556042 


2008.B05.gz43_258096 


M00055002D:A07 


ES200 


554379 


2008.Bll.gz43_258192 


M00055002D:E04 


ES 200 


562550 


2008.B12.gz43_258208 


M00055003A:D05 


ES200 


553191 


2008.B15.gz43_258256 


M00055003A:D11 


ES 200 


437580 


2008.B16.gz43_258272 


M00055003A:G04 


ES 200 


555949 


2008.B18.gz43_258304 


M00055003A-.H01 


ES200 


601219 


2008.B19.gz43_258320 


M00055003B:E07 


ES200 


555639 


2008.B2I.gz43_258352 


M00055003B:G11 


ES200 


558744 


2008.B23.gz43_258384 


M00OSSO03C:E08 


ES200 


559011 


2008.C04.gz43_258081 


M00055003D:F09 


ES200 


134237 


2008.C09.gz43_258161 


M00055004B:C12 


ES200 


557326 


2008.C16.gz43_258273 


M00055005A:CO7 


ES200 


552006 


2008.D02.gz43_258050 


M00055005A:E02 


ES200 


555701 


2008J)04.gz43_258082 


M00055005C:G04 


ES200 


556616 


2008.D16.gz43_258274 


M00055005D;B08 


ES200 


460445 


2008.Dl7.gz43_258290 


M00055005D:C11 


ES200 


555289 


2008.D18.gz43_258306 


M00055005D:G04 


ES200 


553523 


2008.D22.gz43_258370 


M00055006A:D01 


ES200 


559676 


2008.E02.gz43_258051 


M00055006BA09 


ES200 


558212 


2008.E05.gz43_258099 


M0005S006B:C08 


ES200 


552674 


2008.E07.gz43_258131 


M00055006B:E05 


ES200 


347057 


2008.E10.gz43_258179 


M00055006B:G03 


ES200 


557026 


2008.Ell.gz43_258195 


M00055007C:D01 


ES200 


34381 


2008.FD8.gz43_258148 


M00055007D:D11 


ES200 


480960 


2008.FI3.gz43_258228 


M00055008B:E08 


ES200 


550497 


2008.F18.gz43_258308 


M00055008B:F03 


ES200 


522762 


2008.F19.gz43_258324 


M00055008B:F04 


ES200 


558530 


2008.F20.gz43_258340 


M00055008C:F09 


ES200 


551444 


2008.G03.gz43_258069 


M00055008C:H10 . 


ES200 


554932 


2008.G05.gz43_258101 


M00055008D:A02 


ES200 


554015 


2008.G06.gz43_258117 


MO0OSS008D:B02 


ES200 


556041 


2008.G12.gz43_258213 


M00055008D:F05 


ES200 


560563 


2008.G13.gz43_258229 


M00055008D:F12 


ES200 


449314 


2008.G14.gz43_258245 


M000SSO08D-H11 


ES200 


22308 


2008.G18.gz43_258309 


M00055009CA07 


ES200 


554040 


2008.H02.gz43_258054 


M00055009C:F06 


ES 200 


549195 


2008.H08.gz43_258150 


M00055009C:F07 


ES200 


594994 


2008 H09.gz43_258 166 
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LloneLU 


M INO 














V100U35 U 1 UA: JtJU / 








\ if A A AC <; A 1 A A •IJA'C 






,7nfl5i TT7n ovd'^ 7^8*^49 


X>rAAA<<A1 AI5. A A<* i 


io zUU 


*^ouloy 


7nn» W77 crzA'^ 7^R'574 
ZUUo.XAZZ.gZHJ_Z.?OJ /*T 


AAA<C A1 AD.i^l 1 


T7C '>AA 




7nnR M7J. oT^l 7SR4ftfi 


V1000350 1 OC:C lU 


"CC '^AA 
lib ZUU 


jy/ /oU 


ZUUo.lU0.gZ4 J_Z JO 1 ly 


Ik JTAAAC CA1 An. A AO 


"DO OAA 


c^co'71 


zuuo .luy .gz^.5__z*) o 1 o / 


X unnns at^.T\AO 

V1000550 1 0D:DU5 


"CO 1AA 

2UU 


c<ccio 
DDjjIZ 


ZUUo.li3.gZ*fO__Z^oZO Jl 


V100O550 1 OD:JbOo 


"CC OAA 






Ik JTAAAf £ A1 /\T\.T71 1 


X7C OAA 


OUUUZi 


ZUUO .1 1 J .gZ*f ^_Z*) OZO 3 


V100055011A:B11 


■CO OAA 

bS 200 


Q/:oi AO 


ZUUo.ll / .gZ40^Z^oZyj 


M00055011A:C06 


T7C? OAA 

ES 200 


r r A/jiT/i 


ZUU 0 .1 1 0 .gZ4 J_ZD 0^ 1 1 


vI00055011A:rOo 


"DC OAA 

hb 200 




zuuo .iz 1 .gz*f o__z«!>o J jy 


* JTAAAf f A1 1 A .f\t\^ 

V10005501 1A:<j07 


CO OAA 

bo 200 


jD/ 1 1j 


9nnft T99 CT-y^'^ 9^R'^7S 
ZUUo.lZZ.gZ*fj_ZJOJ I J 


M00055011A:G12 


"CC OAA 

Eb 200 


>1 ACOQ/I 

4y^yo4 


zuuo .iz^ .gz*f j__z;j 0 J y 1 


M00055011B:D08 


T?C OAA 

ES 200 


D4yo04 


9 A Aft TAl nTA'X 9SftnAn 
ZUUo.JU 1 .gZHJ_Z30UHU 


M00055011B:F09 


T^O OAA 

ES 200 


*4EO0 AO 

55730s 


7 A Aft TAO t>TA1 7^fin^A 
ZUUo.JUZ.gZ4^_ZjoUj0 


M00055011C:E04 


T?C 1AA 

ES 200 


34oo5o 


ZUUo. JUO .gZ4^_Z^o ilrl 


M0005501 1D:G03 


T?C OAA 

ES 200 


55 /0Z5 


9Anft TAG fr-yA^ 9SftlAft 
ZUUo.JUy.gZ40^ZJ0 100 


M00055012B:A10 


ES 200 


556320 


7AAft 117 fwA^ 9^ft90rf\ 
ZUUo.J 1 / .gZ4J_Z^oZyO 


M00055012B:H12 


wo ^ AA 

ES 200 


47o43o 


OAAft T71 rr^A'^ 9^ft'5Afl 
ZUUoJZ 1 .gZ40_Z J 0 jOU 


M00055013B:B07 


T^fl AAA 

ES 200 


49708O 


ZUUo,lS.lU.gZ4:)_Z3o loj 


M00055013B:H01 


T^O AAA 

ES 200 


r 1 iT AT O 


ZUUo .IV 14 .gZ4 J_Z J oZ*ty 


M00055014B:C12 


T?C» OAA 

ES 200 


55ooll 


7AAft T (\A iyrAI 9^RnOn 

zuuo .LiU4 .gZ4 j_z*) ouy u 


M00055014B:E08 


T70 n AA 

ES 200 . 


00511 / 


7AAft T A^ atAQ 9^^810^ 
ZUUo ,L\)J .gZ4 j_Z J 0 1 UO 


M00055014C:F05 


T?0 OAA 

ES 200 


5540o4 


7AAft T Aft ft^A'^ 9^R1^Z 
ZUUo .LrUo.gZ4^_Z^0 1 


M00055014C:F11 


T^C AAA 

ES 200 


143Z0/ 


OAAft T AO rrrA*^ 9^8 17n 

zuuo.i-»uy.gz*tJ_zjoi iKj 


M00055014D:A11 


T?0 OAA 

ES 200 


ii C 1 1 1 o 

4511 lo 


OAAft Til efrA'X 9^ft9n9 
ZUUo.Lrl l.gZ40_ZJoZUZ 


M00055015A:C08 


T^O OAA 

ES 200 


C<iC<'3 A 

5jo53U 


OAAft 119 et'rA'X 9^89 IS 
Z UUo .L/ IZ .gZ'f J^Z^oZ 1 o 


M00055015A:E04 


T?D OAA 

ES 200 


1 /IQO 1 Q 

143Zlo 


OAAft T n'vA'^ 9^R9^^ 
Z\J\}o.L*iJ .gZ'f J_Z J OZ^*» 


M00055015B:A04 


CO OAA 

ES 200 


DDOZOO 


9An8 117 o-rA'^ 9SR9QR 

ZUUO.i^i / ,gZ*rJ_ZJOZ3rO 


M00055015B:E09 


■CO OAA 

ES 200 


5ouoy / 


9008 191 074'? 958^fi9 
ZUUo.liiZ i. .gZH0_Z^O^vZ 


iTAAACC Al CT\./^AA 


Tjc OAA 

Jib zUO 


Ci^ACOC 

DOU^Z^ 


9008 MOS 0^4^ '95810'] 


X iTAAA^ C A1 iTV.TNA^ 

M00055015D:DUo 


"CC OAA 

M zou 


ri;oo/i« 

jozynj 


900R M07 o7'4'? 9^8 13Q 


X xrvAAf f Al CTN.^^AC 

M000550 1 5D:G05 


CO OAA 

bb zou 


CC^ACQ 


900R Ml 1 o^A^ 9^890' 

ZUUO.iVXl l.g^*r J^ZrJO^VJ 


X jTAAAiTC A1 ^ A .'CAil 

M00055 0 1 6A:E04 


no OAA 

bb zou 


OUnojy 


900R Ml 4 az43 958251 

^U\/0*iyAX*T. j^*T«/_^A«/OX»«/ A 


X AAAA^^ A1 ^Ti.T?AO 

M0005501oB:Eu2 


CO onA 
bb ZUU 




90nR Ml 7 ©74'^ 958900 




ES 200 


557000 


2008.M20.gz43_258347 


M00055016C:G04 


ES 200 


557308 


2008.M21.gz43_258363 


M00055016D:C07 


ES 200 


555967 


2008.N01.gz43_258044 


M00055016D:C11 


ES 200 


549723 


2008.N02.gz43_258060 


M00055017A:A11 


ES 200 


411113 


2008.N06.gz43_258124 


M00055017C:C12 


ES200 


556616 


2008.N13.gz43_258236 


M00055017C:D05 


ES 200 


450010 


2008.N14.gz43_258252 
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M00055017D:D05 


ES200 


453908 


2008.N17.gz43_258300 


M00055017D:E04 


ES 200 


556790 


2008.N19.g243_258332 


M00055017D:E08 


ES 200 


554245 


2008.N20.g243_258348 


M00055018C:C06 


ES 200 


495942 


2008.O07.g243_258141 


M00055018D:D01 


ES200 


604179 


2008,01 Lez43 258205 


M00055018D:E05 


ES 200 


524897 


2008 012 C243 258221 

JtfVWr\^ JLMr*^M/^mf 


M00055018D:H03 


ES 200 


551268 


2008 016 C243 258285 


M00055019B:B11 


ES 200 


556488 


2008 POl 2243 258046 


M00055019B:H10 


ES200 


557240 


2008 F03 ffz43 258078 


M00055019C:C01 


ES 200 


556115 


2008 P04 2z43 258094 


M00055019C:G06 


ES 200 


557121 


2008 P08 ez43 258158 


M00055019D:B02 


ES 200 


556487 


2008 PI 1 2243 258206 


M00055019D:B11 


ES200 


556490 


2008.P12.gz43 258222 


M00055020A:G11 


ES 200 


562142 


2008.P20.gz43 258350 


M00055020B:C12 


ES200 


608873 


2017 A02 sz43 258433 


M00055020DG06 


ES200 


557910 


2017 B02 ez43 258434 


M00055021AF08 


ES200 


610986 


2017 B05 Bz43 258482 


M00055021B-G09 


ES 200 


450059 


2017B14cz43 258626 


M00055021D'F06 


ES 200 


549114 


2017B22cz43 258754 


M00055022BF07 


ES200 


557759 


2017C09ez43 258547 


M00055022CB12 


ES 200 


557353 


2017 C14 cz43 258627 


M00055023CG11 


ES 200 


561935 


2017 DOS ez43 258532 


M00055023DG02 


ES 200 


557049 


2017.D10.gz43 258564 


M00055024A'B04 


ES200 


481930 


2017 Dll cz43 258580 


M00055024AC07 


ES 200 


560898 


2017 D14 ez43 258628 


M00055024BE02 


ES 200 


508671 


2017D18fiz43 258692 


M00055024B'E03 


ES 200 


561868 


2017D19cz43 258708 


M00055024B-E06 


ES 200 


529356 


2017 D21 B243 258740 


M00055024B-F02 


ES 200 


556933 


2017 D22 ez43 258756 


M00055024DE09 


ES200 


551884 


2017EG5cz43 258485 


M00055024DF07 


ES 200 


559447 


2017E06fiz43 258501 


M00055024DG09 


ES 200 


550815 


20 1 7.E07 .gz43_25 8517 


M00055025A-DI1 


ES 200 


560250 


2017.E10.gz43_258565 


M00055025B:A03 


ES 200 


550986 


2017.E1 l.gz43_258581 


M00055026A:G08 


ES 200 


322123 


2017.F06.g243_258502 


M00055026CE07 


ES 200 


552891 


2017.F16.gz43_258662 


M00055026DE12 


ES 200 


556856 


2017.F19.gz43_258710 


M00055027A:D03 


ES200 


447438 


2017.F21.gz43_258742 


M00055027A:E04 


ES 200 


494314 


2017.F22.gz43_258758 


M00055027A:H02 


ES 200 


557975 


2017.G01.gz43_258423 


M00055027C:G06 


ES 200 


524100 


2017.G09.gz43_258551 


M00055027D:E08 


ES 200 


454483 


2017.G16.gz43_258663 


M00055028C:D05 


ES 200 


390017 


2017.H04.gz43_258472 


M00055028D:A08 


ES 200 


556258 


2017JIC6.gz43_258504 
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o u ciicciN anic 








9017 1410 074^ 9^8SfiR 








90171411 oyX'K 9SRSR4 
zu i / «m 1 .gz*T J z J o*T 




700 




9017 T09 oyX'K 9Sft441 




F^ 900 


S4Q^QQ 


9017111 CT74^ 9SR^8^ 


xviuuujDU^ui3.riv/ / 


FQ 900 


d^lfi^O 


9017T14o74'^ 9<;ftA'^'5 




UC 900 

JCrd ZUU 


^OX^vl 


ZUX / .JUO.gZHJ^Z3o3UO 




•CC OAA 




9017 TAR a-yA^ 7^R^^$l 
ZUl / .JUo.gZ*f3_Z3o33o 




■CO OAA 


CCOAA/4 


9017 Til o'tL'^ 7^ft<;ftA 
ZUl / .J 1 1 .gZHj_Z3o3oO 


JVIUUUj J V J 1 U.U 1 1 


"CC OAA 




9017 11 A CT-yA'J 9^»A'5il 
ZUl /.J i*f .gZHJ Z3o03'f 




ho zUU 


D012 /y 


ZUl / .lS.U0.gZ4j__Z3o3U / 




T-C OAA 


4j4014 


7A1 7 VIA rtT^l 7<flAA7 
2U1 / .lvl0.gZ43_23?>00 / 


TV4AAn^C AooD.urni 


"CC OAA 


</;o<OA 

jo2Dyo 


ZU 1 / .b 1 Z .gZH3_23 oOU** 


MUUUj3UjjI^.AUo 




c£70QO 


9017 T 10 niAX 7<;ftA9n 
ZU 1 / .b 1 3 .gZH- J_Z3 OOZU 


MUU U J 3 Ui 3 L) . JJ U J 




^^lAl A 

33 /UIO 


7A17T lOrr^TilO 0<Q7K 
2U1 /.biy.gZ43_23o / lO 


"K >ff A A C C A'^ 'a T\ . A 1 

M00055033D:u01 


"CC OAA 

Eb 200 


337oo3 


20 1 / .L2 1 .gZ43_23o /4o 


M00055034A:O01 


"CC 1AA 
D^ /UO 


il A ATQ 

4o00/o 


201 /.l«23.gZ4^_23o /oO 


IkiVAAACCAO yfn./^Avl 


"CC OAA 

xlS 200 


3234^3 


20 1 / .MU^ .gZ43_j63 o40 X 


MUUU53034D:A1U 


T30 TAA 
200 


33o43o 


7ni7 XiTIO «»<9A0 7^ftA71 
20 1 / .M 13 .gZ43_23 o02 X 


MuUU35035i3:Lll 1 


no OAA 

ba 200 


40o3oO 


7A17 \yr77 *»t40 7<ft7/;^ 
ZUl / .JVlZZ.gZ*l'J__Z3o /03 


XiTAAACCAO C/^./^ 1 A 


CO OAA 

hb 200 


333031 


7A17 T^A7 rt<»>10 7<Ifi<I7A 
2UX /.XNU / .gZ4J_23o320 


1^ >r A A A< c A*a cT^.r? AT 


SO 200 


330o3Z 


7ni 7 i^no A9A0 7^fi«fi 

ZUX / .INU7.gZ'f3_Z3o33o 


AyTAAA^C A'3 <IT^.T?AA 


CO OAA 

Jbo 200 


33o/33 


70171^19 0^4.0 7'^fiAOA 
ZUl / .IN lZ.gZ'f^_Z3oOUO 


Kyf AAACC AOiC A .XJ1 A 

iVlUUu j3 U3 oA.rll U 


CO OAA 

Jdo 200 


430 loo 


7017XriR»^A0 7^8707 
ZU 1 / .IN X o .gZ43_Z3 O / UZ 










li if AA A< C AO iCD*UAO 


"CO OAl 

ErO 201 


301o3O 


701 7 >J7'5 rr-yAO 7^8787 
ZUl / .XNZ3.gZ*f3_Z3o /OZ 


Ti >r A A A< C AQ ./til A 


CO OAl 

hb 201 


4^112/ 


7017 n07 ctiA.'X 7^RAA7 
ZU 1 / . V/UZ.gZ*f3__Z3 o*f*f / 


li >rA A A< C A'3 ^7/^ .T\A 1 


130 OAl 

tSo 201 


33 /3 /o 


7017 ni ft cvtAO 7^670"^ 
ZU 1 / . V/ 1 o ,gZ*f3^Z3 o / U3 


TV>rAAA<« A-^O A 'UAO 


CO 0A1 
bo 201 


l^'f /O'l 


9017 P07 9^ft^9R 
ZUl / .rU/.gZ*t3_Z3o3Zo 


A>rAAA''\< Aoo A -nnf^ 


bo 201 


cri /lOO 
3014J0 


7018 AO^ o'fA.'k 9^100 
ZU 1 0. AU3 .gZ*l3^ZO*TX7U 


TVyTAAACr AO AtD.tTAO 


CO OA! 

bo 201 


333OO0 


. 7018 An7 ft^rAO 7AA9^A 
» ZUlo.AU/,gZ*f3_ZO*fZ3** 


XyTAAA^^AQQ'D./T.l 1 


CO OA1 

bo 201 


333yy3 


9018 An8 fs^6\ 9/^970 
ZU X O . AUo .gZf 3^ZO*rZ / U 




CO OAl 
bo ZUl 


333770 


701 8 A 08 »7J.^ 9AdA^A 


MUUUD3U J :rll u 


bo 201 


DUlij03 


901 8 AOQ ovd^ 9AA98#% 


M UU U J D U J y L/ . DuD 


CO oni 

bo ZUl 


S907'^'5 
3Z7/33 


9018 All ayd'^ 9^*^18 


■\>f AAA^^AQO/^.T^I 1 


CO OAl 
bo 201 


0Q7000 
37/000 


9018 A 19 OT&.'X 9AJ.718 
ZU X O , A X Z ,gZ*f 3_ZOH' / X O 


X if A A A< € AO OT% .T\ AT 


■no 0A1 
bo 201 


^A19^0 
301Z37 


901 8 A 1 S o'jdX 9^4*^89 
ZU X o .A 1 3 .gZ*r^_ZD*f>0 OZ 


MUUU3 jU^yUlLlU / 


■CO oni 
bo 201 


J01Z37 


9018 A1S &y4'^ 9M7fi6 

ZU X O .A X J .gZ*T J_ZU't / OV/ 


M00055040A'C02 


ES 201 


555399 


2018.A17.gz43_264414 


M00055040A:C02 


ES 201 


555399 


2018.A17.gz43_264798 


M00055040A:F01 


ES 201 


555883 


2018.A18.gz43_264430 


M00055040B:F02 


ES201 


555751 


2018.A22.gz43_264878 


M00055040C:G08 


ES 201 


447815 


2018.A23.gz43_264510 


M00055040D:B05 


ES 201 


555160 


2018.A24.gz43^264910 


M00055040D:G05 


ES201 


561761 


2018.B02.gz43_264175 
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ES No 
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M00055041AC02 


ES201 


555340 


2018.B05.g243_,264223 


M00055041B B06 


ES 201 


417274 


,2018.B08.g243_264655 


M00055041B-C10 s 


ES 201 


551711 


2018.B09.gz43_264671 


M00055041BD11 


ES 201 


555524 


2018.B10.gz43_264303 


M00055041BD11 


ES 201 


555524 


2018.B10.gz43_264687 


M0005^041BF04 


ES 201 


561994 


2018.B13.gz43_264735 


M0005504IC'C10 


ES 201 


554149 


2018.B17.gz43_.264799 


M00055041C-H12 


ES201 


470617 


2018.B22.gz43_264495 


M0005S041DB07 


ES201 


555250 


2018.B23.gz43_264895 


M00055042A'D09 


ES201 


561901 


2 01 8.C07.gz43_264256 


MnnOS^042AF07 


ES201 


551328 


2018.C08.gz43_264656 




ES201 


549008 


2018.C10.gz43_264304 


I Yl U U V/ >J •/ V *T ^ JU# • Irf V*f 


ES 201 


555708 


2018.C12.gz43_264336 


A4000S5047B*E05 


ES20I 


448098 


2018.C13.gz43_264736 


iVLVJU U J ^ U*t ZD . X-rU O 


F^ 701 


450765 


2018C14ez43 264368 




F^ 701 


450765 


2018.C14.gz43 IMHSl 




F^ 701 


555172 


2018.C16.gz43 264400 




F^ 701 


551 R05 


2018C19bz43 264832 


MUUUjDUHZL/.OVO 


F^ 701 


555940 


2018 C21 cz43 264864 




F<5 701 


475588 


2018 C22 cz43 264880 




F^ 701 


555173 


2018 C24 cz43 264912 




FS 701 

CO ZV/1 


555213 


2018.D07.gz43 264641 


IVlvv/U J JD.OU 1 


F^ 701 


551714 

•/-z X / X^ 


2018D08fiz43 264273 


Tv/Tonn^ ^ HA'^n-'n i n 


FQ 701 


558754 


2018 D13 cz43 264737 




F^ 701 


553356 


2018D14.CZ43 264753 




F9 701 

CO XvX 


562949 


2018D17ez43 264417 


Mnnn ^ ^ aAA A -Po^ 


FS 701 

CO XvX 


450755 


201 8.D 1 8.gz43_2648 17 


jyx\J\J\JOD\J*r'rDtX^ 1^ 


ES 201 

X^O AtVX 


549444 


201 8.D2 1 .gz43_264865 


Ayrnnn^^nd^A'POA 


FS 701 

CO XvX 


561911 

m'V/ X 7 X X 


20 1 8 .E08 .gz43_26465 8 


Mnnn^^nd^A-Fft'^ 


FS 701 

CO AfVX 


555771 


2018.E10.gz43_264306 


MnonSSft45A*F17 


ES201 

c^ *»v/ X 


553850 


2018.Ell.gz43__264322 


MOnnS 50451)* A04 

IVL\J\/\JJ J \f*Tj O . f\v*f 


ES201 


559699 


2018.E12.gz43J64338 


Mnnft55ft45R* A 04 


ES 201 


559699 


2018.E12.gz43_264722 


IVl l/UU,? J JX> ./\ 1 z 


FS 201 

CO AVX 


347486 


201 8.E1 3.gz43_264738 


IVl V U U J J v*T J J3 . V/ U O 


FS 701 

CO Z>\/X 


560720 


2018.E14.gz43_264370 


Mnno55n45R*pnft 


FS 701 

Co X 


560720 


' 2018.E14.gz43_264754 




FS 701 

CO XvX 


555892 


2018.E18.gz43_264818 


M00055045C:H05 


ES201 


556158 


2018.E19.gz43_264450 


M00055045D:A01 


ES201 


108755 


2018.E2Lgz43_264482 


M00055045D:A07 


ES201 


551578 


2018.E22.gz43_264882 


M00055045D:D01 


ES201 


446664 


2018.E24.gz43J64914 


M00055045D:F10 


ES201 


561838 


2018.F02.gz43_264179 


M00055046A;D06 


ES201 


562585 


2018.F05.gz43_264227 


M00055046B:C07 


ES201 


375380 


2018.F09.gz43_264291 
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Table 13 





Jio INO 




0 1 ap>^Jqtvi A 
O wl|U vlivCi^ CAWi 




no oAi 


jj /D*tO 


^UXO.F ll/.gxi't J_A.\/t JV/ / 




DO i«V/l 






VIUUUD J U«»Ol5.JlUo 


CO oni 






A >r A An < < n/i 'irn/c 
VIUUU!) J U4oJo.r UO 


CO oni 




7niR F14 tryii'^ 7fi47SS 


Vl00055U4oL:CUD 


CO OAl 

bo zUl 




ZU A O .r 1 0 ,gZ*T 3^ZD*t f 3 3 


V100033l}4oL:bU7 


CO om 


^ooo7n 


7ni«F71 ft'Til'^ 7/^dRA7 


vlOU05504oL.xll 1 


cc oni 
bo 2Ui 


jl4*flo 




A jTAAA^C A>liC/^*/^1 A 


CO oni 
bo xUl 


' D310*fl 


901 a F9A o-y^.*^ 9f^01 S 

ZU i O .r Z*l .gZ*»3_ZOH7 A 3 


XilAAAfiCAyn A ."CAT 


CO oni 
bo zUl 




OOlRfrll cf'yA'K OftA'^lA 


V10U055O47A:liO4 


CO oni 
bo zUl 


■ DjoOU/ 


901R ni "5 ftT/l'^ 9^^4740 


"KiTAAAfiC Ayn A tTJAC 

V10005 5 U4 7 AlrlU J 


CO oni 
no xUl 


C«010A 

3DolZU 


ZU 1 0 , VJ 1 *r .gZ*T3___ZO*i3 / Z 


M00055047A:nO5 


CO OAl 

bo 2Ui 


*Q^Q ion 


ZU 1 o , VJ 1 H , gZ*T3_ZO*T / 3 D 


X >rAAA4€ A/I'7'D. A 1 A 

VIOOO j5U47B: Al U 


CO OAl 

bo zui 


cfioqoic 


901 R o'7L'\ 9M'^RR 

ZU 1 o . VJ 1 3 .gZHJ^j^O*? J OO 


v100055047B:B03 


CO om 
bo zUl 




Z U 1 0 . VJ 1 0 .gZ'T3_ZD*HTU*T 


Si00053047B:B10 


CO OAl 

bo 2Ui 


<'^7^n^ 

33jdUj 


901ft 17 ct'jA'k 1(\A9X\L 
ZU lO.VJi / .gZ'T3_ZO*TOUH 


M00055047B:C()3 


CO OAl 

bb 2Ui 


^< 1 7Q^ 

331 /y^ 


901ft frlR 9^R90 
ZU 1 o \J i O .gZ*t3_,AO**O^V 


VI00055O47B:GO6 


CO OAl 

ES 201 


1 Tl 

3j01 /I 


701ft ri77 nfA'X 9A4.ftR4 
ZU 1 0 . OZZ .gZH3__ZO*l"OOH 


M00055047B:G10 


cc OAl 

ES 201 


47o2oo 


701 ft CVi'X mAfk 9^dQnO 
ZU 1 o.\JZ3 ,gZ*r3_ZO*f7UU 


M00055047C:D11 


CO OAl 

Eo 201 


44/433 


901ft T40^ frvA*^ 9^>494.S 
ZU 1 0.rlU0.gZ*T3^ZDHZ*T3 


M00055047C:FU7 


CO OAl 

£S 201 


334^30 


901ft "1-107 aiA'X 9/^9^1 
ZU 1 0 .nU / .gZ**3_ZO*f zp 1 


M00055047C:F08 


T?0 OAl 

Eo 201 


4032U / 


701ft WOft *ttJ.'^ IfJLOn 
ZU 1 5 .XlUo .gZ*f3_ZO*rZ / / 


M00055047C:F08 


CO OAl 

ES 201 


4o32U / 


Omft UOft crrA"^ OftAfyft\ 
ZU 1 5 .rlUo .gZ*t3^ZD*fOO 1 


M00055047D:C12 


T*»0 AA1 

ES 201 


33379o 


ZU 1 0.rll 1 ,gZ43_ZO*f 3Z3 


M00055048A:A04 


CO OAl 

ES 201 


33 /2 /9 


ZU 1 o .rli 0 .gZ*f 3_ZO'*HU3 


M000SSO48A:B12 


ES 201 


403447 


Onifi U17 fT'»A'^ OftAAlA 
ZUlo.ril / .g243_ZO*f*tZl 


M00055048A:D12 


T^O A Al 

ES 201 


357600 


oni ft T410 rr-rA*^ 9AAA^'^ 
ZU 1 o .11 1 7 ,gZ43_ZO*f*t3 3 


M00055048A:F04 


AA1 

ES 201 


433(593 


7ni ft XJ90 fwA*^ Of^AAM 
ZU 1 o JlZU.gZ*f3_Z0*fH07 


M00055048C:C06 


CO OAl 

ES 201 


33o4VU 


90 1 ft Xf\A trrA'\ 1«A1 1 L 
ZU 1 0 .lU*f .gZ*t3_ZOH'Z l*t 


M00055048D:D08 


CO OAl 

ES 201 


419133 


901 ft TOR ft-rA^ *yf%6mi 
ZU 1 0 .lUo .gZT'3^ZO*rA # O 


M00055048D:D08 


CO OAl 

ES 201 


>1 1 Ol ^1 

419133 


901ft TOR tsfA'X lf^(\f\) 
ZU 1 0 .lUo ,gZ*T3__ZO*f'V>uZ 


M00055048D:H04 


CO OAl 

Eo ,201 


049/44 


901ft T1 A cTvA'^ 9f>417^ 
ZUl0,ll*f,gZH3_Z0*»j /*» 


M00055049A:F10 


CO OAl 

ba 201 


33y /OZ 


901 R T1Q arA^ 964S3$ 

ZU 1 0 .2 1 7 .git J^ZUt O J O 


M00055u49A:viO3 


CO oni 
bo Zul 


£4:1 A^r 
301 U40 


901 R T9n 9743 964R5^ 


M00055049B:A01 


CO om 


33 IL'Yy 


901 R T99 ayA"^ 964502 


M00055049B:r05 


CO om 
no zui 


33370^ 


901R TOl a743 264167 


X JTAAAfC AVl A/^fUl 1 


CO oni 


333UiU 


901R?07a743 264263 


X jrAAA£CA>l AOiUri') 


tJO OAl 


333UI.U 


90 IR T07 a743 264647 


M00055049DD09 


ES 201 


561216 


2018.J09.gz43_264295 


M00055049D:D10 


ES 201 


446739 


2018.J10.gz43_264695 


M00055050A:D11 


ES201 


449437 


2018.J15.gz43_264391 


M0.0O5S0SOA:HO8 


ES 201 


556169 


2018.J16.gz43_264407 


M00055050B:E11 


ES 201 


206098 


2018.J19.gz43_264455 


M00055050B:E11 


ES 201 


206098 


2018.J19.gz43_264839 


M00055050D:C01 


ES 201 


559775 


2018.K06.gz43_264248 
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ClonelD 


ES No 


ClusterlD 


SequenceName 


M00055050D:E03 


ES 201 


486150 


20 1 8 .K07.gz43_264264 


M00055050D:F04 


ES 201 


557834 


2018 .K08 .gz43_264664 


M00055051A:B02 


ES 201 


454810 


20 1 8 .K 1 l.gz43_264328 


M00055051A:C09 


ES 201 


551068 


2018.K12.gz43_264344 


M00055051A:E11 


ES 201 


432970 


2018.K14.gz43_264760 


M00055051A:G09 


ES 201 


555340 


2018.K15.gz43_264392 


M00055051A:G09 


ES 201 


555340 


201 8.K15 .gz43_264776 


M00055051AjaiO 


ES 201 


551897 


20 1 8 .K 1 6.gz43_264408 


M00055051B:B08 


ES 201 


552641 


2018.K17.gz43_264424 


M00055051B:B08 


ES 201 


552641 


2018.K17.gz43_264808 


M00055051B:D07 


ES201 


557572 


2018.K19.gz43_264840 


M00055051B:G09 


ES 201 


451027 


201 8,K2 1 .gz43_264872 


M00055051C:B05 


ES 201 


553349 


2018.K23.gz43_264904 


M00055051C:F10 


ES201 


554372 


2018X04.gz43_264217 


M000S50S1D:D12 


ES 201 


540000 


2018.L05.g243_264233 


M00055051D:F01 


ES 201 


560801 


2018XO7.gz43_264265 


M00055051D:G01 


ES 201 


557882 


2018X08.g243_264665 


M00055052A:F07 


ES 201 


559246 


2018.L12.gz43_264345 


M00055052A:H11 


ES 201 


558029 


2018X14.gz43_264761 


M00055052B:E03. 


ES 201 


551371 


2018X17.gz43_264425 


M00055052B:E03 


ES 201 


551371 


2018X17.gz43_264809 


M00055052C:B12 


ES 201 


454664 


2018X20.gz43_264857 


M00055052D:B05 


ES 201 


557382 


2018X24.gz43_264921 


M00055052D:G12 


ES201 


493261 


2018.M06.gz43_264250 


M00055053BA02 


ES201 


553108 


2018.Mll.gz43_264330 


M0O0SSO53B:AO2 


ES201 


553108 


20 1 8.M11 .gz43_264714 


M00055053B:C02 


ES201 


557525 


2018.M13.gz43_264362 


M00055053B:C02 


ES201 


557525 


20 1 8.M 1 3 .gz43_264746 


M000SS0S3B:C11 


ES201 


558560 


2018.M14.gz43_264762 


M000SS0S3C-A12 


ES201 


557345 


20 1 8 .M 1 6 .gz43_264794 


M00055053C:B03 


ES201 


562292 


2018.M17.gz43_264426 


M00055053C:B03 


ES201 


562292 


2018.M17.gz43_^264810 


M00055053C:F06 


ES201 


551334 


2018.M19.gz43_264842 


M00055053D:GO4 


ES201 


• 557939 


2018.M01.gz43_264171 


M00055054A-A10 


ES 201 


447555 


2018.N03.gz43j:,264203 


M00055054B:EI0 


ES 201 


8997 


2018.N13.gz43_264363 


M00055054B;E10 


ES 201 


8997 


2018.N13.gz43_264747 


M00055054B:F05 


Ed 201 




om 0 XT1 ^ <Y'»iH o^/i^o< 

zuio.rsj 1 j.gz^^^zo'f^yj 


M00055054B:G12 


ES 201 


555082 


2018.N17.gz43_264427 


M00055054C:G10 


ES 201 


551616 


2018J^20.g243_264859 


M00055054D:A02 


ES201 


557308 


2018.N21.g243_264491 


M00055054D:E12 


ES201 


555057 


2018.N22.gz43_264507 


M00055054D:H07 


ES201 


467081 


2018.N23.g243_264523 


M00055054DJI07 


ES201 


467081 


2018^23.gz43_264907 
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PlnnpTD 


ESNo 


ClusterlD 


SequenceName 




ES201 


561963 


2018.N24.gz43_264539 




ES201 


528775 


20 18.005 .gz43_264236 


M00055055C-C09 


ES 201 


498629 


2018.O09.gz43^264300 




ES 201 


498629 


2018.O09.gz43J264684 




ES 201 


515115 


2018.Ol0.g243_264316 




ES201 


515115 


2018.O10.gz43_^264700 


IVJLUUU J v J J V^.X-fU O 


ES 201 


553975 


2018.O12.gz43_264348 




FS 701 


553975 


2018.O12.gz43_264732 




FS 701 


551630 


2018.O15.gz43_264780 




F<i 701 


476342 


2018 016 cz43 264412 




F^ 901 




2018 017 cz43 264812 


MUUUDDUjDA.rilZ 




*tV«/«/'TX 


2018,O18.g243 264444 


VIUUUjjUjOd.vjU 1 


PC 701 


X JVX 


2018 023 ez43 264908 


[VlUUU jOU J DL../VU J 


701 




2018 POl fi243 IfAYlZ 




PC 701 


^^7^04 

jji J vt 


2018P04cz43 1(A11\ 


A >rAAA< ^ A^/CP^T^AT 


PC 701 


555012 


2018 P05 cz43 264237 


\ A A A A < ^ A^ •!? 1 n 


PC 701 


505451 


2018P07C243 264653 




PC 701 


5^7S0S 
■/vxovo 


2018 P08 ez43 264285 


X /lAAAC < A^/i/^'UnT 


PC '501 


'^R5551 


2018P10ez43 264701 


X>f AAAC <AC/^T^>'DA^ 
MUOU J J U J .DUO 


PC 701 
£ra xUi 


557401 
•^.j /nvx 


2018 PI 2 cz43 IMTiV^ 




PC 701 
I^o XUl 


556391 


2018 P16 £243 264413 


M00U5 jU5 /a J\U4 


PC 701 

Xj/O XvX 


567777 

v^OXX #x 


2018P17cz43 264429 


xyiAAAC^A^*? A • Kf\A 


PC 901 

JCiO Xv/X 


562272 

%^UXX / X 


2018P17 2z43 264813 


xjf AAA<< A^T A • A A< 


PC 701 

I^O XVX 


553002 

J J vv/^ 


2018P18cz43 264445 


A>r AAA< <n^7 A * A 


PC 701 

1^3 XV 1 


553002 


20 1 8 .P 1 8 .g243_264829 


X/rAAA^^n^T A 'TM A 


PC 901 

IZ(0 XVI 


55Q294 


2018P20cz43 264861 


\/rAAn^<n^7 A-Fin 
JVIUUU^jU^ /A.r iV 


FC 701 

CO XVX 


451172 


2018.P22.cz43 264893 


XyfAAA<^A^7P't5ni 


FC 701 

C/O XVX 


551544 


20I8P24ez43 264541 


X>rAAA< ^ A7'5 "n -P A^ 


FC 701 

CO XVI 


555512 


2020A04.e243 264974 


\>rnAn^^n7dP*T7ns 


FS 201 

CtO XVX 


455820 


2020.A14.g243_265 134 


x/TnAn^^n7A'n'TinA 

JVLUUUDjU ffjJ.DV* 


F^ 701 

JDO XVX 


562229 


2020.A22.gz43_265262 


X>rAAA<^n7^ A 'C^CiQ 


FC 701 

CtO XV J. 


556635 


2020.B05.gz43_264991 




F^ 701 

dk> XVX 


556742 


2020.B12.gz43_265 103 


X/f A A A ^ A7^ r> A^ 


FC 701 

CrO XVI 


560069 

JV/v V/V/^ 


2020.B20.gz43_26523 1 


Xyf AAA<^ A7^ A ♦r^A/\ 


FC 701 

MM XVX 


558720 

k/*/U / 


2020.C03 .g243_264960 


X/IAAA^^A7^A'ni 1 


701 

d9 XVX 


555368 


2020.C05 .gz43_264992 


XjrAAAC<A7iCA*^17 


FC 701 

J2iO XVX 


557024 


2020.C07.g243_265024 


M00055076B:E08 


ES201 


452822 


2020.Cll.g243_265088 


M00055076B:F04 


ES201 


549810 


2020.C12.gz43_265104 


M00055076B:H06 


ES201 


550701 


2020.C16.gz43_265168 


M00055076C:B10 


ES201 


559965 


2020.C18.gz43_265200 


M00055076C:H07 


ES201 


557954 


\ 2020.C20.g243_265232 


M00055076D:F11 


ES201 


557783 


2020.C23.gz43_265280 


M00055076D:H11 


ES201 


553131 


2020.D02.gz43_264945 
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ESNo 


ClusterlD 


SequenceName 


MU0035077A:h>U7 


Ed 201 


549129 


OAOA T\A>I ->_>IO A^ilA^T 

2020.D04.g243_264977 


\Mt\t\f\eee\nn A .Ol A 

MU0055077A:M10 


ES 201 


561707 


2020.D 1 0,gz43_265073 


M00055077U:l301 i 


Eb 201 


556471 


A AO A T7AO -__i|0 A^ilAVl^ 

202u.E02.g243_264946 


M00055078A:L05 


ES 201 


142614 


AAAA T^AO AO A^CAAA 

2020.E08 .gz43_265042 


XVTAAACCA^O A .d A 


ES 201 


464905 


AAAA T? t 1 AO A^CAAA 

2020.E1 1 .gz43_265090 


M0005507o A:F 0 1 


ES 201 


557760 


AAAAT7tA ^ AO A^ff 1 A^ 

2020.EI2.gz43_265 106 


AiTAAAfCA^O A .T?A>1 


T?C AA1 

ES 201 


C coo AO 

553303 


AAAA T^IO ^ AO A^^IAA 

2020.E13,g243_265 122 


M00055078B:F05 


ES 201 


561489 


A/\0 A ti? ilO C y C A 

2020 ,E 1 5 .gz43_265 154 


M00055078D:A07 


ES 201 


555996 


2020.E21.gz43_265250 


M00055078D:G04 


ES 201 


A(\C A AO 

495408 


2020.F06,gz43_26501 1 


X yfArVACCATA A .TLIA^ 


T~*0 AAl 

ES 201 


C AAf AC 

509505 


OAAA T^l "1 AO A^ff AAt 

2020.F 1 1 .gz43_265091 


M00055079B:D02 


ES 201 


402683 


2020.F12.gz43_265107 


M00055079C:G06 


ES 201 


558616 


2020 .F 15 .gz43_265 155 


M00055079DA03 


ES201 


612961 


2020.F 17.gz43_265 1 87 


M00055080A:A07 


ES 201 


555111 


2020.F22.gz43_265267 


M00055080A:F05 


ES 201 


451185 


2020.F24,gz43_265299 


M00055080B:G10 


ES 201 


556040 


2020.G09.gz43_265060 


M00055080D:A01 


ES 201 


551976 


2020.G16.gz43_265 172 


M00055080D:E07 


ES 201 


553318 


2020,G1 9.gz43_265220 


M00055080D:E10 


ES 201 


556357 


2020.G20.gz43_265236 


M00055080D:F01 


ES 201 


494625 


2O20.G21.gz43_265252 










M00055081A:E08 


ES 202 


555616 


2020.H0 1 .gz43_264933 


M00055081B:E10 


ES202 


552361 


2020 J106.gz43_2650 13 


M00055081C:A12 


ES 202 


555061 


MAMA Y ▼ 4 « jIt f\ ^ r A A^ 

2020.H1 1 .g243_265093 


M00055081C:G01 


ES 202 


553372 


AAAA W4 A A«« A/^AAP 

2020JI18.gz43_265205 


M00055081C:H04 


ES202 


449613 


AAAA "W "W < A AA f\ ^ ^ A A ^ 

2020.H19.g243_265221 


M00055082A:A12 


ES 202 


552019 


AAA/\ T TA A AA A^fAAt 

2020.H24.g243_265301 


M00055082D:E08 


ES 202 


555710 


AAAA T1 A —.AO A^ff 1 AA 

2020 .114 .gz43_265 1 42 


M00055082D:G01 


T^O A A'* 

ES 202 


460244 


AAAATI^ ^_^0 A^C 1 Til 

2020.116.gz43_265 174 


M00055082D:H02 


ES 202 


465446 


AAAA TIT ^_AO A^C 1 AA 

2020 J17.gz43_2o5 1 90 


M00055083B:E05 


ES 202 


549607 


orvAA TA1 ^—AO O^AAOC 

2020. JO 1 .gz43_264935 


M00055083B:E07 


ES 202 


A f A AO A 

452434 


AAAA lAA AO A^AACI 

2020.J02.gz43_26495 1 


H iTrt/XA^ ^ A01 Tl 1 A 

M00055083B:F10 


ES 202 


552618 


AAAA lAO ^_ifO A^ylA^Tf 

2020. J03 .gz43_264y67 


M00055083C:C05 


ES 202 


556497 


AAAA TAA AO A^AAOA 

2020J04.gz43_264983 


M00055083C:F05 


ES202 


556882 


AAAA YAf ^_ilA A^AAAA 

2020.J05.gz43_264999 


M00O55O83D:D08 


ES 202 


556668 


AAAA T1 1 ^ AO A^f AAC 

2020. J 1 1 .gz43_265095 


JVIUUUjjUo4A.i11U 








M00055084A:F10 


ES202 


556925 


2020.J17.gz43_265191 


M00055084B:A04 


ES 202 


558231 


2020J18.gz43_265207 


M00055084D:B01 


ES 202 


556446 


2020.K06.gz43_265016 


M00055084D:C09 


ES202 


548943 


2020.K07.gz43_265032 


M00055085A:F12 


ES 202 


500833 


2020.K12.gz43_265112 


M0O0SSO8SB:D02 


ES202 


454910 


2020.K16.gz43_265176 
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CIonelD 


bb No 


ClusterJjJ 


SeQuenceName 






DOl IJD 


/UZU.JVl 7.gZ4 J__ZO^ZZH 


\l000550o5U:U10 


"CO OAO 




ZUZU.JSkZ 1 .gZ4 J^Z0^Z30 


vlOU055085D:r03 


£b 2UZ 


DDOooX 


ZUZU.KZ J .gZ4O_Z03ZoO 


\100055U85D:Cj09 


Eb 202 


D J J /ZJ 


zUZU. JS^4.gZ43_/0J ^U4 


"K A /\f\ne £ no ^ A .Dl A 

V100055086A:i3lO 


2U2 




ZUzU.LfUl.g24j_/04yj / 


M00055086A:C09 


£b 202 






M0005508oB:D10 


£S 202 


557470 


OAOA T AiC «••*>! 0 OiC<AT7 

zU2U.JjUo.gZ43_Z0jUl / 


X iTAAA^^ AO^TX.^A^ 


to ^AO 

Ed 202 




OAOA T 1*5 n'»A^ '>A^19Q 


VI00055086D:H07 


£S 202 


557214 


2020.Lflo.g243_/o5 1 / / 


X #/\AAf f AO^n.^A^ 


ES 202 


122ioV 




M00055087B:C05 


ES 202 


451885 


AAAA T A'3 m^/IO OiC^OftO 

2020.L23.gz43_2o5zoy 


M00055087D:D08 


■¥-1 ^ 
ES 202 


453756 


AAAA IVvTAO #»»>t'0 A/C<A<A 

2U20.M0o.gz43_ZOjUDU 


M00055088C:B02 


A ^ AA 

ES 202 


>l C A'? CA 

450352 


AA'^A AifAA f^r^AI 0<^0>10 

2020 .IVlzU.gz4i_zo3/4z 


M00055088C:D01 


T^O AAA 

BS 202 


5Diy /5 




M00055088C:D02 


T^A AAA 

ES 202 


557747 


AA'IA TVyfAO A/i^lQA 

2U20.M23.gz4i_2o5ZyU 


M00055088D:A01 


A AAA 

ES 202 


C C 1 AOO 

551283 


AAAAXTAO e^-wAI O/C/IQ^K 

202U,rN02.g243_Zo4yjJ 


■m #-ftftft^ ^ftftftT*V ft ft 

M00055088D:B08 


T^C» AAA 

ES 202 


€il 1 /f AA 

561422 


AAOAVTA/l OA/IQQT 

202U.iNO4.gZ43_ZO4y 0 / 


M00055089A:H06 


ES 202 


C f A yl C >l 

557454 


AAAA XTAA mmmmA^ OJCCAiCT 

2020.N09.g243_2o50o7 


M00055089B:C01 


ES 202 


CCA AO il 

554084 


AA'^A XTl A yl'i K 

2020 .rs 12.gz43__265 1 15 


M00055089C:B06 


ES 202 


556465 


AAAA XT1 OiC<ir7A 

2020.N 1 o.gz43_2o5 1 7y 


M00055089C:D06 


ES 202 


f^AC AA 

560507 


AAAA XT1 A ^..ilO OiC^OOT 

2020.Niy.gz43_2o522 / 


M00055090A:F02 


ES202 


f ^AAOA 

560080 


AAAA XTAA m»>IO Oit^OT^ 

2020.N22.gz43_2652/5 


M00055090C:B03 


ES 202 


C C ^ A AO 

556408 


AAAA ftA/l ^.v/IO AiC/IOQQ 

2020.U04.g243_2o4yoo 


M00055090C:C12 


ES202 


c c ^ c ct\ 

556559 


AAAA C\t\£. «w./l'3 A£<AAA 

2020,006. gz43_265U20 


M00055090C:D01 


ES 202 


556675 


AAAA ftAI emrwA^ AlCCAQiC 

2020. 007 .gz43_265 03o 


M00055090C:G06 


ES 202 


451370 


AAAA f\f\t\ ^^A'J A^CA^O 

2020.O09.g243J265066 


M00055090D:E03 


ES 202 


y* AAAO^ 

497086 


AAAAftl>< ^*wA^ ^£.^1AQ 

2020.U14.g243_2o5 14o 


m Mr^rx^f f ft ft ftT^ ft ^ 

M00055090D:F03 


ES202 


98869 


A AO A ftT7 f^f^A'i 0/C<10A 

202U.U17.g243_ZD3iyo 


M00055091A:C09 


ES 202 


f AO "1 A 1 

598101 


2U/U.U2 J .gz4i_ZD5ZyZ 


m ^ ^ e\. f\ f ^ ft^N 4 A ft J» 

M00055091A:F05 


ES 202 


A C/\CO 1 

459581 


AAOA DA/I n^AI OiC/tOQQ 

2020.r04.gz43_Zo4yoy 


M00055091B:A07 


ES 202 


XT C £ "I A ^ 

555126 


AAAA 'DA'7 ^f*AO. Orfl^ACir 

2020,F07.gz43_2o5U37 


M00055091B:C11 


ES 202 


555418 


AAAA DAQ r^wmAI 0<C<Afl^ 

20Z0.rU 0 .gz43^Z0DU3 J 


M00055091C:B04 


fO AAA 

ES 202 


468262 


ZUZ0.lr lZ.gZ43_Z0 J 11/ 


M00055091C:D11 


T?C* AAA 

ES 202 


559071 


ZUZU ,riD ,gZ4 j_^Z03 1 0 j 


M00055091C:G11 


T7C AAA 

ES 202 


Cii% <AO 


OAOA PI 9 rr«»il'5 

ZUZU.ir 1 0 .gZ4 J_ZO 1 J 


M0005509 ID: A03 


"nC AAA 

Ed 202 




£\jJL\i»zZ> 1 ,gZ*f J_ZO JZO 1 


M00055092B:G09 


Cfl AAA 

ES 202 


o3796o 


zuzy.Ai J .gz4^_zo:} J j*f 




ES 202 


562542 


2029.B05 .gz43_265375 


M00055093A:F07 


ES202 


562768 


2029.B06.g243J65391 


M00055093B:G08 


ES202 


562881 


2029.B14.gz43_265519 


M000SS094B:B11 


ES202 


562307 


2029.ClLgz43J65472 


M00055094C:C10 


ES202 


402488 


2029.C21.gz43„265632 


M00055094D:F09 


ES202 


491127 


2029.D06.gz43_265393 


M00055095A:iX)8 


BS202 


98484 


2029.Dll.gz43_265473 
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r*lnTipTT> 




CIusterlD 


SequenceName 


MfinnSSOQ6A'G08 

yj. u u v J v/ ✓ . xj w 


2S 202 


551967 


2029,E09.gz43__265442 


YXvwU J ■/ US' V w« V/vr«/ 


ES 202 


554496 


2029.E16.gz43_265554 




ES 202 


553380 


2029.E22.g243_265650 




ES 202 


455820 


2029.F06.g243_265395 




ES 202 


453533 


2029.F09.g243_265443 




ES 202 


562719 


2029.F10.gz43_265459 




902 


561215 


2029.G03.gz43_265348 


M uuu J 3 u A . VJ U J 


RS 202 


558118 


2029.G1 1 .gz43_265476 




202 


555330 


2029.H07.gz43_265413 




F^ 209 


558186 


2029.H15.gz43_265541 




F^ 902 


559125 


2029.H22.gz43_265653 




F^ 209 


452349 


2029.101.gz43_265318 




F^ 202 


562989 


2029i02.gz43_265334 


iUUJJ.XJUZ 


F^ 202 


562243 


2029.103.gz43_265350 


Ayffinn^<l AO A 'PI 1 


F^ 202 


560628 


2029,I20.gz43_265622 


A/fnnrk<i^ 1 no'R'pn'^i 


F^ 202 


560111 


2029.12 1 .gz43_265638 


VIUUU jMUoA.ril 1 


PQ 909 


561144 


2029 116.8243 265559 


yi\j\)\}jj i U jL/.du / 


pc 0A9 


558511 


2029.J20.gz43_265623 


VIUUUj J 1 U3\^.JLIU J 


P^ 909 


556613 


2029J21.2Z43 265639 




F^ 909 


560898 


2029J22.gz43_265655 


MUUUj J IWD.ruy 


PQ 909 


553548 


2029K14ez43 265528 


MUUU J J 1 UhU . JiU/ 


F^ 909 


455878 


2029.K20 .gz43_265 624 




F^ 909 


559955 


2029.K23.gz43_265672 




FS 909 


552704 


2029.L07.gz43_265417 




PQ 909 


560575 


2029L15.ff243 265545 




P<s 909 


454499 




A>TAAn<< 1 AOP^iT-i n 


F^ 909 

CO 


455529 


2029.O01.gz43_265324 


■K>rnAA<<1 iAA»Pn'3 


P^ 909 
CO zuz> 


561426 


2029O08.CZ43 265436 




P^ 909 

CO Z>vZ 


394189 


2029.O09.g243_265452 


xyTAAA^^l 1 1 A*!?! A 


PQ 909 
Co zuz 


562748 


2029.POLgz43_265325 


\yrAAA<Kl 1 ir^-UAT 


PQ 9n9 


558186 


2029P05.SZ43 265389 


A/fAAA^^l 1 iT^'Pin 
MUUUjO 1 1 11/ .r lU 


P^ 909 

CO £\34» 


518735 


2029.P16.gz43_265565 


iiiTnnn^ ^ 1 1 a 'r^nft 

JVIvUUjD 1 I^A.VJUo 


P^ 909 

CO £.\3I, 


562822 


2030.A1 l.gz43_265854 


TVjfAAA^*^! T2'0»T7A'> 


P^ 909 

CO Zv/Z 


562714 


2030.A12.gz43_265870 




P^ 909 

CO 4m\jl, 


551734 


2030.A14.gz43_265902 


\/rAon< < 1 1 A A 'PAO 


F^ 902 

CO 


561741 


2030.A1 8.gz43_265966 


1i>fAAA<<1 KP*PAd 


P<i 909 
CO zuz 


549948 


2030.B23 .gz43_266047 


M00055115C:G09 


ES202 


449035 


2030.C02.gz43_265712 


M00055116A:C07 


ES202 


453274 


2030.C12.gz43_265872 


M00055116A:H06 


ES202 


453692 


2030.C19.gz43_265984 


M00055117A:G08 


ES202 


31203« 


2030.D10.gz43_265841 


M00055117C:C03 


ES202 


549591 


2030.D16.gz43_265937 


M00055117C:F02 


ES202 


561265 


2030.D17,gz43_265953 


M00055118B:A09 


ES 202 


554737 


r 2030.D24.gz43_266065 
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ClonelD 


ES No 


ClusterlD 


S sauenceName 


M00055118C:B03 


ES 202 


452525 


2030.E03.g243_^265730 


M00055118D:B04 


ES 202 


560868 


203 0.E05 .gz43_265 762 


M0O055119B:BO8 


ES 202 


560077 


2030.E12.gz43_265874 


M00055119D:F08 


ES 202 


526334 


2030.E14.gz43_265906 


M00055120B:F12 


ES 202 


556310 


2O30.E19.gz43 265986 


M00055120C:F10 


ES 202 


560506 


2030E22ez43 266034 


M00055120D:H07 


ES 202 


63602 


2030 FOl Bz43 265699 


M00055121D:H11 


ES 202 


507660 


2030F09cz43 265827 


M00055122C-B12 


ES202 


448905 


2030F16cz43 265939 


M00055123A-D12 


ES202 


560399 


2030 F23 C243 266051 


M00055124AF01 


ES 202 


479732 


2030 G08 cz43 265812 


M00055124B'A11 


ES 202 


558060 


2030 Gil fiz43 265860 


M00055124C-C12 


ES202 


553142 


2030G17&Z43 265956 


M00055 124D:A09 


ES202 


451089 


2030G23ffz43 266052 


M00055124DB10 


ES 202 


553841 


2030 H02 ffz43 IJ^SIYI 


M00055 1 25 A AQl 


ES 202 


5388'?0 


2030 H05 074'^ 965765 


M00055125B-F01 


ES 202 

Xj}^ X0\J^ 


558534 


2030H0Q&Z43 265829 


M00055 1 25rH03 


ES 202 


557895 


2030H16ffz43 265941 

^\J^\J »XXX\J .^CttJ XmSJ^^'T X 


M00055 1 25DE02 


ES 202 


558452 


2030 H20 az43 266005 


M00055 1 76C'G0S 


ES 202 


561685 


2030 106 ez43 265782 


M00055127BA01 


PS 202 


559938 


2030 112 P743 265878 


M00055128A-C10 


ES 202 


554233 


2030 JOl cz43 265703 


M00055128BB08 


ES 202 


561679 


2030J06cz43 265783 


M00055128B'B12 


ES 202 


528369 


2030 J07fiz43 265799 


M0005S128B-E12 


ES202 


461653 


2030J10cz43 265847 


M00055128BGO1 


ES 202 


407964 


2030 J13 ffz43 265895 


M00055128CE03 

xyxyj\j\f'JJ x^u^^a^^w^ 


ES 202 


554989 


2030J16fiz43 265943 


M00055128DC11 


ES202 


561279 


2030J22bz43 266039 


M00055128DD04 


ES202 


557615 

• V X*/ 


2030 KOI ez43 265704 


M00055129A-B03 


ES 202 


486683 


2030K05ez43 265768 


M00055 129BH07 

lVXV/\/V/*^«i/ XA>^X^aXX\/ # 


ES202 


558024 


2030K18fiz43 265976 


M00055129CH08 

AvAwV/V/a/w/ Xa>^V^«XXW 


ES 202 


452759 


2030 K24 ez43 266072 

^ V«/ \/» All ■ r ■ »^XX*M^ W # M 


M00055129DC02 


ES 202 


452775 


2030 L03 cz43 265737 


M00055129DF11 


ES 202 

JrffcJ X*\J X* 


488030 


2030L06sz43 265785 


M00055130AD10 

iyx\i\j\j*^mf x>j\jT\tX,^ x\j 


ES 202 

Xj\j xt\l Xt 


557610 


2030Lllez43 265865 


M00055 1 30BD07 


ES 202 


380636 


2030 L17 2243 265961 


M00055130DF08 


ES 202 


66678 


2030M06ez43 265786 


M00055131A:A04 


ES 202 


518007 


2030.M10.gz43_265850 


M00055131A:D07 


ES 202 


, 449454 


2030.M13,gz43_265898 


M00055131C:H12 . 


ES 202 


562822 


2030.N04.gz43_265755 


M00055132B:B12 


ES 202 


288134 


2O30.N12.gz43_265883 


M00055132D:E07 


ES 202 


610269 


2030.N21.gz43_266027 


M00055132D:E10 


ES202 


557719 


2O30.N22.gz43_266043 


M00055132D:F05 


ES202 


548991 


2O30.N23.gz43_266O59 
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P^ 909 


400628 


2030 O05 cz43 265772 




pc 909 


557741 


2030O07B243 265804 




pc 9fl9 


557747 


2030.008. g243_265820 


muuu J J 1 j^D,r\j 1 


P^ 909 


451618 


2030O10cz43 265852 


VLUUuDj 1 J jL^.L/UO 


PQ 909 


569760 


2030 013 B243 265900 




PQ 909 




2030 015 ez43 265932 




PQ 909 


558015 


2030 017 E243 265964 


Tvyfrtrt/^ < ^ 1 ^ 'j'n • A no 


PQ 909 


4779Q5 


2030 018 ez43 265980 


MUUUj J l^JJLI.rUZ 


PQ 909 


451^Q1 

t J 1,^7 i. 


9030 022 B243 266044 




PQ 909 


55^871 

J J JO 1 1 


2030 024 2243 266076 


MUUU J J i 1 


PQ 909 


557984 


2030Pllcz43 265869 


MUUU j3 1 34i^.l5U 1 


PQ 909 


551068 


2030 P12 Ez43 265885 




PC 909 


557710 


2030P13bz43 265901 


HiTAAACC 1 O ylTX.liAQ 

\100u55 134D.Jb>UJ 


PC 0A9 


d07077 


2030P17fiz43 265965 


V100055 135A:UUo 


ITC OAO 


^S7540 


9030 P93 ffz43 266061 


M00055 135A:bU7 




^^9^R'^ 
^DZOoJ 


9031 AOl az43 266078 


Vi00055135A:rilu 


TJO lAT 


30Z /Z^ 


9031 A09 aT43 966094 


V100055136C:rll 


"EC 9A9 
^b ZUZ 


^A9AdO 
J0Z*t*f7 


9031 A94 ffz43 266446 


V100055136D:D09 


"CC ^AO 


Djo /Oo 


9031 R05 <yz43 266143 


M00055 137A:B05 


1^ zUZ 


^^0047 

JJUU*t/ 


9031 BIO ffz43 266223 


M00055137B:B11 


£S zU2 


«A^^A 
3jOO^U 


9031 B14 cr743 966287 


M00055 137B:r 12 


XJC lAO 


J J^oH / / 


2031 B16 ez43 266319 


M00055 138A:E0o 


■CC ono 




9031 r04 ffz43 26612^ 


M00055 138A:F01 


bb zuz 




9031 r05 cz43 26614^ 


M00055138A:G08 . 


CO zUz 




9031 r06 jr743 26616( 


M00055138B:H12 


CC OAO 

bb zuz 


*fH0O 


9031 ni 0x43 266240 


M00055 138C:A07 


nc 9A9 
cb zuz 




2031 C12 ez43 266256 


Tk if AAAC CIO AID ."C 1 A 

M00055 13yB:lilU 


PC 9A9 

CO zuz 


55*^069 


2031 D09 C243 266209 


M00055 13yB:uU3 


PC OAO 

lib zuz 


5589^0 


2031 Dll cz43 266241 


M00055 140A:uU7 


TJC 9 AO 

Jib zuz 


55780^^ 


2031 D22 ez43 266417 


X yiAAACC 1 AO.Ti'i^l 1 

143x>.d 1 


PC 909 
JDb zuz 


555754 


2031 G02 fiz43 266100 


MUOU!)^ 144A.A1 1 


PQ 909 
Cb ZUZ 


561945 


203 1 .G05 .gz43_266 148 




PQ 909 

IZrb ZUZ 


450630 

www 


203 1 .G06.gz43_266 164 


M0l)l)55 I44Jd:A1z 


PC 909 

cb zuz 


506^^79 


2031 Gil sz43 266244 


X>rAAA<< 1 >1 <0*17A'3 


PQ 909 
£fb ZUZ 


490039 


2031H18ff243 266357 


X VTA A AC 411 yliC A olSIO 

MUuU!) J 14oA.J5lZ 


PC 909 
Cb ZUZ 


911973 


203 1 .104 .gz43_2 66 1 34 


M00055 1 4oB:li0y 


PC 909 
Cb ZUZ 


569000 


2031 110 ez43 266230 


M00055148A:E06 


ES202 


289328 


203U13.gz43_266279 










M00055149B:F09 


ES203 


557783 


2031.K05.gz43_266152 


M00055149C:A11 


ES 203 


55350C 


2031.K08.gz43_266200 


M00055150D:C06 ' 


ES 203 


16028S 


2031.L10.gz43_266233 


M00055151A;C10 


ES 203 


557522 


2031X14.gz43_266297 


M00055151A:F10 


ES 203 


610893 


; 2031.L18.gz43_266361 
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RftAn pn cpName 




CO ^\iD 




2031 M08 cz43 266202 




DO ^1/ J 




2031M12ez43 266266 


MHonsf 1 son* AM 






2031 M16 Bz43 266330 




FQ 90*? 




2031N04ff243 266139 




FQ 9ft'^ 




9A'^1N07o743 966187 


MUUUD31D4JLI.rUO 






90^1 OAS a74'^ 966156 




FQ OA'^ 
:;^o zuj 


^94791 


90^1 nn6cr743 266172 


MUUU J D 1 J J L^.i3U/ 


FQ on^ 




90^^! 094 f?743 266460 




FQ Oft"^ 
Co zuo 


JO JlOZ*T 


90'^! PA6<r743 266173 




FQ 9ft'5 
2o 


^SRf^4^ 


90'^! PAR P743 266205 


M00055 1 AOcS 


ThC OA^ 




9A'^1 PAQ 0^74*^ 966991 




FQ Oft"^ 

^O Zv«3 




9031 P19oz43 266269 


MUUUD 3 1 jdU.AUZ 


FQ 


^^1 17R 


90^1 P15 iy743 266317 


jr/\/\rtr C 1 CT A ."DA/I 


Jbb zU3 




9 All P17D743 266349 




FQ 9A'5 
Co jL\)d 




9A19 AA5 pt43 266526 


[V100U5 J 1 J oA.uuy 


FC on'i 

DO ZU;> 




90"^ 9 A 1 A aT43 266606 


XjTAAAC-CI CQT\. rf^Al 


, io 


^04779 
oy*r / /Z 


9A19AlQoz43 266750 


X/fAAA^^l ^QT^.Til A 
VIUUU J J 1 J olJ .iJ 1 U 


FQ 9A'5 
. 2»o JL\}D 


^/^A90/i 
^OvZ70 


2039A20az43 266766 


X Jff\f\f\C C 1 C A'D.'DAQ 

M0005515yB:x30o 


ThC TA^ 

. iSO J.\JD 




9A'^9 RA4 0743 2665 1 1 


M00055 159jD:uijy 


T?C TAQ 




9A'^9 PI 9 o^A'^ 966639 

ZUO Z . JO lZ,gZ*r j_ZOU u J 7 


V100035 l39C:B02 


T7C OA^ 
CO /UJ 


7 1 ^ AA< 


9A19 Pl^? 0743 26670' 


V10u055159D:rOy 


FC oni 

Co ZUp 


^^4S${^ 


9A'^9 P94 0743 266831 

Zv«)Z.DZ't.g4Lrr-/_^x.v>yo«? x 


X gnf\f\C C 1 ^A^.T^A'^ 


FC OA'5 
CO ZUj 


Djdjj / 


9A'^9n0a743 26660J 


XiTAAACCIiCI A ./^AO 

M00053 iolAlVUz 


FC OA^ 

CO Jajd 


^^;i^A7 


90*^9 r91 0743 266784 


M00055 16lA:E05 


T?0 lAO 

CO 2U3 






MO0055161B:AO7 


CO /U3 


ylCOOAl 

H3ZyUl 


9A'^9 nAf> 074^^ 966545 


M00055 1 6 ID : 1103 


T7C OA'5 
Co ZU^ 


447"?^ A 
44 /OoO 


9A'^9 D9'^ 0743 266817 


M00055 162A:B03 


1?C OA^ 

CO zU3 


A^79511 


9A'^9 FAl 074'? 966466 


X jTAAACC 1 A ./^ 1 o 


Co IXjj 




9A19 P03 9943 26649{ 


X JTAAAfi < 1 no A ./^l O 


FC OA'5 
Co 




9A19 FA7 oz43 266562 


X/TAAACC 1 iCTD ."DA/! 

M0005 J Iozd.dW 


"CC OAO 

Co /UO 


^^141'^ 


9A19 FIO az43 266610 


X iT AAAC< 1 il'^ ^.T7 1 O 

M00055 lo2L:bl/ 


FC OA'5 
Co ZUo 


^^'^5177 


9019 El 9 0743 266754 


X XAAAC< 1 ^O/^./^A^ 


FQ 9A^ 
Co ZUO 


OZO 1 V*/ 


2032 E20 cz43 266770 


XiTAAA^^l /JOT^'lJAI 

MUUUD^ 10ZLI.J5U1 


FQ ItVX 
CO ZUO 




2032 E22 C243 266802 


XiTAAACC 1 ^OT^»/^A/l 


FC 9A^ 
Co ZUO 


J017I0 


2032 E24 Bz43 266834 


X AAAA<< 1 /c^D'TrnT 


FQ 

CO ZvO 




2032 FIO C243 266611 


JV1UUU3 J 1 04V^.i^ 1 U 


FQ 90^ 

CO ZvO 


558965 


2032 Gil ez43 266628 


M00055164D:C05 


ES203 


555200 


2032.G18.gz43_266740 


M00055165A:F.05 


ES203 


559389 


2032.G24.gz43_266836 


M00055165B:G09 


ES203 


559562 


2032.H05.gz43_266533 


MO0O55165CflO8 


ES203 


558917 


2032.H07.gz43_266565 


M00055165D:C03 


ES203 


55379'5 


2032.H10.gz43_266613 


M00055166B:D07 


ES203 


452874 


2032.H19.gz43_266757 


M00055166C:G0I 


ES2C3 


488108 


2032.H23.gz43_266821 
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M00055166D:F02 


ES203 


559464 


2032.104.gz43_266518 


M00055166D:F09 


ES203 


555418 


2032.105.gz43_266534 


M00055167A:A02 


ES203 


493261 


2032.107.gz43_266566 


M00055167B:A08 


ES203 


557961 


2032.112.gz43_266646 


M00055167BJ107 


ES203 


415538 


2032.115.gz43_266694 


M00055167D:B05 


ES203 


558858 


2032.119.gz43_266758 


M00055168B:F11 


ES203 


557316 


2032.J06.gz43_266551 


M00055169B:F04 


ES203 


559355 


2032.J19.gz43_266759 


M000S5169B:HO8 


ES203 


550674 


2032.J21.gz43_266791 


M000S5169D:A11 


ES203 


558720 


2032.K02.gz43_266488 


M00055170A:A09 


ES203 


557209 


2032.K06.gz43_266552 


M00055170A:A11 


ES203 


558755 


2032.K07.gz43_266568 


M00055170B:B06 


ES203 


558022 


2032.K12.gz43_266648 


M00055170D:B09 


ES203 


494198 


2032.L01.gz43_266473 


M00055171C:C0l 


ES203 


450566 


2032.L23.gz43_266825 


M00055172A:A01 


ES 203 


550085 


2032.M02.gz43_266490 


M00055172A:C09 


ES203 


559015 


2032.M05.g243_266538 


M00055172A:F03 


ES203 


554604 


2032.M06.gz43_266554 


M00055172B:B04 


ES203 


558900 


2032.M09.g243_266602 


M00055172BJ107 


ES203 


409262 


2032.M12.gz43_266650 


M00055172D:D04 


ES203 


559057 


2032.M15.g243_266698 


M00055172D:D07 


ES203 


556542 


2032.M16.gz43_266714 


M00055172P:F12 . 


ES203 


551693 


2032.M19.gz43_266762 


M00055174AiI12 


ES203 


555202 


2032.M24.gz43_266842 


M000SS174B:B04 


ES 203 


550175 


2032.N01.gz43_266475 


M00055176A:A02 


ES203 


553047 


2032.Nll.gz43_266635 


M00055176A:B03 


ES203 


553713 


2032.N13.gz43_266667 


M00055176D:H01 


ES203 


559752 


2032.N24.gz43_266843 


M00055177A:F05 


ES203 


551475 


2032.O01.gz43_266476 


M00055177D:F07 


ES203 


562989 


2032.O17.gz43_266732 


M00055178A:C07 


ES 203 


558981 


2032.O20.gz43_266780 


M00055178A:D03 


ES 203 


559088 


2032.O22.gz43_266812 


M00055179A:G08 


ES203 


561975 


2041.A02.gz43_266862 


M00055179A:H11 


ES203 


479851 


2041.A03.gz43_266878 


M00055179B:C07 


ES203 


450289 


2041.A04.gz43_266894 


M00055179B:D05 


ES203 


559050 


2041.A05.gz43_266910 


M00055179B:G07 


ES203 


559000 


2041.A08.gz43_266958 


M00055179C:F11 


ES203 


559383 


2041.A10.gz43_266990 


M00055179C:H02 


ES203 


559710 


2041 .Al 1 .gz43_267006 


M00055179D:C10 


ES203 


555739 


204 1 A14.gz43_267054 


M0O055181A:EOl 


ES203 


549829 


2041.A20.gz43_267150 


M00055181A:G02 


ES203 


557644 


2041.A22.gz43_267182 


M00055181AH01 


ES203 


559194 


2041.A24.gz43_267214 


M0005S181B:A10 


ES203 


478511 


2041.B01.gz43_266847 
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CloneiJLi 


£2iO iNO 




C AA1 1 pnfv>>N^siTnp 
OCC^UCJlwCi^ cuiic 


mUVUDD 1 o Xo.X^UO 






2041 B03 ffz43 266879 


ViUUUj J 1 o / 




47A1QQ 


2041 B07 ff243 266943 


Tiyfnnn^^ 1 fi 11^*1) 1 0 
N^UUUDD 1 o 1 v/.JdXz 


CO zuo 




2041 B08 0743 766959 


VlUUU J J 1 o 1 L/ . K^yjy 


PQ ^(YX 




7041 ROQ <T74'? 766975 


MUuUj^ 1 o ICiJUo 


PC 


JQZ^07 


7041 Rll ^74^ 767007 


V1UUU3 J 1 o 1 C JtlU 1 


PC 00"^ 




7041 R17o743 767103 


1 o ltl.jjUD 


PC OH'^ 


471747 


7041 R71 074"^ 767167 


v10005j 1 o2A.DU7 


PC oni 
io ZUo 


^^457n 

jjHjZO 


7041 rOS 074'^ 766917 


\100055l52B:C07 


"CO OA'S 

:io zU3 


220324 


7041 r*0» 0-74 7^if^OfiO 


V100055182B:F05 


^o 2U3 


f cri;^^ 
Dj003Z 


7041 POO o'7'41 9f^fiQ7fi 
ZU*rl.V^U7.gZHJ z.\jKjy /o 


VI00055182C:E09 


Tjc OA^ 

io 203 




7041 P17 fT^41 767104 
ZU4 x.KjrX / .gZ*IJ?^Zu / 1 uH 


VlO0055182D:EO6 


io 2U3 




7041 P71 rrT41 7^^71^*51 
Z04 X ,^Z 1 .gZ^-J^ZO / XDO 


S400055182D:H08 


T7C OAO 

. 203 


f f oQi;! 


7041 P71 ftT41 7CT700 
Z04 1 .V^Zj.gZ^ J_ZD /ZUU 


M00055 1 83 A:C06 


20 203 


43dj1 / 


ZU4 1 .XJO 1 .gZH j_/OOOty 


M00055183A:E10 


T'O OAO 

ES 203 


557714 


Z04 X .L^0Z.gZ4 j_ZOOoDj 


VI00055183C:A02 


T70 OAO 

iS 203 


r /TOO j| A 

5o2<$40 


0041 nOft cyt41 7#iA0A1 
ZU4 X ,L/0o.gZ4J_Z\)Oy01 


M00055183C:D07 


T70 OAO 

. iS 203 


5oiyo3 


ZU4 1 .U 1 Z ,gZ43_ZO / vZ3 


V400055 1 84A:G02 


■no OAO 
bo 203 


/y3D 


7041 niOcr741 7671^7 
ZU4 1 .1/ 1 y .gZ*rO_ZO i kO f 


M00055184B:HOi 


T?C OAO 

ES 203 


5o030o 


7041 P07 0-^4'^ 7^^fiR/^^> 
Z04 1 .CUZ.gZn^^ZODOQD 


M00055184C:C07 


TJC OAO 

ES 203 


f f 00 1 1 


Z04 1 .1104.gZ4 j^ZyOOiro 


M00055184C:D02 


CO OAO 

ES 203 


A AOA 1 0 

4oyo iz 


7041 P05 0741 9660M 


M00055184C:D11 


ES 203 


f f 1 OOQ 


7041 P07 fr'74'^ 766046 

ZU*fl .XIU / ,gZ*TJ Z\/OJ'*tO 


M00055184C:F01 


"DC OA^ 

ES 203 


50l5 13 


7041 POR o"y41 766067 
ZU4X .IiOo.gZ^O^Zv)07DZ 


M00055185A:B01 


ES 203 


4j1/01 


7041 PI 7 ir^A'^ 767076 
ZUHl .IllZ.gZ*rO_Z.v> / UZ-Q 


M00055185A:G11 


CO OAO 

ES 203 


33o3oZ 


7041 P14a7Al 76705J 


M00055185B:B01 


■DC OA^ 

ES 203 


Cf QOOO 


7041 F16£r74'^ 767090 


M00055185C:B01 


Tjo OA'S 

ES 203 


41 1113 


7041 P77 074^^ 767186 


». Mr\t\i\C f 1 O f TV. A AO 

M00055 1 85D:A02 


PC OA^ 

JtiS 203 


30100 / 


7041 &743 766883 


M00055185D:D11 


CO OAO 

brS 203 




7041 F06 o5r4'^ 76693 


M00055i85D:F07 


T7C OAO 

ES 203 


4 / /040 


7041 FOR 074*^ 76696*? 


M00055 1 85D:H01 


tJO OAO 

ES 203 


30Z.^4^ 


7041 F10a743 266995 


M00055 1 8oA:D04 


PC OA^ 

ErS 203 




7041 Fll 97:43 26701 


M00055 186A:E08 


DC OA'S 

US 203 


J J /oO / 


7041 F17 0743 26702'! 


M00055186C:A01 


DC OAO 

ES 203 




7041 F1^o74'? 767075 


M00055186C:A02 


"DC 1A^ 

ES 203 


llA 
4oll^O 


7041 F16a743 26709 


M00055187A:F02 


DO OAQ 

ES 203 


J 10464 


7041 no? B243 266941 


M00055187A:F06 


TJO OA'3 

ES 203 


4Q7A77 


7041 noS oz43 26696^ 


M0005S187AG02 


ES203 


552629 


2041.G09.gz43_266980 


M00055187B:C01 


ES 203 


364462 


2041.Gll.gz43_267012 


M00055187C:C02 


ES 203 


551855 


2041.G15.gz43_267076 


M00055187C:E07 


ES.203 


549588 


2041.G17.gz43_267108 


M00055187D:A08 


ES 203 


557298 


2041. G19.gz43_267 140 


M00055187D:F01 


ES 203 


560294 


2041.G23.gz43_267204 


M00055187D:G11 


ES203 


557895 


204J.H01.gz43_266853 
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M00055188A:G11 


ES203 


559610 


2041.H06.gz43_266933 


M00055188A:H10 


ES203 


187704 


,2041H07.gz43_266949 


M00055188B:E06 , 


ES203 


559262 


2041H08.gz43_266965 


M00055188B:G06 


ES203 


555649 


2041H09.gz43_266981 


M00055188C:A08 


ES203 


448046 


2041.H12.gz43_267029 


M00055188C:F08 


ES203 


549665 


2041.H14.gz43_267061 


M00055188D:D05 


ES203 


559146 


2041.H19.gz43_267141 


M00055188D:F10 


ES 203 


561685 


2041.H20.gz43_267157 


M00055188D:H03 


ES203 


559825 


2041JEl.gz43_267173 


M00055189A:C11 


ES203 


. 558463 


2041.H24.g243_267221 


M00055189B:B02 


ES203 


452094 


2041J04.gz43_266902 


M00055189B:B12 


ES203 


560080 


2041.106.gz43_266934 


M00055189C:C01 


ES203 


413915 


2041J10.gz43_266998 


M00055190A:A05 


ES203 


523332 


2041.115.g243_267078 


M00055190A:F11 


ES203 


455814 


2041.119.gz43_267142 


M00055190C:G08 


ES 203 


560859 


2041.124.gz43_267222 


M00055191B:A10 


ES203 


488613 


2041J05.gz43_266919 


M00055191B:E04 


ES203 


560674 


2041.J07.gz43_266951 


M00055191C:C06 


ES203 


447412 


2041.J10.gz43_266999 


M00055191D:C05 


ES203 


560213 


2041.J13.gz43_267047 


M00055192A:A09 


ES203 


559883 


2041.J15.gz43_267079 


M00055192C:A03 


ES203 


499903 


2041.J22.gz43_267191 


M00055192C:D04 


ES203 


491992 


2041.K01.gz43_266856 


M00055192C:E04 


ES203 


550874 


2041.K02.g243_266872 


M00055192C:H06 


ES203 


558326 


2041.K05.gz43_266920 


M00055193A:A08 


ES203 


560003 


2041.Kll.gz43_267016 


M00055193A:C06 


ES203 


451544 


2041JC14.gz43_267064 


M00055193B:A08 


ES203 


624044 


2041.K18.gz43_267128 


M00055193C:C11 


ES203 


539142 


2041.L02.gz43_266873 


M00055193C:E10 


ES203 


504880 


2041.L03.gz43_266889 


M00055193D:G07 


ES203 


552977 


2041.L08.g243_266969 


M00055194A:A01 


ES203 


495591 


2041.L10.gz43_267001 


M00055194A:E07 


ES203 


558413 


2041.L13.gz43_267049 


M00055194B:C01 


ES203 


559234 


2041.L15.gz43_267081 


M00055194B:G04 


ES203 


513168 


2041.L16.gz43_267097 


M000S5194D:C0S 


ES 203 


549911 


V 2041.M02.gz43_266874 


M00055195A:B08 


ES 203 


549304 


2041 .M09.gz43_266986 


M00055195A:C10 


ES203 


550704 


2041.Mll.gz43_267018 


M00055195A:E07 


ES203 


143218 


2041.M12.gz43_267034 


M00055195B:B09 


ES203 


450623 


2041 .M14.gz43_267066 


M00055195B:C04 


ES203 


614369 


2041.M15.gz43_267082 


M00055195C:F09 


ES203 


561659 


2041.N01.gz43_266859 


M00055195C:H05 


ES203 


56183C 


2041JJ02.gz43_266875 


M00055195D:B10 


ES203 


555742 


2041.N06.gz43_266939 
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M00055195D:E11 


ES203 


550652 


2041.N09.gz43_266987 


M00055196AC04 


ES203 


495074 


2041.N12.gz43_267035 


M00055196A-E01 


ES 203 


551977 


2041.N13.gz43_267051 


M00055196AH07 


ES 203 


553237 


2041.N15.gz43_267083 


M00055196B'A09 


ES 203 


552879 


2041.N17.gz43_267115 


M00055196BC06 


ES203 


562336 


2041.N18.gz43_267131 


M00055196C-B07 


ES 203 


456697 


2041.N24.gz43_267227 




ES 203 


556538 


2041.O08.gz43_266972 


M00055196DF07 


ES 203 


481231 


2041.O10.gz43_267004 


M00055196DH02 


ES 203 


. 562569 


2041.01 l.gz43_267020 


Mnnos ^ 1 Q7B* A 1 0 


ES203 


559885 


2041.O16.gz43_267100 












ES 204 


558642 


2041.O18.gz43_267132 




ES 204 


625988 


2041.O21.gz43_267180 




ES204 


460727 


2041.P06.gz43_266941 


\f ftOnS^ 1 Q8B-H08 


ES 204 


490154 


2041.P09.gz43_266989 




ES 204 


551374 


2041.Pll.gz43_267021 




ES 204 


557852 


2041.P13.gz43_267053 


MOnftS^ 1 08P'fT07 


ES 204 

x>w v/~ 


561753 


2041.P14.gz43_267069 


iv/rnnn^ ^ i qrh* a 1 7 


ES 204 


551415 


2041.P16.gz43_267101 


VlVVlUJ J iS'OJL/.OUO 


ES 204 


556343 


2041.P17.gz43_267117 


lYlUUUj^ 1 7oi^.VJUx 


704 


550782 


2041.P20.gz43_267165 


IVIUUU 17 Oly.VJU J 


FS 704 


491260 


2041.P21.gz43_267181 


MUUU J J/. 1 7l5.x>U't 


FS 704 


554627 


2043,A06.gz43_259273 


IViVV/l/ J J <fr 1 7 V/. \-y i w 


ES 204 


556790 


2043A14.gz43_259401 


LVIUUU^^^ X 7V-'.ni/D 


ES 204 


558652 


2043A17.gz43_259449 


lunnft S S 9 9 OR 'Hn^ 


ES 204 


490414 


2043.B06.gz43_259274 


Twrnnn ^ s 9 7 on '007 


ES 204 

X>0 X»vn 


557965 


2043.B12.gz43_259370 




ES 204 


549634 


2043.B17.gz43_259450 


iunnns577 1 n- A06 


ES 204 


558055 


2043.C07.gz43_259291 




ES 204 


467710 


2043.Cll.gz43_259355 




FS 204 


460493 


2043.C12.gz43_259371 


Mnnns^777A'P08 


ES 204 


464067 


2043.C13.gz43_259387 


MOnn^S979B*A01 


ES 204 


552086 


2043.C18.gz43_259467 


Mn00S^727RA06 


ES 204 


451966 


2043.C19.gz43_259483 


Mnf>nS^727T)Bl 1 


ES204 


558185 


V 2043.D03.gz43_259228 


MOOO^ S773Rr04 


ES 204 


552521 


2043.D13.gz43_259388 


M00055223D:F10 


ES 204 


621635 


2043.D23.gz43_259548 


M00055223Dil03 


ES 204 


559764 


2043.D24.gz43_259564 


M00055224B:E12 


ES 204 


561289 


2043.E04.gz43_259245 


M00055225B:H01 


ES 204 


560717 


2043.E24.gz43_259565 


M00055225C:E08 


ES 204 


550632 


1 2043.F03.gz43_259230 


M00055225D:G11 


ES 204 


49124( 


2043.F09.gz43_259326 


M00055226B:F10 


ES 204 


556122 


2043.F20.gz43_259502 
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M00055226C:A11 


ES 204 


489275 


2043.F23.gz43_259550 


M00055226C:H05 


ES 204 


558679 


,2043.G08.gz43_259311 


M00055227C:D02 i 


ES 204 


550815 


2043Ji09.gz43_259328 


M00055227D:E07 


ES 204 


550571 


2043.H16.gz43_259440 


M00055227D:G10 


ES 204 


559101 


2043.H17.gz43_259456 


M00055228B:E07 


ES 204 


554181 


2043H21 .g243_259520 


M00055229B:E12 


ES 204 


452598 


2043.112.gz43_259377 


M00055229BH11 


ES204 


559729 


2043.115.gz43_259425 


M00055229CD01 


ES 204 


559053 


2043.117.gz43_259457 


M00055229DD07 


ES204 


543540 


2043 .122.gz43_259537 


M00055230AH01 


ES 204 


551677 


2043J03.gz43_259234 


M00055231DG01 


ES 204 


560986 


2043.J22.gz43 259538 


M00055232A-A09 


ES204 


460680 


2043J23.gz43_259554 


M00055232C'D04 


ES 204 


557411 


2043.K14.gz43_25941 1 




ES 204 


559447 


2043 .L05 .gz43_259268 


M000S5233DG1 1 


ES 204 


559884 


2043.L15.g243__259428 


M00055234A'G12 

IVXV/W/*^*^ A^^^^.xJ x*> 


ES 204 


552430 


2043.L18,gz43_259476 


M0OOS^235B'C01 

XYXvV/V/M^^ZKo/^X^tV/V X 


ES 204 


374281 


2043.M12.gz43_259381 




ES 204 


466887 


2043.M19.gz43_259493 


M00055236BC07 


ES 204 


450193 


2043.M23.gz43_25.9557 


MOOO*55236r*E05 

1 VX V W W .J A» VJ , X^ V/ 


ES 204 


451720 


2043.N03.g243_,259238 




E&204 


558422 


2043 .N06.gz43_259286 


ivx m/^j yjkj . x^ X v 


ES 204 


557140 


2043.N07.gz43_259302 


M000S^73RDD10 

i VX v/ V/ v/ ^ ^ O XX , X./ X v 


ES 204 


557656 


2043.O23.gz43_259559 


M00055239B-C05 


ES204 


558230 


2043.P05.gz43_259272 




ES 204 


481362 


2043.P10.gz43_259352 


M000S5239DC01 


ES 204 


552019 


2043 .P 13.gz43_259400 


M00055239DG04 


ES 204 


557676 


2043.P16.gz43_259448 


M0005 5240A -807 


ES 204 


562317 


2043.P19.gz43__259496 


IVX W V/V/«^ ib*T V/Xiy . X^ X ^ 


ES 204 


552249 


2043.P24.gz43_259576 


M000SS74nr*A03 


ES 204 


558093 


2044.A03 .gz43_259613 




ES 204 


43349 


2044.A04.gz43_259629 


M000SS940DD1 2 

AVXV/W\/«?«/Z'T^\JX-/,Xy Xa> 


ES 204 


497119 


2044.A10.gz43_259725 


M0005S241 A-rOfi 


ES 204 


450025 


2044.A15.gz43_259805 


M000^S241DF10 


ES 204 


616134 


2044.B03.gz43_259614 


MnO0SS747DE02 


ES 204 


541784 


2044.B22.gz43„2599 1 8 


MOOOSS243DC06 


ES 204 


486787 


2044.C16.gz43_259823 


M00055244A:C06 


ES 204 


238121 


2044.C20.gz43_259887 


M00055244B:F02 


ES 204 


558500 


2044.D01.gz43_259584 


M00055244B:G10 


ES204 


38280 


2044.D04.gz43_259632 


M00055244D:C07 


ES204 


560317 


2044.D09.gz43^259712 


M00055244D:D09 


ES 204 


549493 


2044.D10,gz43_259728 


M00055244D:G08 


ES204 


549889 


2044.D13.gz43^259776 


M00055245B:H01 


ES204 


629002 


2044.D20.gz43_259888 
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ClonelD 


ES No 


ClusterlD 


SequenceName 


M00055245C:D04 


ES 204 


560507 


^C\AA T^OO i^^AI O^QOOA 

2U44 .U2z .gz43_zl> y VZU 


M00055245DA04 


ES204 


558355 


2044.bU3.gz4j_zjyol / 


M00055245D:D01 


ES 204 


551305 


2044 xUd .gz43_2 J y ODD 


M00055246A:C01 


ES 204 


560317 


2U44.1iC/y.gz43_2jy /I J 


M00055246A:E10 


ES 204 


560669 


OA/I/I "CIA r^r^AI 'XQ^OO 

2044.E1 U.gz43_25y7zy 


M00055246B:C04 


ES 204 


560204 


2044.11 i 4, gz4J_2jy/y3 


M00055246B:D10 


ES 204 


484086 


2044 .E 1 5 .gz43_25 y oUy 


M00055246C:A10 


ES 204 


557389 


2044.E 1 6 .gz43_25 9o25 


M00055246C:F08 


ES 204 


561579 


2044.E17.gz43_25yo41 


M00055247B:A11 


ES 204 


607430 


2044.F04.gz43_259634 


M00055247C:B01 


ES 204 


557389 


2044.F05 .gz43_259650 


M00055248A:F10 


ES 204 


558461 


2044.F14.gz43_259794 


M00055248B:B03 


ES 204 


560099 


2044.F15.gz43_259810 


M00055248C:B11 


ES 204 


555340 


2044.F22.gz43_259922 


M00055248D:B12 


ES 204 


556829 


/Sf\AA ^^/\0 itO OfO^AO 

2044.G02.gz43_259603 


M00055249B:G08 


ES 204 


550830 


fy/\AA 1 A >l O OfAOfA 

2044.G18.gz43_259859 


M00055249C:B12 


ES 204 


560059 


A A ^^OO ^ ilO OCAAOO 

2044.G22.gz43_259923 


M00055250B:A05 


ES204 


504415 


2044.H06.gz43_259668 


M00055250B:G09 


ES 204 


552357 


2044.H09.gz43_259716 


M00055250C:F03 


ES 204 


616196 


2044.H10.gz43_259732 


M00055251A:B09 


ES204 


488143 


2044 .H 1 8 .gz43_25 9860 


M00055251C:D01 


ES 204 


549052 


2044.106.gz43_259669 


M00055251C:H07 


ES 204 




2044.11 l.gz43_259749 


M00055251D:B09 


ES204 


464205 




M00055251D:H11 


ES 204 


500737 


2044.118.gz43_259861 


M00055252A:H09 


ES 204 


558670 


2044.124.gz43_25yy57 


M00055252B:D07 


ES 204 


558785 


^t\A A ¥AO ^^A'i OCAiCI'^ 

2044, J03 .gz43_25y o22 


M00055252C:B04 


ES 204 


557256 


2044 .Ju5 .gz43_25yo54 


M00055252C:E02 


ES 204 


159419 


2044 J0o.gz43_23y /U2 


M00055252D:C10 


ES 204 


447380 


2044 J 14.gz43_23y /y© 


M00055253A:C07 


ES 204 


560205 


2044.J17.gz43_25yo4o 


M00055253D:C03 


ES 204 


560261 


2044.K01 .gz43_25 y^y 1 


M00055254A:E02 


ES204 


557928 


o/\jl A TTAC ^»>IO OCAiCCC 

2044 .K05 .gz43_23yo55 


M00055254C:A06 


ES 204 


493359 


f\l\A A T/"!! ^_>l'9 OCm<I" 

2044 .Kl 1 ,gz43_25y75 1 


M00055254D:B10 


ES204 


558861 


2044.K15.gz43_25yoiD 


M00055255A:F11 


ES204 


494130 


2044 .K24 .gz43_25 y y^y 


M00055255B:A10 


ES 204 


450405 


2044. LO 1 .gz43_25y5y2 


M00055255B:F05 


ES 204 


558512 


2044.L04.gz43_25yo4O 


M00055256A:D12 


ES 204 


562256 


2044.L16.gz43_259832 


M00055256B:C07 


ES 204 


562256 


2044.L21.gz43_259912 


M00055256B:G05 


ES 204 


557928 


2044.L24.gz43_259960 


M00055257A:D01 


ES 204 


549456 


2044.M16.gz43_259833 


M00055257B:B10 


ES204 


558134 


2044.M17.g243_259849 


M00055257DA11 


ES 204 


488574 


2044.N04.gz43_259642 
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ClonelD 


ESNo 


ClusterBD 


SequenceName 


M00055257D:E02 


ES204 


554246 


2044.N07.gz43_259690 


M00055258A:C07 


ES204 


423884 


2044.N10.gz43_259738 


M00055259A:G06 


ES204 


138927 


2044.O06.gz43_259675 


M00055259B:G11 


ES204 


558559 


2044.O14.g243_259803 


M00055259C:G10 


ES204 


476373 


2044.O17.gz43_259851 


M00055260B:A05 


ES204 


558098 


2044.P04.gz43_259644 


M00055260B:H06 


ES204 


. 460049 


2044.P08.gz43_259708 


M00055260C:A11 


ES204 


560144 


2044.P09.gz43_259724 


M00055260C:A12 


ES204 


557734 


2044.P10.gz43_259740 


M00055260D:D04 


ES204 


562926 


2044.P20.gz43_259900 


M00055261A:D11 


ES204 


558357 


2053A03.gz43_260006 


M00055261B:G12 


ES204 


550863 


2053A12.gz43_260150 


M00055261D:D09 


ES204 


128962 


2053.A20.gz43_260278 


M00055262A:C05 


ES204 


558281 


2053.B02.gz43_259991 


M00055262B:A11 


ES204 


558120 


2053.B05.gz43_260039 


M00055262B*C01 


ES204 


554373 


2053.B06.gz43_260055 


M00055262C*B08 


ES204 


558052 


2053.Bll.gz43_260135 


M00055262CF05 


ES204 


446557 


2053.B14.gz43_260183 


M00055263CD02 


ES 204 


478087 


2053.C 10.g243_260120 


M00055263C-F10 


ES 204 


450242 


2053.C13.gz43_260168 


M00055263CG09 


ES 204 


505858 


2053.C15.gz43_260200 


M00055263DC03 


ES204 


554000 


2053.C19.gz43_260264 


MO0O55264A-FO3 


ES204 


511276 


2053.D05.gz43_260041 


M00055264BE06 


ES204 


556019 


2053.D08.gz43_260089 


M00055264B-H12 


ES204 


450507 


2053.D10.gz43_260121 


M00055264D*A03 


ES204 


551272 


2053.D14.gz43_260185 


M00055264DE09 


ES204 


557713 


2053.D18.gz43_260249 


M00055265A-G01 


ES204 


34381 


2053.E02.gz43_259994 


M00055265AG07 


ES204 


555564 


2053.E03.gz43_260010 


M00055265CA04 


ES204 


512721 


2053.E10.gz43_260122 


M00055265CD09 


ES204 


560520 


2053.E13.gz43_260170 


M00055265C:E01 


ES 204 


560678 


2053.E14.gz43_260186 


M00055265C-F01 


ES204 


557561 


2053.E15.gz43_260202 


M00055266A:H08 


ES204 


559910 


2053.F03.gz43_260011 


M00055266B:C12 


ES204 


550074 


2053.F05.gz43_260043 


M00055266D:C09 


ES 204 


557561 


2053.F14.gz43_260187 


M00055267AD01 


ES204 


487961 


2053.F21.gz43_260299 


M00055267A:G11 


ES204 


511847 


2053.F22.gz43_260315 


M00055267B:B06 


ES204 


561666 


2053.F24.gz43_260347 


M00055267D:G08 


ES204 . 


562269 


2053.G18.gz43_260252 


M00055268B:D12 


ES204 


556447 


2053Ji02.gz43_259997 


M00055268D:G09 


ES204 


448450 


2053.H15.gz43_260205 


M00055270D:B05 


ES204 


475578 


2053.115.gz43_260206 


M00055271A:C05 


IES204 


562992 


2053.119.gz43_260270 
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Jbo JNO 




0 equ encciN ame 




Zv4 




XU«/<3 .lZH.g2'T J^ZOU 




CO ZUI 




7n^^ Tftl &'7A^ 9^00ft^ 
ZvJ J.JUl .gZ4 J^Z^^yo J 




PC OHA 
CrO ZU4 


JJ^OZi 






PC 7 HA 
ZU4 


^A'5'^IA 
jOZjI** 


ZU J J .IVZ 1 .gZ4 J^Z0U^U4 




PC on A 
lia zu4 




70^^ T ct'^A'X lfS\f\AQ 
/.SJDD ,lAJj ,gZ4.3_Z0UU4y 




PC OfIA 
JDa ZU4 


A^o^n^ 

V 4^ZjU0 


70^^ Tin cT-yAQ 7^0170 


MUUUj jz /4U.t lU 


lio ZU4 


/I iJ 


7n^Q Til erfAi 7/;niA<k 

ZU J J .1j 1 1 .gZ4^__ZOU 14 J 


MUUUj j2 /4JJ:Ai 1 


M zU4 


5uUy5 / 


7A<J'3 T 17 n-rA^ 7/^ni^l 
ZU j3 .l-»lZ.gZ43_Z0U 10 1 


MUUU J JZ /4JJ:x5 iU 


CC OAA 
ErO zU4 


54y05z 


ZU03 1 D .gZ4 j_zouzuy 


M0U055274ii:d 0 


"DO OA>l 

bo 204 


* 55o2W 


0A<0 T IQ 0/iA7^7 

2053 . JL 1 0 .gZ43_Z0UZ5 / 


\ >r A A A c d ^ d> . XJ A <C 


DC OA/I 

CjO zU4 


5jo30U 


Z U3 3 . JV1U3 .gZ4 J__Z OU U 1 o 


\jf AAA^^ 0'7€'rfc."Cl O 


DC OA/I 

M zU4 


^/TArO 1 

30U0Zi 


7n<;^ \A17 rr-rA^ 7 AH 1/17 
ZUO J .M 1 Z .gZ4 J_ZOU 1 OZ 


\ yf A A A < < O T < "n . AQ 


PC OAA 

Jtio ZU4 


o/roi AQ 


ZUD^.iVll j.gZ4^_Z0Ul to 


MUUU!) JZ / J U .rlUiS 


t/O ZU4 


jOZo / 1 


7n<;'5 \Ai ^ rr-rA'^ 7^^07in 

ZU J J .iVl 1 J .gZ43_Z0UZ 1 U 


TV /TAA AC OT/HO./^AQ 


DO OA/I 

C3 zU4 


50UZ/O 


7n<!;'3 \A7n nTAi 7^07 on 

ZUD J .JVlZU.gZ43_Z0UZyU 


AyrAAACOTTT^. A AO 

MUUUj JZ / /JL>. AUz 


DC OAA 

Jtio zU4 


fl^^^AA 
5jj504 


ZUj3 .iNl/^ .gZ4 J^ZOUuJ 1 


MOOOj 5z7yA:ii03 


DO OA/I 

bo z04 


551/70 


7n^^ rtvA^ 7Afin<7 

ZU33 . vlUO .gZrr^_ZOUUOZ 


X iTAAAC CO^OO.T^AO 


DO OAil 

bd 2U4 


4ooyoo 


on^'X nno n^A^ 7Ani i a 

2053 .UOy .g243_ZDU 110 


X4^AAA€<:OOA A ./^AA 


DO OA/I 

bo 204 


5d05Jo 


7A'^'5 r\l ft rr^A^ 7AA7AA 
205 3 .U 1 o .gZ43_zOOZOO 


X if rVA/\£ C^O A/^./^ AA 

M00055280C:G09 


DO OA/I 

bo 204 


5ooy// 


OACQ DAC OAAA^*! 

2053 .x'05.gZ43_20U053 


M000532o'lA:£04 


DO OA/I 

bo 204 


55843 / 


OA^Q T>7A rtTA'X 7AA70'5 
ZU J 3 .lrZU.gZ4 J_ZOUZy ^ 


HiTAAAjeC^OI A .T?AO 

Mu0u5328 1 A:ruo 


CO OA/I 

bo 204 


55p513 


ZU33 .rZ 1 .gZ4j_Z0U jUy 


X Mt\t\f\C COO Tn.TXAvl 

M000552o 1B:D04 


DO OA/! 

bo 204 


AO 1 ACQ 

4(Siy5o 


OA^Q UOO rt'vA'i OAA'^O*! 
Z053.JrZZ.gZ4o_ZOUJZJ 


M00055282A:A01 


DO OA/I 

bo 204 




7A<A AA7 tfrA'^ 7A7^7A 
Z054.AO / ,gZ4 J_ZO / JZO 


X#AAACCOO^ A .UAO 

M00053286A:Hu8 


CO OA>l 

bo 204 


eco70& 
55972© 


7A<A ^*^Q nvA'X 7/^7^7 A 
Z0j4,l^iy.gZ4J_Z0 / jZU 


M00055z8 8B:D0 1 


DO OA/I 

bis 204 


<-coi 00 
55912/ 


7A<APA1 *vtA^ 7/C77'3A 
ZU54.riU 1 .gZ4-3_Z0 /Z^4 


Ik ilAAACCOOOT^.TXAO 

MO0OS5288B:DO8 


DO OA/I 

bS 204 


399121 


OA€/l CAO «v**/l7 0£77^A 

2054.b02.gZ43_20 /z50 










X Kt\t\l\C C\00/^. A AA 

M0005 5 2 8 8 L : A09 


DC OA'^ 

bo 205 


54^5 / J 


7A<A PnO rvrA'^ 7A7'i^A 
ZU jH.XiU / .gZ4 J_^Z0 / 


M00055288D:A03 


T7C OAC 

Eo 205 


C<009 A 

55o730 


OA</l "Dl/1 OA7AA0 
2054.bl4.gZ43_zO 7442 


X 4'AAACCO A/IO./^A'i 

Mu0055294B:CQ3 


DO OA< 

bo zOj 


4o40l / 


7A<A T4 1 7 rtvA^ 7/»7A0'^ 
ZU54.ni / ,gZ4j_Z0 /4y^ 


X /TAAACCOA/fTi.T^Ayf 

M00055294B:D04 


DO OA< 

bo 205 


CCAAifO 

jjyU43 


7A^A TJl fi tt<yA^ 7#i7^A0 

zuj4.rii o.gz4j^zo / jv/y 


Xyf AAACCOA/ltS./^ Al 

MU0u55294B:vj01 


DO OA< 

bo 205 


55953 1 


7A<A 147 A (y^A^ 7A7SA1 
ZU34.riZU.gZ4^^ZO / J*rl 


XyTAAACClA/C A »f^f\K 

M 0005529 oA: C05 


DC on^ 
bo 205 


Jul / fy 


7 ASA TIA otA'^ 7f;7 AAfi 
ZUj4.il*t.gZ*t3_ZD i^rtD 


X j|AAACCOA/Irf^»'CAO 

MU005529oL:bUo 


DC on^ 
bo 205 


jDo440 


7A^AT71 cr^A'^ 7fi7^SR 
ZU34.iZ 1 .gZ*tO__Zu / J,?0 


Xi'AAACOO'7 A f^AI 

JVlU0u552y /AlCUl 


PC OA^ 




7n^A T74 crrA^ ?<>7fi0fi 

ZU J*r.XZ*T.gi-*T J^ZU # UUvJ 


X iTAA A€ € lOTrVt Al 

MU0U55297U:uU2 


PC on< 

bo 205 






M00055300AB06 


ES 205 


551930 


2054.K20.gz43_267544 


M00055300C:F11 


ES205 


559460 


2054.L01.gz43_267241 


MOOOS5302B:B10 


ES 205 


624133 


2054.M03.gz43_267274 


M00055302B:F07 


ES 205 


561096 


2054.M05.gz43_267306 


M00055305C:D08 


ES 205 


560420 


2054.O18.gz43_267516 


M00055305D:F07 


ES205 


448519 


2054.023 .gz43_267596 


M0005S307B:O08 


ES205 


451834 


2054.P22.gz43_267581 
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CloneK) 


ESNo 


ClusterlD 


SequenceName 


M00055308D:C09 


ES 205 


551811 


2055.A23.gz43_267966 


M00055308D:E10 


ES205 


559965 


2055.B01.g243_267615 


M00055310B:E02 


ES20S 


138470 


2055.B20.g243_267919 


M000S5312A:D11 


ES20S 


559112 


2055.C08.gz43_267728 


M00055312A:E10 


ES205 


440707 


2055.C09.gz43_267744 


M00055312BJ01 


ES20S 


559452 


2055.C15.gz43_267840 


M00055312D:A09 


ES20S 


' 558813 


2055.C23.gz43_267968 


M00055313D:E10 


ES205 


560369 


2055.D17.gz43_267873 


M00055314B:F03 


ES205 


430146 


2055.D22.gz43_267953 


M00055314B:G07 


ES205 


551912 


2055.D23.gz43_267969 


M00055315C:A09 


ES 205 


617813 


2055.E13.gz43_267810 


M00055316B:B10 


ES205 


477757 


2055.E22.gz43_267954 


M00055317C:D04 


ES205 


555359 


2055.F12.gz43_267795 


M00055319BJiO6 


ES205 


559794 


2055.G19.gz43_267908 


M00055319C:C03 


ES20S 


553709 


2055.G22.gz43_267956 


M00055319C:C07 


ES 205 


552857 


2055.G23.gz43_267972 


M00055320A:F04 


ES205 


553986 


2055JI09.gz43_267749 


M000SS320D:E09 


ES205 


558105 


2055.H20.gz43_267925 


M00055321A:A04 


ES205 


555200 


2055.101.gz43_267622 


M00055321A'D11 


ES205 


. 558161 


2055.103.g243_267654 


M00055321B:B10 


ES205 


558890 


2055.105.gz43_267686 


M00055321D:C12 


ES205 


559027 


2055.113.gz43_267814 


M00055322A:C08 


ES205 


558254 


2055.123.gz43_267974 


M00055322C:G11 


ES205 


559574 


2055.J04.gz43_267671 


M00055322D:A01 


ES205 


552673 


2055J05.gz43_267687 


M00055322D:C12 


ES205 


446900 


205SJ07.gz43_267719 


M00055323D:A12 


ES 205 


562236 


2055.K01.gz43_267624 


M00055324CfllO 


ES205 


448677 


2055.K13.gz43_267816 


M00055324D:B02 


ES20S 


555277 


2055.K15.gz43_26784& 


M00055325A:E12 


ES205 


473343 


2055.K21.gz43_267944 


M00055325A:H02 


ES205 


554585 


2055.K22.gz43_267960 


M00055330C:F05 


ES205 


451118 


2055.M20.g243_267930 


M00055330D:C05 


ES205 


558980 


2055.M22.gz43_267962 


M00055330D:H12 


ES205 


559776 


2055.N01.gz43_267627 


M00055333C:F12 


ES205 


451429 


2055.N22.gz43_267963 


M00055333C-Ji07 


ES205 


555349 


2055.N23.gz43_267979 


M00055334C:E11 


ES205 


560S38 


2055.O16.gz43_267868 


M00055334D:G07 


ES205 


554176 


2055.O21.gz43_267948 


M00055335A:B06 


ES205 


497493 


2055.O24'.gz43_267996 


M00055335DA03 


ES205 


472188 


2055.P12.g243_267805 


M00055336D:B03 


ES205 


558562 


2056A04.gz43_268046 


M00055337D:B10 


ES205 


558867 


2056.A15.gz43_268222 


M00055338A:A02 


ES205 


453004 


2056A16.gz43_268238 


M000S5338AiA03 


ES205 


559971 


2056A17.gz43_268254 
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Clon&DD 


ESNo 


ClusterlD 


SequenceName 


M00055338A:H10 


ES205 


561116 


2056.A21.gz43_268318 


M00055338B:F06 


ES205 


560714 


2056j\23.g243_268350 


M00055338C:F03 


ES205 


551912 


.2056.B04.g243_268047 


M00055338C:G04 . 


ES 205 


552430 


2056.B05.gz43_268063 


M00055338C:H06 


ES205 


561024 


2056.B07.gz43_268095 


M00055338D:E11 


ES205 


512657 


2056.B09.gz43_268127 


M00055339A:B06 


ES205 


560091 


2056.B10.gz43_268143 


M00055339B:D10 


ES205 


562883 


2056.B13.g243_268191 


M00055340B:C03 


ES205 


449405 


2056.C06.gz43_268080 


M00055340B:E06 


ES205 


560652 


2056.C07.gz43_268096 


M00055340C:D01 


ES20S 


560369 


2056.C09.gz43_268128 


M00055340D:D01 


ES205 


560370 


2056.Cll.g243_268160 


M00055340D:F08 


ES205 


560717 


2056.C13.gz43_268192 


M000SS341B:A0I 


ES20S 


• 558653 


2056.C16.gz43_268240 


M00055341B:C07 


ES205 


560254 


2056.C19.gz43_268288 


M00055341C:C01 


ES 205 


560252 


2056.C24.gz43_268368 


M00055341CJ'04 


ES 205 


627386 


2056.D03.gz43_268033 


M00055341C.G12 


ES205 


552669 


2056D04.gz43_268049 


M00055341D:H07 


ES205 


552357 


2056.D08.gz43_268113 


M00055342A.E08 


ES205 


562576 


2056.Di4.gz43_268209 


M00055342B:C08 . 


ES205 


403419 


2056.D19.gz43_268289 


M00055342C:E03 


ES205 


496460 


2056.D23.gz43_268353 


M00055342C:H06 


ES 205 


561124 


2056.E03.gz43_268034 


M00055342D:B02 


ES205 


163336 


2056.E04.gz43_268050 


M00055342D:F07 


ES205 


627139 


2056.E0g.gz43_268114 


M00055342D:H05 


ES 205 


561124 


2056.Ell.gz43_268162 


M00055343A:C09 


ES205 


560199 


2056.E13.gz43_268194 


M00055343A:D08 


ES205 


560377 


2056.E14,gz43_268210 


M00055343A:G03 


ES 205 


560868 


2056.E16.gz43_268242 


M00055343C:B11 


ES205 


400047 


2056.E19.gz43_268290 


M00055343C:G09 


ES205 


560939 


2056.E21.gz43_268322 


M00055343C:G10 


ES205 


560939 


20S6.E22.gz43_268338 


M00055343D:C12 


ES205 


560259 


2056.F01.gz43_268003 


M00055343D:G03 


ES205 


560932 


. 2056.F05.gz43_268067 


M00055343D:G06 


ES20S 


554101 


2056.F06.g243_268083 


M00055343D:H04 


ES205 


559296 


2056.F07.gz43_268099 


M00055344A:G11 


ES205 


448285 


2056.FI2.gz43_268179 


M00055344B:A12 


ES205 


618311 


2056.F13.gz43_268195 


M00055344C:C08 


ES205 


. 491240 


2056.F18.gz43_268275 


M00055344C:E04 


ES205 


557264 


2056.F19.gz43_268291 


M00055344C:F09 


ES205 


558890 


2056.F20.gz43_268307 


M00055344C:H09 


ES205 


559806 


2056.F24.g243_268371 


M00055344DA09 


ES205 


550063 


2056.G01.gz43_268004 


M00055345A:D05 


ES205 


559049 


2056.G05.gz43_268068 
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M00055345B:B03 


ES205 


558769 


2056.G06.g243_268084 


M00055345B:F03 


ES205 


559375 


2056.G09.gz43_268132 


M00055345Dj\04 


ES205 


551305 


2056.G16.gz43_268244 


M00055345D:D01 


ES205 


559087 


2056.G18.g243_268276 


M00055345D:D12 


ES205 


559093 


2056.G19.g243_268292 


M00055345D:E02 


ES205 


559246 


2056.G20.gz43_268308 


M00055345D:E05 


ES20S 


558334 


2056.G2I.gz43_268324 


M00055346A:B01 


ES205 


560088 


2056.G24.gz43_268372 


M00055346A:E12 


ES20S 


418482 


2056.H03.gz43_268037 


M00055346B:G03 


ES205 


509505 


2056H08.gz43_268117 


M00055347A:C03 


ES205 


559004 


2056m6.gz43_268245 


M00055347C:F01 


ES205 


559359 


2056.104.gz43_268054 


M00055348B:A02 


ES205 


559963 


2056.117.gz43_268262 


M00055348B:B05 


ES205 


103123 


2056.118.gz43_268278 


M00055348B:F05 


ES205 


552258 


2056.122.gz43_268342 


M00055348B:H05 


ES205 


550973 


2056.123.gz43_268358 


M00055348D:A01 ' 


ES205 


559857 


2056.J04.gz43_268055 


M00055349A:F07 


ES205 


549041 


2056.Jll.gz43_268167 


M00055349C:G07 


ES205 


458618 


2056.J19.gz43_268295 


M00055349C:H12 


ES205 


562849 


2056.J20.gz43_268311 


M00055349D:F02 


ES205 


556011 


2056.J24.gz43_268375 


M00055350A:F01 


ES 205 


556216 


2056.K06.g2!43_268088 


M00055350B:B12 


ES205 


449927 


2056.K09.gz43_268136 


M00055350B:D09 


ES205 


560695 


2056.Kll.gz43_268168 


M00055350C:G11 


ES 205 


553875 


2056.K15.g243_268232 


M00055351A:A08 


ES205 


553505 


2056.K21.gz43_268328 


M00055351A:C09 


ES205 


560311 


2056.K22.gz43_268344 


M00055351B:D11 


ES205 


560498 


2056.L01.g243_268009 


M00055351B:H12 


ES20S 


512014 


2056.L02.gz43_268025 


M00055352B:E01 - 


ES205 


555095 


2056.L24.gz43_268377 


M00055352B:E06 


ES205 


560544 


2056M01.gz43_268010 


M00055352B:H05 


ES20S 


557372 


2056.M04.gz43_268058 


M00055352C:A07 


ES205 


553591 


2056.M06.gz43_268090 


M00055353B:B09 


ES205 


455379 


2056.M13.gz43_268202 


M00055353C:A05 


ES205 


426698 


2056.M18.gz43_268282 


M00055353D:C05 


ES205 


558959 


2056.M24.gz43_268378 


M00055354A:A01 


ES205 


558182 


2056.N04.gz43_268059 


M00055354A:G1 1 


ES205 


471712 


2056.Nll.gz43_268171 


M00055354A:H08 


ES205 


561068 


2056.N12.gz43_268187 


M00055354C:C12 


ES20S 


238146 


2056.N16.gz43_268251 


M00055354C:E01 


ES205 


184995 


2056.N17.gz43_268267 


M00055354C:F04 


ES205 


560805 


2056.N18.gz43_268283 


M00055355A:A10 


ES20S 


487623 


2056.N23.gz43_268363 


M00055355A:H04 


ES20S 


562719 


2056.O02.gz43_268028 
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M00055355C:A11 


ES 205 


559910 


2056.O07.g243^268108 


M00055356A:B06 


ES 205 


471272 


2056.O13.gz43J268204 


M00055356A:D04 


ES 205 


626061 


2056.O14.gz43^268220 


M00055356A:D09 


ES 205 


556365 


2056.O15.g243^268236 


M00055356B:B04 


ES205 


549781 


2056.O17.g243J68268 


M00055356C«02 


ES 205 


561108 


2056.P01.g243J68013 


M00055356D:C11 


ES 205 


560174 


2056.P07.g243J68l09 


M00055356D:G09 


ES205 


549464 


2056.P08.g243_^268125 


M00055357A:A09 


ES 205 


449751 


2056.P10,g243_268157 


M00055357B:A08 


ES 205 


554591 


2056.P 15 .g243_268237 


M00055357B:B01 


ES 205 


448989 


2056.P16.g243_268253 


M00055357B:B07 


ES 205 


551412 


2056.P17.g243_268269 


M00055357CJI07 


ES 205 


492821 


2056.P22.g243_268349 


M00055358A:F09 


ES 205 


627297 


2065,A06.gz43_268462 


M00055358B'C01 


ES 205 


561485 


2065 . A09 .gz43_2685 1 0 


M00055358D:G04 


ES 205 


465610 


2065.A17.g243_268638 


M00055359B:F03 


ES205 


559495 


2065 A21 .gz43_268702 


M00055359B:G09 


ES 205 


559676 


2065^3.gz43Ji68734 


M00055359B:H07 


ES 205 


491635 


2065 .A24.g243 J68750 


M00055359C:H09 


ES 205 


501534 


2065.B08.gz43_268495 


M00055359D:C12 


ES 205 


451124 


2065.Bll.g243_268543 


M00055359D:H02 


ES 205 


559828 


2065.B15.g243_268607 


M00055360C:C05 


ES 205 


495799 


2065.C02.g243_268400 


M00055360C:F08 


ES 205 


471718 


2065.C05.g243„268448 


M00055360C:G11 


ES 205 


456469 


2065.C06.gz43_268464 


M00055360D:H10 


ES 205 


449593 


2065.C12.gz43J68560 


M00055361A:C01 


ES205 


559022 


2065.C15.g243_268608 


M00055361B:F12 


ES 205 


553615 


2065.C20.g243_268688 


M00055361B:G08 


ES 205 


559675 


2065.C21.g243_,268704 


M00055361C:E05 


ES205 


562459 


2065,C22.gz43_268720 


M00055361D:C05 


ES 205 


558927 


2065.D02.g243_268401 


M00055361D:H12 


ES 205 


559696 


2065.D05.gz43_268449 


M00055362C:B06 


ES205 


558412 


2065.Dll.g243^268545 


M00055362C:G08 


ES205 


559675 


2065.D14.g243__268593 


M00055362C:H07 


ES205 


484091 


2065 .D15. £243^268609 


M00055363A:C03 


ES205 


556947 


2065.D22.g243^268721 


M00055363A:D02 


ES 205 


32021 


2065.D24,g243__268753 


M00055363A:F07 


ES 205 


550561 


2065.E02.gz43J68402 


M00055363C:E02 


ES 205 


91178 


2065.E08.gz43J68498 


M00055364B:B01 


ES205 


558504 


2065.E15.gz43_268610 


M00055364B:D01 


ES205 


463304 


2065.E17.gz43J68642 


M00055364B:E10 


ES205 


559963 


2065,E18.gz43_268658 


M00055364C:B08 


ES205 


534054 


2065.E20.g243_268690 


M00055364D:E09 


ES205 


636651 


2065.F03.gz43__268419 
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t,b INO 


ciusterm 


oGQu^ceiN aiiie 










JMUUUD^ ^ J3 . VJ i u 


TJC OAA 




,2v03.rv/y.gZ*tJ_ZOO J 1 J 


finn <i < Q r* •m 1 

MUUUD J JODV^.LI 12 


PC OAA 
C»o ZUO 




2U03.r X 1 .gZ43_Z0o3*f / 




T7C OA/; 




9A/;^ PI "5 0A»^70 


MuUUjj3ooA:15U4 


CO ZUO 


C<^&^A 


2U03.r 13.gZ43_20o01 1 


JVIUUU3D J DOA.rlUo 


UC OAA 

CO zUo 




2U03.r 1 / .gZ*f3_20oO*f3 


A >r rv rv A c c o /C /T'D . A >1 


CO 2Ud 


< 1 1 lA^ 

311 /40 


2U03.r2U.gZ43__20oOyi 




"DO OA/C 
CO zUo 




2U03.r23.gZH3_ZOo / jy 


\4'nAA<<'2/;tfn.r2.i a 


DO 1A/J 
CO zUO 


1 A 

J2/41U 






CO ZUO 






M00Uj53o7D:AU3 


DO OA/C 

cb 2Uo 




2003 .rlU2 .gZ43_20o4U3 


A >r A A A C < O O . A £ 

M0G0553ooC:Cjuo 


DC OA/C 


4o2j13 


2Uo3.rl21 .gZ43__20o /Uy 


li jI A A A € « '3 OT\ . "C A'3 


DO OA/S 

ca 2Uo 


3Dool3 


7A/;< UrO^ A^A7 7^ft7A1 
2UD3 x12j .gZ4o_20o /*t 1 


\>TAAA<C3/CA A ."LTAO 


DC OA< 

cb zUd 


33Dy3y 


2Ud3 .lU / .gZ** ;>_20o4o0 


M000553o9C:D04 


DC OAiC 

cb iOo 


33/ /o3 


OAiCC TAO nr^v/fa 7A9^19 

2UD3 .lUy .gZ43_20o3 1 o 


IV JTAAAC C5 A .T3AO 


DC OA<C 

cb 20o 


333/14 


7AiC< T1 7 7/CQiCA< 

2Uo3 .11/ .gZ43_^20o040 


M00055370B:F07 


T^Ci OA^ 

ES 206 


C >f AT 

349163 


OA/C* TAT t*nA'7 Oi£QilA7 

2063 J U2.gz43_20o40 / 


M00055370C:B08 


DC OA/C 

CO 2Uo 


3622oU 


2063 . JU3 .gZ43_20o433 


Ik irAAA^ir'i'7A^-T\A'> 


DC OAiC 

cS 206 


332031 


7AiC< TA< /v«>A^ 7/CCA71 
2063 J00.gZ43_2eo4/l 


Tk iTAAAff '5^AT%«T^A^ 

M00055370D:F06 


DC ^f\£. 

ES 206 


ZACiCSO A 

349984 


2063 J 12.gz43_2oo30 / 


M00055370D:H07 


T?0 A A^ 

ES 206 


360959 


2065 J 13.gz43_2663o3 


M00055370DJ112 


ES206 


534885 


2065J 14.gz43_268599 


M00055371A:B05 


T^O A A^ 

ES 206 


f AOC t C 

308513 


2063 .J 13.gz43_2Do613 


H^'AAA^CO^l A .tut A 

M00055371A:H10 


DC lAiT 

ES 206 


362027 


2003. J lo.gZ43_20o003 


%fAAAff^^1i1> ^NAf 

M00055371B:D01 


T7CT AA^ 

ES 206 


561610 


Z063.J Iy.gz43_2oo0/y 


M00055371B:F01 


net A A/T 

ES 206 


553703 


2063.J21 .gZ43_20o /II 


M00055371D:B08 


AAZ' 

ES 206 


464748 


OAil^ VA« «v«vA^ 7/;0/K/« 

2063 .lvU3 .gZ43_20o430 


TV iTAAAC COrf*^ A .TJAO 

M00055372A:H02 


DC OA/I 

cS 206 


332263 


7A« "liTl 1 atA"^ 7/\ft^^7 
2U03 .IVI 1 .gZ43_20o332 


X >r AAAC C5 TTD .T>A'> 


DC OA<; 
Cb iUD 


J JD33 / 


7AA^ A7A^ OAft^SM, 
2U03 .iVl 3 .gZ4 J_ZOo30*l' 


M00055372B:BO 1 


DC OAil 

CO 206 


03220U 


7AA^ ITIA ovA"^ 7^ftAAA 
2U03.lVl*f.gZ*t^_ZOoOUU 


M00u55372B:rll 


DC OAiC 

CO 206 


3oloOo 


2U03 .Iv 1 6 .gZ43^ZOoOOH 


71 /CAAA^CO'7'^/^.CA'5 

M00055372C:E03 


DC 'lAiC 

cS 206 


3339U4 


7A#C< lir77 rrvA'^ 7#*51778 
2U03 .1V22 .gZ43_2Do / Zo 


M00055372D:L1 1 


DO ona 
CO 20o 


330410 


Z v03 .LAJ't .gZ*r j_jZO O^Hr i 


M00055372D:(j1 1 


DC OAiC 

CO 206 


r 1 ^AAQ 

310UUO 


7AAS T AO wtA'^ 9^51^91 
ZU03 .gzH j^zoo jz 1 


TV VTA AACCO'7'5'0. A AA 

M00055373B:A09 


DC OAiJ 

cS 206 


4yU3Uo 


9AA^ T lA o^^A^ 9AfiAni 
2u03 .i-f X 4 .gZrtJ «jZ^ O OU 1 


M00055373C:r05 


DO OA£ 

Job zOo 


«(00oo / 


ZU03 ,jyiui .gz4 j^zoo jy*T 


% #A AA£ C ^ ^.TTA*> 

M00055373C:rl03 


cb 206 




9A^;^ "MAO otA"^ 9651A1A 




ES 206 


543323 


2065.M03.gz43_268426 


M00055373D:B08 


ES 206 


498509 


2065.M04.gz43_268442 


M000S5374A:B11 


ES 206 


555796 


2065.Mll.gz43_268554 


M00055374A:E01 


ES 206 


636876 


2065.M13.gz43_268586 


M00055374B:D05 


ES 206 


562565 


2065.M19.gz43_268682 


M00055374B:F06 


ES206 


559764 


2065.M21.gz43_268714 


M00055374C:F01 


ES 206 


376726 


2065.N04.gz43_268443 
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M00055374D:C09 


ES 206 


504167 


2065.N10.gz43_268539 


M00055374D:F10 


ES 206 


558507 


2065.Nll.gz43_268555 


M00055375B:H02 


ES206 


482090 


2065.N21.gz43_268715 


M00055375B:H07 


ES 206 


555878 


2065.N22.gz43_26873't 


M00055375C:C08 


ES206 


448741 


2065.N24.gz43_268763 


M00055375C:F02 


ES206 


143210 


2065.001. gz43_268396 


M00055376A:A08 


ES206 


561229 


2065.005 .gz43_268460 


M00055376B:A03 


ES206 


474580 


2065.O09.gz43_26852,4 


M00055376B:A11 


ES206 


561279 


2065.O10.gz43_268540 


M00055376B:B01 


ES206 


453846 


2065.Oll.gz43_268556 


M00055377A:B11 


ES206 


207099 


2065.023 .gz43_268748 


M00055377B:E10 


ES206 


562844 


2065.P02.gz43_268413 


M00055377C:G01 


ES206 


461325 


2065.P08.gz43_268509 


M00055377C:H08 


ES206 


450637 


2065.P09.gz43_268525 


M00055377D:F12 


ES206 


562801 


2065.P13.gz43_268589 


M00055378A:B12 


ES206 


235456 


2065.P19.gz43_268685 


M00055378D:B07 


ES206 


559938 


2066.A12.gz43_270570 


M00055378D:D04 


ES206 


562524 


2066.A13.gz43_270586 


M00055379A:D07 


ES206 


468565 


2066.A17.gz43_270650 


M00055380A:C06 


ES206 


448949 


2066.B17.gz43_27065i 


M00055380D:H02 


ES 206 


562085 


2066.C12.g243_270572 


M00055381A.F02 


ES 206 


549082 


2066.C14.gz43_270604 


M00055381B:C10 


ES 206 


562386 


2066.C22.gz43_270732 


M00055381C:G03 


ES 206 


562876 


2066.D09.gz43_270525 


M00055381D.D08 


ES206 


560868 


2066.D15.gz43_270621 


M00055382B:E02 


ES206 


493487 


2066.D23.gz43_270749 


M00055382C:D08 


ES206 


558437 


2066.E06.gz43_270478 


MO0055382Cfl06 


ES206 


446399 


2066.E12.gz43_270574 


M00055382D:C05 


ES206 


562382 


2066.E14.g243_270606 


M00055382D:D04 


ES206 


459764 


.2066.E15.gz43_270622 


M00055383A:F03 


ES206 


562757 


2066.E22.gz43_270734 


MO00SS383B-iI09 


ES206 


551995 


2066.F08.gz43_270511 


M00055383C:A08 


ES206 


562216 


2066.F09.gz43_270527 


M00055383D:F02 


ES206 


498390 


2066.F17.g243_270655 


M00055383D:G08 


ES206 


454031 


2066.F22.gz43_270735 


M00055383D:H11 


ES206 


559854 


2066.F24.gz43_270767 


M00055384A:F05 


ES 206 


562725 


2066.G06.gz43_270480 


M00055384B:D10 


ES206 


562498 


2066.G12.gz43_270576 


M00055384C:G07 


ES 206 


562870 


2066.G1 8.gz43_270672 


M00055384D:H06 


ES206 


550766 


2066.G20.gz43_270704 


M00055385C:C04 


ES 206 


549045 


2066.H06.gz43_270481 


M00055385C:F06 


ES 206 


561325 


2066.H08.gz43_270513 


M00055385C:G09 


ES 206 


450349 


2066JW0.gz43_270545 


M00055385D:D03 


ES206 


418622 


2066.H14.gz43_270609 
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M00055386A:G05 


ES206 


562849 


2066.H21.gz43_270721 


M00055386D:G02 


BS206 


558297 


2066.11 l.gz43_270562 


M00055386D:H04 , 


ES206 


557247 


2066.112.gz43_270578 


M00055387B:H12 


ES206 


550829 


2066.122.gz43_270738 


M00055388A:A09 


ES206 


553244 


2066.J08.gz43_270515 


M00055388A:B06 


ES206 


560948 


2066J09.gz43_270531 


M00055388B:B02 


ES 206 


465836 


2066.J13.gz43_270595 


M00055388B:E01 


ES206 


636532 


2066.J17.gz43_270659 


M00055388B:H04 


ES206 


557249 


2066.J20.gz43_270707 


M00055388C:D01 


ES206 


635965 


2066J22.gz43_270739 


M000S3388D:A01 


ES206 


555681 


2066.J24.gz43_270771 


M00055388D:F11 


ES206 


556793 


2066.K10.gz43_270548 


M00055389A:D08 


ES206 


238196 


2066.K14.gz43_270612 


M00055389C.F12 


ES206 


282015 


2066.K24.gz43_270772 


M00055390A:A05 


ES206 


515115 


2066.L06.gz43_270485 


M00055390C:E06 


ES206 


50604 


2066.L18.gz43_270677 


M00055391B:D05 


ES206 


499690 


2066.M10.gz43_270550 


M00055391B;D07 


ES 206 


453508 


2066.Mll.gz43_270566 


M00055391B:H07 


ES206 


418921 


2066.M14.g243_270614 


M00055391B:H08 


ES206 


555639 


2066.M15.gz43_270630 


M00055392AH06 


ES206 


446242 


2066.N03.gz43_270439 


M00055392C:G07 


ES206 


551640 


2066.Nll.gz43_270567 


M00055392D:A06 


ES206 


562701 


2066.N13.gz43_270599 


M00055393B:F04 


ES206 


44015 


2066.N23.gz43_270759 


M00055393C:B02 


ES206 


549889 


2066.N24.gz43_270775 


M00055394B:C06 


ES206 


561457 


2066.O13.gz43_270600 


M00055394B:D08 


ES206 


556011 


2066.O15.gz43_270632 


M00055394D:F03 


ES 206 


554908 


2066.P07.gz43_270505 


M00055395A:C02 


ES 206 


446531 


2066.P09.gz43_270537 


M00055395A:B09 


ES206 


452808 


2066.P13.gz43_270601 


M00055395B:C04 


ES206 


561487 


2066.P17.gz43_270665 


M00055396B:C06 


ES206 


560003 


2067.All.gz43_270938 


M00055396B:G02 


ES206 


561922 


2067.A14.gz43_270986 


M00055397A:B10 


ES206 


562236 


2067.A23.gz43_271130 


M00055397A:C06 


£8 206 


154980 


2067j\24.gz43_271146 


M00055397A:H07 


ES206 


556380 


2067.B06.gz43_270859 


M00055397B:F12 


ES206 


562736 


2067.B08.gz43_270891 


M00055397D:A01 


ES 206 


562147 


2067.b 12.gZ4J_/ /uyjj 


M00055398A:C11 


ES 206 


561438 


2067.B20.gz43_27I083 


M00055398B:A05 


ES 206 


469852 


2067.B21.gz43_271099 


M00055398B:C05 


ES 206 • 


456687 


2067.B23.gz43_271131 


M00055398C:A11 


ES206 


555882 


2067.B24.gz43_271147 


M00055398C:D01 


ES206 


448511 


2067.C02.gz43_270796 


M00055398C:F07 


ES206 


511792 


2067.C06.gz43_270860 
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M00055399C:A08 


ES206 


513715 


2067.C21.gz43_271100 


M00055400B:H12 


ES206 


562029 


2067.D19.gz43_271069 


M00055400D:G01 


ES206 


556382 


2067.E04.gz43_270830 


M00055401A:C08 


ES206 


449258 


2067.E06.gz43_270862 


M00055401D:E03 


ES206 


551731 


2067.E21.gz43_271102 


M00055402A:A05 


ES206 


561206 


2067.F02.gz43_270799 


M00055402A:H03 


ES206 


98869 


2067.F06.gz43_270863 


M00055402C:C12 


ES206 


. 551928 


2067.F22.gz43_271119 


M00055402D:A11 


ES206 


486834 


2067.G02.gz43_270800 


M00055402D:H04 


ES206 


. 562059 


2067.G06.gz43_270864 


M00055403A:C07 


ES206 


555856 


2067.Gll.gz43_270944 


M00055403B:A05 


ES206 


490060 


2067.G16.gz43_271024 


M00055403B:A10 


ES206 


558180 


2067.G18.gz43_271056 


M00055403B:D04 


ES206 


555726 


2067.G21.gz43_271104 


M00055403B:D07 


ES 206 


553173 


2067 .G22.gz43_271 120 


M00055403B:G09 


ES206 


551675 


2067.G23.gz43_271136 


M00055403B:G12 


ES 206 


561236 


2067.G24.gz43_271152 


M00055404A:B10 


ES206 


561325 


2067.H10.gz43_270929 


M00055404A:D08 


ES206 


553766 


2067.H12.gz43_270961 


M00055404C:C11 


ES206 


.530715 


2067.H23.gz43_271137 


M000S540SA:A02 


ES206 


561236 


2067.105.gz43_270850 


M00055405A:C01 


ES206. 


452761 


2067.106.gz43_270866 


M00055405A:G11 


ES206 


419489 


2067.107.gz43_270882 


M00055405B:H05 


ES206 


554742 


2067.11 0.g243_270930 


M00055405B:H06 


ES206 


473617 


2067.1 11. gz43_270946 


M00055405C:C04 


ES206 


63669 


2067,I13.gz43_270978 


M00055405C:H07 


ES206 


559102 


2067.1l4.gz43_270994 


M00055405D:G05 


ES206 


551617 


2067J20.gz43_271090 


MOOOS5406B:E07 


ES206 


562584 


2067 JOS .gz43_270851 


M00055406B:F10 


ES206 


562369 


2067.J07.gz43_270883 


M00055406DA03 


ES206 


491260 


2067.J13.gz43_270979 


M00055406D:C10 


ES206 


487893 


2067.J16.gz43_271027 


M00055406D:G12 


ES206 


557853 


2067.J18.gz43_271059 


M00055407A:F08 , 


ES206 


465828 


2067.J24.gz43_271155 


M00055407B:G07 


ES206 


550730 


2067.K02.gz43_270804 


M00055407C:E04 


ES206 


465284 


^ 2067.K06.gz43_270868 


M00055407C:G04 


ES206 


556105 


2067.K08.gz43_270900 


M00055407C:G11 


ES206 


560252 


2067.K09.gz43_270916 


M00055408A:A05 


ES206 


561212 


2067.K15.gz43_271012 


M00055408A:F12 


ES206 


66014 


2067.K23.gz43_271140 


M00055408A:G09 


ES206 


446650 


2067.L01.gz43_270789 


M00055408B:G04 


ES206 


447800 


2067.L08.gz43_270901 


M00055408C:C04 


ES 206 


451938 


2067.Lll.gz43_270949 


M00055408CdB04 


ES206 


559776 


2067X13.gz43_270981 



865 



BNSDOCID: «:W0 0214500A2_L> 



wo 02/14500 



PCTAJSOl/25840 



Table 13 



ClonelD 


ES No 


ClusterlD 


SequenceName 


MUUU J j4UoU ItAij 


CC OA^ 

bo 2U6 


548939 


OA^O T to ^_AO OOlAAf 

2067.L 1 7.gz43_27 1 045 


MUVUDjHVoUliil I 


CC OA^ 

£d 2Uo 


558720 


2067.L1 8.gz43_27l06 1 




"DC OAil 

2Uo 


1 A AOO 1 

100821 


OA^O T OO ^_AO 001 1 A t 

2067.L23.gz43_271 141 


TV/I AAA^-C /I AO A .'C 1 A 


T7C OA^ 

Eo 206 


516043 


OA^O T OA _-^ilO 001 1 f O 

2067.L24.g243_271 157 


■\y!AAA^</i 1 A/^./^AQ 


Eb 206 


Cf Al *iC 

550135 


OA^O XTAf ^_>IO OOAOf f 

2067.N05.g243_270855 


TViCAAnrc/i i A/^.tJl 1 

JVlUUU^J4iUL/:rli 1 


Eb 206 


C^OAAI 

562001 


OA^O XTAO ^_AO O'TAAAO 

2067 .N08 .gz43_270903 


\>f AAA<J?/1 1 AT\.T5AO 

MUUU3 j4 1 UU.dUZ 


bs 206 


288626 


OA^O XTAA ^.AO OOAA1 O 

2067.N09.gz43_270919 


\>f A AA< K.A'l AT\ ./^A 1 


ba 206 


^OO T Q{\ 

633189 


OA^O XT1 1 ... AO OOArtCI 

2067 .IN 1 1 .gz43_27095 1 


M000554 1 1 A:xl04 


TJO OA^ 

ES 206 


558583 


OA^OTV.Tt^ ii O OO 1 AO 1 

2067.N16.g243_271031 


M0UU5541 1B:D12 


T?C OA^ 

ES 206 


O C ^Af O 

356058 


OA^O XTOO AO OO t 1 OO 

2067.N22.gz43_271 127 


K>rAAA<C/ff t 1 /^."CAO 

JVI000554 1 1 C:£U2 


CO OA^ 

ES 206 


450060 


OA^O ^AO O OOAOOA 

2067.003 .gz43_270824 


M000554 12A;C05 


T?C OA^ 

ES 206 


>l >l AOOO 

440833 


OA^O /*\ 1 A yl O OO 1 AAA 

2067.O14.g243_271000 


M000554 12A:Fu9 


OA^ 

ES 206 


556734 


OA^T^\lf AO O^IA*^ 

20o7.O15.g243_271016 


M0U055412B:A07 


T?C* OA^ 

ES206 


A Af Af O 

495958 


OA^'V ^% 1 ^ A O AM « AOO 

2067.0 16.gz43_27 1 032 


M000554 1 2D : Al 2 


T^O OA^ 

ES 206 


560838 


OA^O T)AO il O OOAOOf 

2067.P03 .g243_270825 


iT A AAC f >l 1 O A . A AO 

M000554 1 3 A: A02 


T^O OA^ 

ES 206 


f A AAAA 

540000 


OA^O 'nAM il A AOAAAA 

2067.P07.gz43__270889 


M00055413C:B09 


ES206 


446171 


AA^n A 4A AMY AA 1 

2067.P19.gz43_271081 










M00042583D:F03 


ES 207 


452204 


AAMA A 1 A jTA AyAV ^A 

2078.A10.g243_269168 


M00042583D:F11 


ES 207 


506901 


2078,A1 l.gz43_269184 


M00042586B:A04 


ES 207 


451722 


2078.A22.gz43_269360 


M00042586B:A09 


ES207 


451933 


2078j\23.gz43_269376 


M00042586B:A10 


ES 207 


448453 


AAMA A A J AA A/AAAA 

2078.A24.gz43_269392 


M00042586C:E01 


ES207 


451923 


2078.B03.gz43_269057 


m00042586D:C07 


O Aft 

ES 207 


451868 


OAOn TTtA^ il O O^AIAf 

2078.B06.gz43_2o9105 


M00042587B:G07 


T^O O A*^ 

ES 207 


452260 


OAOO T^AA >IO O^AlffO 

2078 .B09 .gz43_269 153 


"Ik K f\r\f\ A f\ c t% d A t /\ 

m00042588A:G10 


ES207 


508088 


OAOO T~> 1 ^ A O O^AO^f 

2078.B16.gz43_269265 


M00042588C:E07 


ES 207 


505858 


OAOO 1 A il O O^AOIO 

2078.B19.gz43_2693 13 


M00042589A:G06 


ES 207 


452236 


OAOO 'no 1 ifO O ^ AO if f 

2078 .B2 1 .gz43_269345 


Ik iTAAAilO* O AT» ir\/\il 

M000425 89B:D04 


ES 207 


504007 


OAOO Traoo AO O^AO^l 

2078.B22,gz43_269361 


M00042589B:E03 


T^O O AO 

ES 207 


452066 


OAOO T500 ^_ilO O^AOOO 

2078.B23 .gz43_269377 


* #AAA>f Of Or\TX.T^AO 

M000425 89D:D08 


no o AO 

ES 207 


415825 


OAOO ^AO ^.AO O^AIOO 

2078.C08.gz43 JZo9 1 3 8 


TV Kf\t\f\ A^eO f\T^ .T^ AO 

M00042589D:F02 


T70 O AO 

ES 207 


A f O 1 OO 

452182 


OAOO /^AA M...AO O^AICA 

2078.C09.gz43_269154 


TV if AAA il O C AATi ./TiAO 

MU0042590B :G02 


T?0 OAT 

ES 207 


f AOO A e\ 

507349 


2078.C 1 1 .gz43_269 1 86 


JTAAAilOC AA^.^AA 


TJO OA^ 

ES 207 


418340 


'^ATO A..*>IO OiCAOAl 

207o .C 1 2 .gz43_2D72U2 


TV if AAAilO^O 1 n.^AI 

M0U04262 lB:u01 


T?C OAT 

ES 207 


AiOOff T 

452257 


2078 . CI 6 .gz43_269266 


TV if AAAilO /"O 1 A AO 

M00042o21D:A03 


T70 O AO 

ES 207 


iTAl AA1 

501401 


OAOO ^1A ^^AO O^AOIA 

2078 .C 1 9.gz43_2693 14 


iyLUUU4Zozzcriiz 




/l^OO 7 « 

4DZ^i^ 


OCilit T\(\1 otA.'X OMfX^Q 

ZU / O ,XJ\)D .gZ*f J^ZOyU J7 


M00042623BJB09 


ES207 


451802 


2078.D06.g243_269107 


M00042623D:C02 


ES 207 . 


447210 


2078.D09.gz43_269155 


M00042624D:B05 


ES207 


452462 


2078.D14.gz43_269235 


M00042625B:H10 


ES207 


517247 


2078.D20.gz43_269331 


M00042625D:C07 


ES207 


511746 


2078.E06.g2s43^269108 


M0004262SD:E08 


ES207 


513888 


207?.E07.gz43_269124 
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M00042626B:A12 


ES207 


452432 


2078.E10.gz43_269172 


M00042626D:D12 


ES 207 


452031 


2078.E16.gz43_269268 


M00042627B:A10 


ES207 


452376 


.2078.E18.gz43_269300 


M00042628B:G11 


ES207 


45 1401 


2078.F04.gz43_269077 


M00042628C:G10 


ES207 


516522 


2078.F06.gz43_269109 


M00042628D:F12 


ES207 


447904 


2078.F08.gz43_269141 


M00042629A:E11 


ES207 


452052 


2078.Fll.gz43_269189 


M00042630B:C04 


ES207 


451885 


2078.F20.gz43_269333 


M00042630C:C12 


ES207 


503499 


2078.F22.gz43_269365 


M00042951D:C05 


ES207 


451841 


2078.G05.gz43_269094 


M00042952A:H12 


ES207 


452324 


2078.G10.gz43_269174 


M00042952B:A08 


ES207 


500853 


2078.Gll.gz43_269190 


M00042952B:C08 


ES207 


451887 


2078.G12.gz43_269206 


M00042932Cii09 


ES207 


452323 


2078.G16.gz43_269270 


M000429S3B-J>02 


ES207 


504560 


2078.H01.gz43_269031 


M00042954A:F04 


ES207 


452142 


2078.H12.g243_269207 


M00042954D:D04 


ES207 


451993 


2078.HI8.gz43_269303 


M00042955D:C02 


ES207 


502815 


2078.102.gz43_269048 


M00042955D:H03 


ES 207 


448594 


2078.104.gz43_269080 


M00042956A:H02 


ES207 


448090 


2078.105.gz43_269096 


M00042957A:D06 


ES207 


451994 


2078.112.gz43_269208 


M00042957D:C09 


ES207 


451929 


2078.118.gz43_269304 


M00042958B:H04 


ES207 


452981 


2078.J02.gz43_269049 


M00042958C:D04 


ES207 


512721 


2078J03.gz43_269065 


M00042958C:G10 


ES207 


516018 


2078J04.gz43_269081 


M00042959A:B07 


ES207 


423578 


2078.J06.gz43_269113 


M00042959A:E08 


ES207 


514142 


2078.J08.gz43_269145 


M00042959B:E11 


ES207 


514160 


2078.Jll.gz43_269193 


M00042959C:C06 


ES207 


452615 


2078.J12.gz43_269209 


M00042959D:A05 


ES207 


510169 


2078J14.gz43_269241 


M00042960A:B10 


ES207 


448332 


2078.J17.gz43_269289 


M00042960D:C11 


ES207 


512051 


2078.K03.gz43_269066 


M00042962A:G04 


ES207 


452899 


2078.K12.gz43_269210 


M00042962B:A03 


ES207 


446438 


2078.K13.gz43_269226 


M00042962C:D05 


ES207 


513155 


2078.K16.gz43_269274 


M00042962D:B09 


ES207 


511351 


2078.K18.gz43_269306 


M00042963B:A02 


ES207 


452459 


2078.K23.gz43_269386 


M00042963B:E12 


ES207 


514594 


2078.L02.gz43_269051 


M00042963D:F11 


ES207 


452801 


2078.L07.gz43_269131 


M00042964C:D06 


ES207 


513156 


2078.U6.gz43_269275 


M00042964C:D10 


ES207 


513168 


2078.L17.gz43_269291 


M00042964D:C02 


ES207 


512059 


2078.L21.gz43_269355 


M0004296SA:B03 


ES207 


452506 


2078.L23.gz43_269387 


M00042965A-G02 


ES 207 


516415 


2078.M01.gz43_269036 
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PliicfprTTl 


ocQucncciN ame 


M00042965BG08 


ES 207 


4S9R08 

*tiJX07€ 


9078 '\AC\A tfrA'^ 9/^008 A 


M00042965C*A05 


E5? 207 


4S9454. 

tJXHJ* 


9078 MO/; ftTd^ 9/;qi 1 A 
xU /o.J!ilUD.gZ4^_^x07l 10 


M00042965C-E06 


F^ 707 


4S977S 

HJx/ /J 


9078 "MOT nvA^ 9l«01^9 
xU / o .MU / .gZ'r J^xOy 1 ^x 


M00042967AE06 


ES 207 




9078 TVyfl8 r»T/l'^ 9^0*^08 
xU / o»JVl 1 o .gZ*>^__xD7 jUo 


M00042969BE01 


FS 207 




9078 Xr04 *r'»4'^ 9A008^ 


M00042969B'G10 


Fi5 207 

CrW XU / 


4S9970 


9078 XrO^ rr-rA^ 9 AO 1 0 1 


M00042970DD02 


FS 207 

X^O XV// 


4S9^0S 

*T JX07*/ 


9078 Xri A fT'»A'^ ' 9AQ977 
xU /o.iN 10.gZ**j_x07x / / 




FS 907 

XwO xu / 


^10717 


9079 "Ml 7 rr*TA'7 O^QOQ'i 
xU / 0 .IN 1 / .g2*t J_X07X7 J 


M00042971AD12 


FS 907 


4^9^/^9 
*T JxOux 


9078 "Ml 0 9AO'a9^ 
xU /o.XN l7.gZ*frj_x07Jx3 


M00042972rF07 


FS 907 
xz«o xu/ 


*tJ xOiO 


9078 nOA nv/l^ 9/;008A 


M00042972CF09 


FS 207 


D / jjLjy 


9078 nOS ftvA'^ 9A0109 


M00042973RB10 


FS 707 

UO X\/ / 


4S9S00 


9078 nOO nvA'^ 9^01 

XU /O.WV7.gZ*fJ_X07lOO 




FS 907 

JCtO xV/ / 




9078 ni7 Vr-rA^ 9/;090/l 

xU/O.L/1 / .gZ'f J_x07X7*t 






^^080^ 


ZU / o . UZ 1 .gZ43_Zoy j)3 0 


M00042975D-G07 


FS 707 

CtO xu / 


ilS'^19A 
HjJiXT- 


9078 POl crrAI 9AQ0'30 
xU / 0 ,r\) 1 .gZ^ J_x07U^7 


Mnn04297<>RF05 


FS 707 

CfO xU/ 


^0^090 


9078 PO^ rtv/l'^ 9A0071 
xU / o .Jr .g2*l J_Z07U / 1 


Mfln042Q78'R*F0'? 


PS 707 


4^9ft'5'? 
'^^xO^J 


9078 P 1 7 rt'^A'^ 9/;090^ 
xU/o.r i /.gZ4^__x07X7J 




PQ 707 


9 7^ ^4. 


xU /o.rZU.gZH>^_Zoyj4j 


Mnnn420fi7rrTft9 


PS 907 




9070 A 1 8 r*"»A'3 971818 
xU / 7. Al o .gZ4 J_x / 1 6 1 o 




FS 907 

£rO XU/ 


S0d880 


9070 A99 twA'i 971899 
xU / y.AXX.gZH' J_jX / 1 ooZ 




PC 907 

s2tO xU/ 




9070 DOA 971^97 
ZU /7.15U0.gZ*t J_Z / 1 OZ / 


IVIU vUH Z y O J D .v^U J 


PQ 907 

ErO xU / 


448900 
H4oxUU 


ZU /y.i5i4.gz43_Z/ 1 /DD 


\/innn/io OS "pn ^ 


PQ 9n7 
no xU / 


DUOj /x 


ZU /7.nlD.gz43_Z / 1 / / 1 


IVl V U y 7 O ^ V-/ . 13 V J 


PQ 907 

Ho xU/ 


4^181 1 


9070 P1/i ^tAI 971797 
ZU /y.JD 1 0.gZH J_Z / i / O / 




PQ 907 
I^o xU/ 


^v*fjvl 


907Q D 1 7 AvA? 77 1 90^ 


IvxUUUH^yOJV^.iJU'* 


PQ 907 

JCfO xU/ 


HjiHyi 


9070m9*wA'5 971910 
ZU / 7.n 1 o .gZ4 J_Z / i o X 7 




PQ 907 
no xU / 




9070 P99 <»^A'5 97199'3 
ZU /7.lJZZ.gZ*r J_Z / 1 oo J 




PQ 907 
Co xU / 




9070 P9A r»TA^ 97101^ 
ZU/y.l3Z4.gZ4^_Z/ 171 J 




PQ 907 

JCrO XU/ 


^0^99/; 


9O70 POA fY-TA'5 971^99 
ZU /7.V^UO.gZ4.5_Z / i OZo 




PQ 907 
no xU/ 


4^9990 
Hjxxxu 


9070 r*!'^ rt'yA'^ 9717AO 
ZU / y.Cl J. gZ4J__Z /I /*fU 


Mnnnd90 ROP' AO/; 


PQ 907 
I2fO xU/ 


^IfMKA 


9070 PI ^ ft-»A'^ 971779 
ZU/7.\^lD.gZ*|j_x/l / /x 




PS 907 
Co xU/ 


DllD'tO 


9070 PI A <»<»A^ 97179ft 
ZU / 7. v> 1 0 .gZ4^_x / i / 5o 




PQ 907 

12rO XU/ 




9070 P90 atA^ 771 9^9 
ZU / y.^ZU.gZH-^^x / 1 o3Z 




PQ 907 
no XV/ 




9070 P91 tfjA'^ 9718/^8 
ZU /7.L/Z 1 ,gZ4^^Z / 1 oOo 




PQ 907 
no xu/ 


^0070^ 


9070 P9'^ o-yA'^ 971000 
ZU/7.^Z^.gZH^^x / l7UU 




PS 907 
no XV/ 


*T^xO /*r 


9070nO^«TA'^ 971 15 1^5 
ZU / 7 . L/U 3 .gZH^^Z / X 0 i 0 




PQ 907 
no XV/ 


9*5810^ 
xJoiyo 


9070 no A otA'^ 971 f^OQ 
ZU /7.JJUO.gZ*TO^Z / iOZ7 


M00042991D:C09 


ES 207 


452603 


2079 D09 £243 271677 


M00042991D:F06 


ES 207 


452830 


2079.D12.gz43_271725 


M00042992B:B03 


ES207 


451812 


2079.D15.gz43_271773 


M00042992B:B11 


ES207 


502343 


2079.D16.gz43_271789 


M00042992D:H02 


ES207 


75212 


2079.D19.gz43_271837 


M00042993A:D12 


ES 207 


513178 


2079.D21.gz43_271869 


M00042993B:C12 |ES 207 


446520 


2079.D23.g243_271901 
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Mu0042yy4CC0y 


Eb 207 


C AO ^ AO 

503628 


AATA T*?Af _ A *\ y ■« ^ 

2079 .E05 .g243_27 1614 


M0u042995C:E04 


ISO *\f\ft 

ES 207 


455716 


2079.E1 l.g243J271710 


M00u42996D:D12 


ES 207 


453804 


MAMA A 1 J A AMI AM A 

.2079.E2 1 .g243_27 1 870 


M00042997B:B07 i 


T?0 OAn 

ES 207 


451806 


2079.E23 .g243_27 1902 


M00042999A:D01 


ES 207 


403634 


2079.F07.g243_271647 


M00043(K)0C:H06 


ES 207 


f AAA AT 

509027 


2079.F14.g243_271759 


M00055413C:G09 


ES 207 


556126 


2067.P21 .g243_271 1 13 


M00055414C:C02 


T^O <^ A'T 

ES 207 


456520 


2068.A13.g243_271354 


M00055414D:G10 


ES 207 


482425 


2068. A2 1 .g243_271482 


M00055415D;C12 


ES 207 


561500 


2068.B15.g243_271387 


M00055415D:E10 


ES 207 


204557 


2068.B17.g243_271419 


M00055416A:C04 


ES 207 


561497 


2068 .B2 1 .gz43_27 1483 


M00055416B:F11 


ES 207 


561770 


2068.C07.gz43_27 1260 


M000SS416D:B03 


ES 207 


562477 


2068.C12.g243_271340 


M00055416D:D11 


ES 207 


558679 


2068.C14.g243_271372 


M00055416D:H11 


ES207 


555880 


2068,C18.gz43_271436 


M00055417A:G11 


ES 207 


131130 


2068.C21.gz43_271484 


M00055417C:A05 


ES 207 


550166 


2068 .D04.g243_27 12 13 


M00055417C:G03 


ES207 


561112 


2068.D05.gz43_271229 


M00055417D:D08 


ES 207 


557760 


2068 .D08 .gz43_27 1277 


M00055417D:H08 


ES207 


470667 


2068,D 10.gz43_27 1309 


M000554]8A:C12 


ES207 


561454 


2068.D12.gz43_271341 


M00055418A:E07 


ES207 


561682 


2068 .D 1 5 .gz43_27 1389 


M00055418A:F03 


ES207 


560252 


2068.D 1 6.gz43_27 1405 


M00055418A:H04 


ES207 


554774 


2068.D17.gz43_271421 


M00055418C:D08 


ES 207 


418562 


2068 .E05 .gz43_27 1230 


M00055418D:A03 


ES 207 


552561 


2068.E10.gz43_27 13 10 


M00055438D:BG5 


ES 207 


630348 


2068.E1 1 .gz43_271326 


M00055419D:D04 


ES 207 


561646 


A A ^ A T^A A AA AA^AV^ 

2068 .F04 .gz43_27 1215 


M00055419D:H07 


ES 207 


550018 


2068 .F09.gz43_27 1295 


M00055420A:E12 


ES 207 


561707 


A A / n 1^ 4 j| A A A l"V f A ^ 

2068.F14.g243_271375 


M00055420A:F01 


ES 207 


558958 


2068.F15.gz43_271391 


M00055420C:E08 


ES 207 


524736 


2068 .F22 .gz43_27 1 503 


M00055421A:A09 


ES207 


556793 


A A / rt 1A ilA ATYA'VA 

2068.G10.gz43_271312 


M00055421B:E05 


T^O A AT 

ES 207 


58680 


AA/^O /^AA ^ >l A ATI a\ A 

2068 .G22 .gz43_27 1504 


M00055421C:F06 


AT 

ES 207 


ATT 

561837 


A/\^0 T TA A _ A A AT t A AT 

2068.H09.gz43_27 1297 


M00055421C:G07 


ES 207 


AtS^ T AO 

491728 


A/\^0 TTl 1 jAA ATI AAA 

2068.H1 l.gz43_271329 


JVlUUU33*|-ZlLI.Orl i 






zuoo,riio.gz*tj_z / I'H/y 


M00055422B:B01 


ES207 


554489 


2068.H22.gz43_271505 


M00055422C:E10 


ES207 


554028 


2068.109.gz43_271298 


M00055422D:E12 


ES207 


631966 


2068.112.gz43_271346 


M00055423A:A10 


ES207 


561180 


2068.114.gz43_271378 


M00055423A:D02 


ES207 


560118 


2068.115.gz43_271394 


M00055423A:G08 


ES207 


449356 


• 2068.Il6.g243_27I410 
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T7C OAT 




ZUOO.ll / .gZ43__Z/ 14Z0 




tJC OAT 




, Zl/Oo JU4.g24j_Z / IZiy 








ZUOo ,jVD .gZ4^_Z / i Zj J 


MUUUjD4z'fA.AUo 


T7C OAT 




9AAfi TIT rr<7^^ OTl^/lT 
ZUOo « J JZ.gZ43_Z / 1 j4 / 




CC OAT 


4yzyoz 


OA/^fi TIQ et'rAI OTl^A^ 

zUOo.J 1 J.gZ4J^Z / IdOd 


MUUUD j4z4A.r U4 


CC OAT 


£10QQT 

Diz^yz 


OAAfi T1^ r»9AO OTI^O^ 
'ZUOo J 1 3.gZ4 J_Z / 1 J9 J 


MuUUjj4z4A:rUo 


"CC OAT 


ylQATT 


zUoo J 1 D.gZ4 J_z / 14 1 1 


M0u055424B:DU4 


trO OAT 

bo 207 


r r-A^OA 

^jVioO 


OA/CO VAl rro/fa OT11TO 

zUoo .JvO 1 .gz45_z / 1 1 /Z 


X>rAAACC>f A .UAO 


T70 OAT 

bo zU/ 




OA^ft T^lil f»T/l'a OTT^ftA 
ZU0o.JVl4.gZ4J_Z/ IJoU 


Mu0055425B:u12 


TJC OAT 

bo zU/ 


j01d4D 


zUoo.Jvl / .gZ45_Z / 14zo 


X yf AA A C C yf O CD .'CAil 

Mu0055425B:ruo 


CC lAT 

bo 207 


ylO'li1 1 A 
4^3410 


OA/ift VOA rrTA'3 OTIATA 
ZUOO.iVzU.gZ43_Z / 14 to 


X jfAAAC C >n I A /\£ 


CC OA*? 

bo 2U7 


A 1 OOOO 

41ZZoZ 


ZOOo X 1 5 .gZ45_Z / 1 5 0 J 


"K iff A A AC c A^^ Ai 

M0005547 1 CrBOl 


■DO OAT 

bo 207 


4yzo /O 


zU0<S,irfl4.gZ45_Z / 1 Jo 1 


TVJfAAAC Cym /^.T^A/I 

MUUuj34 / 1U:1JU4 


trC OAT 

bo 20/ 




ZUOo.L/iO.gZr J^Z / i'l'io 


XilAAACC/in A ."D 1 O 

M00055472A:B 12 


CC OAT 

bo 207 


K^i^A 1 1 
j0141 1 


OA^S lUfA^ OTT^^R 
ZU0o,mUj.gZ4j_Z / IZjo 


X if AAACC vlTO A .TAO 

M00055472A:r02 


"CO OAT 

bo 207 


40oO/Z 


zUOo.jyiUo.gZ45_Z/lZoO 


M00055472 A:HO 1 


■CC OAT 

bo 207 


3D i loo 


OA^Cfi liifAO ftvAT 0T1M0 

ZU0o.MU9.gZ4 J_z / ioUZ 


H X/\AAf S A ^^^.f^ 1 1 

M00055472C:G1 1 


IDC OAT 

ES 207 


549511 


OAilQ \A10 «v<»AO 'i^^AAii 

zUOo .M 1 o.gZ4 J_Z / 1440 


M00055472D:H09 


"CO OAT 

Eo 207 


562017 


OA/CQ XTA'S r»-vA^ 0T10AT 

zUo o . jN 05 .gZ45_z / 1 zO / 


M00055473B:D01 


ES 207 


CCil/f OA 

555490 


OAi:Q XTAQ tfw>IO OTITCT 

z06o.lN0o.gZ43_Z / iZo / 


M00055473B:E10 - 


¥?C> OAT 

ES 207 


CiCI T1 O 

5ol71o 


OAiCQ XT1 A ««*»AO OTIIIQ 

2U6o . IN 1 U.gZ45__z / 1 J 1 9 


M00055473C:A05 


ES 207 


559076 


0A£0 XT 1 O 0T10<1 

2U6o .rs 1 2.gZ43_z7 1551 


M00055473C:E06 


ES 207 


554181 


OA/CO XTK OTTaOD 

2U6o.JN 15.gz45__Z / 1599 


M00055473C:H05 


OA^ 

ES 207 


fiOOOOA 

522220 


OA^Q XT1 rv^/IO OTIAl^ 

z06o.lN 10.gz45_z / 14 15 


M00055473D:E01 


"DC OAT 

ES 207 


T<0 

561 /5J 


OA/Cfi XJOA n'vA'i 0T1AT0 
zU0o.lNzU,gZ45_Z/14/9 


M00055474A:B05 


T7C OAT 

ES 207 


</iOOAO 

562302 


OA/CO XTOO *»»»A'a OTKll 

zU6o .IN ZZ .gZ45_z / 1 5 1 1 


M00055474A:G0o 


T7CI rvT 

ES 207 


449795 


OA/CO /^A'i OTlOAfi 

zU6o.UU5.gZ45_Z / IzOo 


M00055474B:G02 


T?0 OAT 

ES 207 


4556512 


OAiCO r\AQ r^'vAl OTTaAA 

z06o . U09.gZ45_z / 1 5U4 


M00055474C:H12 


T7C OAT 

bo 207 




zUO 0 . ii 1 4 .gZ4 J^Z / 1 J 04 


M00055474D:E07 


"CC OAT 

bo 207 


O/CQ 1 AT 

z6ol9/ 


ZUOo.v-l 1 o.gZ4 J_Z / 14*f 0 


■fc ir/\ A A C C A^£ T% . A A f 

M00055475D:A05 


"DC OAT 

Eo 207 


A 1 TAOiC 

41 /4zO 


ZU05.I: l^.gZ4j^Z / X JD J 


M00055475D:A10 


tyP OAT 

Eo 207 


5ozlo/ 


OA^fi T>1^ ffvA^ OTl^ft^ 
zU0o.rl4,gZ4J_Z i IJOD 


M00055475D:B07 


TJC OAT 

bo zU/ 


^COTI^ 
HJD / 1 J 


ZUOo.Ir lu.gZTj^Z / AT-i / 


M00u55475D:(j0o 


rjc OAT 
bo zU/ 


^AATAA 


ZUOo .1; 1 0 .gStJ^Z / 1tt7 










M00042ol 1A:A01 


UC OAfi 

bo zUo 


*»*iyuoo 


ZU07*/\vl .g2TJ_Z07 /\IO 


XiTAAAil^^l^ A .n 

M00042ol2A:B06 


CO OA© 

bo zUo 


ilA^l AT 


OAftO Artl^ ord'^ 9f;07»R 
ZUoy.AuD.gZH J__Z07 /oo 


IVI 0004761 A-HOl 


ES 208 


453783 


2089.A15.gz43_269932 


M00042613C:F06 


ES208 


> 453783 


2089.A18.gz43_269980 


M00042614A:C04 


ES208 


520074 


2089.A22.gz43_270044 


M00042614A:H02 


ES 208 


524157 


2089.A23.gz43_270060 


M00042614C:B09 


ES208 


447446 


2089.A24.gz43_270076 


M00042614D:A12 


ES 208 


453220 


2089.B03.gz43_269741 


M00042616A:D03 


ES208 


527590 


2089.B10.gz43_269853 
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M00042617C:B07 


ES 208 


453385 


2089 B20 2243 270013 


M00042618B:G04 


ES 208 


453893 


2089 C03 2743 269749 


M00043001A:C10 


ES 208 


451850 


2079 F16 2243 271791 


M0OO43O01B:COl 


ES208 


503122 


2079 F17 2243 271807 


M00043001B:E02 


ES 208 


452969 


2079 F18 2243 271823 


M00043001BJi01 


ES 208 


452325 


2079 F19 2243 271830 


M00043001C:C03 


ES 208 


451891 


2079 F20 2743 271855 


M00043002A:G09 


ES 208 


507450 


2079 F23 2243 271903 


M00043002B:E06 


ES 208 


454849 


2079 F24 2243 271010 


M00043003AH07 


ES 208 


452976 


2079 Gil 2243 771719 


M00043003C'A02 


ES 208 


452392 


2079 Gl 5 2743 271776 


M00043003C:G10 


ES 208 


452866 


2079 G18 2z43 271824 


M00043003D:D10 


ES 208 


455132 


2079 G20 2243 271856 


M00043004AC08 


ES 208 


503625 


2079 G22 2z43 271 888 


M00043004A-C10 


ES 208 


448381 


2079 G23 ffr43 971 004 


M00043005AB06 


ES 208 


452504 


2079H06 2z43 271633 


M00043007B-D12 


ES 208 


366607 


2070 H24 2743 971091 


M00043007DF07 


ES 208 


452186 


2079 105 2743 27 1 6 1 8 


M00043008DE12 


ES208 


504812 


2079 115 2243 271778 


M00043008D-H09 


ES 208 


508126 


2070117 2743 771 RIO 


M00043 009B ^rOQ 




502984 


2070 TIO 2743 771847 


M00043009B-FII 


ES 208 


452160 


2079 120 2z43 271858 




ES 208 


451794 


2079 J09 2743 271683 


iVXV/VV'T-/ V X XXJ.X-'V'J 


E^ 208 


50443 1 


2079 Jl 5 0743 77 1 770 

XiV/ f 7t^ X <J tQXrf J ^_Xt 1 X t $7 


M00043011CH09 


ES 208 

X^O ZivrO 


508125 


2079 J19 2743 271843 


M0004301 lD-ri2 

IVXV/W VT*?W X 


ES 208 


502614 


2079 T22 &743 971801 


M000430 12A-E02 


ES 208 


452110 


2079 K03 2z43 271588 


M00043012A-F06 


ES 208 


453572 


2079K04 2z43 271604 


M00043012DA06 

ivx w v/\/~»/ v X ^x^ •^xv*/ 


ES 208 


449510 


2079 KIO 2z43 271700 

Xt\i 1 7.XVX v/.g^A^J Xt 1 X t \j\J 


M00043013B'A06 


ES 208 


500896 


2079K13&743 271748 


M00043013C-A01 


ES208 


455117 


2079 K16 2243 271796 


M00043013DF03 


ES 208 


455621 


2079 Kl 8 2243 271828 


M00043014BG12 


ES 208 


454226 


2079 K22 2243 271892 


M00043014C-F07 


ES 208 


505933 


2079 K23 2243 271908 


M00043014CG06 


ES 208 


507066 


2079K24ez43 271924 


M00043017DB06 


ES 208 

XaihaP X«\/U 


455855 


2079 L13 2243 271749 

Xt\f 1 ^ »XJ X «/ -f^^'^-' X» / X t ~ ^ 


M00043020A-A03 


ES208 


452440 


2079 L15 2243 271781 


M00043020A:G12 


ES208 


452922 


2079.L16.gz43_271797 


M00043021A:A09 


ES20g 


452445 


2079X18.gz43_271829 


M00043021A:B06 


ES208 


452528 


2079.L19:gz43_271845 


M00043021A:C04 


ES208 


454286 


2079.L20.gz43_271861 


M00043021A:H06 


ES208 


453078 


2079.Ul.gz43_271877 


M00043021BJI03 


ES208 


452973 


2079i22.gz43_271893 


M00043021D:F10 


ES208 


514824 


2079.M01.gz43_271558 
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M00043022D:A07 


ES 208 


500622 


2079.M0o.g243_27 lo36 


M00043023D:D06 


ES208 


513381 


2079 .M 1 3 .g243_27 1750 


M00043024BJI11 i 


ES 208 


453079 


2079 ,M20.gz43_27 1 oo2 


M00043025A:C01 


ES 208 


456755 


2079.M22.g243_27 1 894 


M00043025A:D09 


ES 208 


452648 


2079.M23 .g243_27 1910 


M00043026D:D06 


ES 208 


452031 


2079.NlLg243_271719 


M00043027B:C04 


ES 208 


452618 


2079.N 14.g243_27 1767 


M00043027D:G12 


ES 208 


452873 


2079 .N 1 8.gz43_27 1831 


M00043028B:F08 


ES208 


454487 


2079.N2 1 .g243 J27 1 879 


M00043028C:H09 


ES208 


453038 


^/\'VA lk.T^4 ^^A*^ *\^\t\\ 1 

2079.N23 .g243_27 1911 


M00043029A:E11 


ES 208 


452759 


2079.005 .gz43_27 1 624 


M00043029B:C09 


ES208 


512432 


2079.O07.gz43_27 1656 


M00043029B:F09 


ES 208 


269927 


2079.009 .gz43_271688 


M00043029B:G10 


ES 208 


516799 


2079.0 10.g243_27 1704 


M00043029C:D01 


ES208 


448550 


2079.01 l.gz43_271720 


M00043030C:B11 


ES 208 


452501 


2079.O21.gz43_271880 


M00043030C:F03 


ES 208 


515127 


2079.O22.gz43_271896 


M00043030D:G03 


ES 208 




2079.P01.gz43_271561 


M00043031A:B01 


ES 208 


452523 


2079.P02.gz43_271577 


M00043032B:H01 


ES 208 


452957 


2079.P 1 1 .gz43_27 172 1 


M00043033C:C05 


ES 208 


452611 


2079.P2 1 .gz43_27 loo 1 


M00043033C:D05 


ES 208 


452611 


2079 .P23 .gz43_271913 


M00043075A:B12 


ES 208 


519109 


2089.C14.gz43_26991o 


M00043076A:A09 


ES208 


518566 


2089.C22.gz43_270046 


M00043077B:H01 


ES 208 


448985 


f%r\af\ T%A^ ^ AO O^AOAT 

2089.D07.gz43_269o07 


M00043077D:E12 


ES 208 


417549 


2089.D09.gz43_269839 


M00043077D:F04 


ES 208 


522648 


2089.D 1 0.gz43__269855 


M00043078C:C04 


ES208 


519641 


f\f\af\ TNI it ^ AO O^AAl A 

2089.D 1 4.gz43_2699 1 9 


M00043078C:H05 


ES 208 


523732 


2089.D16.gz43_26995 1 


M00043079C:D08 


ES20g 


453554 


f\/\r\f\ TNIA ^—AO ^^AAAA 

2089 .D 1 9.gz43_269999 


M00043079D:G10 


ES 208 


523182 


2089.E01 .gz43_269712 


M00043080A:C03 


ES20g 


451583 


2089.E02.gz43_269728 


M00043080B:B0S 


ES208 


453297 


2089.E03 .gz43_269744 


M00043080B:C11 


ES 208 


519988 


2089 .E04.gz43_269760 


M00043081D:A10 


ES 208 


446614 


208 9 .E09 .gz43_269o40 


M00043082D:B05 


ES 208 


454562 


2089.E17.gz43_269966 


M00043085C:A03 


ES 208 


453160 


2089.E24.g243_2700oO 


M0004308oA:C02 






2089 F03 ez43 269745 


M00043086D:B09 


ES208 


453248 


2089.F08.gz43_269825 


M00043087B:D10 


ES208 


44943C 


2089.F13.gz43_269905 


M00043088B:D07 


ES 208 


395536 


2089J16.gz43_269953 


M00043089A:D06 


ES208 


520616 


2089.F21.gz43_270033 


M00043090B:H06 


ES208 


52447C 


2089.F24.gz43_270081 


M00043090D:H07 


ES208 


524478 


2089.G03.gz43_269746 
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pinnprn 


ESNo 


ClusterlD 


SequenceName 


M00043091C'H05 


ES208 


530656 


2089.G07.gz43_269810 


M00043091C'H08 


ES 208 


454910 


2089.G08,gz43_269826 


M00043091D-C01 


ES 208 


454374 


2089.G09.gz43_269842 


M00043091D'F03 


ES 208 


402242 


2089.Gll.g243„269874 


Mfl0043092DD06 


ES 208 


454531 


2089.G18.gz43_269986 


Mnn04'^nQ3A-A06 


ES 208 

X>kJ 


454177 


2089.G20.gz43_270018 


Mnn04'^0Q3T)*F12 

iYXv\/V/*T^\/7^X^.l 


ES 208 


454701 


2089.H02.gz43_269731 


M0n043O04A*F01 


ES 208 


' 529219 


2089.H03.gz43_269747 


IVl\/V/\/*T J U V-/ . iA, 1 


ES 208 


525023 


2089.H06,gz43_269795 




208 


449202 


2089 JI12.gz43_26989 1 




ES 208 

xju A>vo 


528134 


2089JI13.gz43_269907 




FS 208 


454509 


2089.H16.g243_269955 


J.V1 U U 3 U " D . riut 


FS 208 


451972 


2089JH17.gz43_26997 1 


A/tnnri/1 "3^07 A -T^l 1 


JDO ZUO 


527873 


2089.H21.gz43 270035 


Viuuu*f juy //v.ruo 


F<5 208 


387530 


2089.H22.gz43_27005 1 


uy / JJ .15 1 z 


pc onx 

CO zuo 


454226 


2089.102.gz43_269732 




FS 908 


453533 


2089.115.gz43_269940 




FS 208 


520057 


2089.117.gz43_269972 


\4nnn4^ini A'F17 


F^ 208 

ZvO 


522548 


2089.120.gz43_270020 


■\ifrtnn/i'2 1 ni <^«1717 


F^ OOR 
c*o zuo 


453846 


2089.122.gz43_270052 




F^ 208 
CO zv/o 


453364 


2089.J01.g243_269717 


yiXJVWj 1 UZ A.0 1 Z 


FQ 20R 
zuo 


523590 


2089.J04.gz43_269765 


JVIUUUH3 1 uzu.r 


F^ 208 


453761 


2089.J05.gz43_269781 


MUUU4^ 1 UZl^.l^UJ 


F^ 208 
CO zuo 


446728 


2089J09.gz43_269845 




F^ 208 

ICiO xuo 


453766 


2089. Jl l.gz43_269877 




FS 208 

CO Z>\JO 


449335 


2089.J12.gz43_^269893 


Tv/fnnnA'5 1 hat^ -poo 


F^ 208 


453494 


2089.J20.gz43J70021 


\A(\n(\A'X 1 A 'TJOO 
iviuuu'rj lu^A.r yz 


FS 208 

x^o ^v/o 


453809 


2089.K01.gz43__269718 




ES 208 


450287 


2089.Kll.gz43__269878 




FS 208 


453572 


2089.K12.gz43_269894 


iVJLUUUH.3 lU / A.llU / 


FS 208 


453726 


2089.K17.gz43_269974 


iv/fnnn/i'i i n7n'MnA 


FS 20X 
^uo 


450566 


2089.K2 1 .g243_270038 


\4nnnA'3 1 nsm* Am 


FS 208 

CO ^uo 


453132 


2089.K23.gz43_27007d 


JVIU UU't ^ 1 U o 15 .1/ 1 Z 


FS 208 
CO z>uo 


453549 


2089.L01.gz43_269719 




FS 208 
CO ^uo 


454720 


2089,L06.gz43_269799 


ivyrnnnA^ i q i A 1 1 


FS 208 
CO zuo 


454134 


2089.L07.gz43_269815 


Nyf nnnA^ 1 ^ iR>rvi n 


FS 208 


454825 


2089.Lll.gz43_269879 


M00043131C:A11 


ES 208 


451391 


2089.L13.gz43_269911 


M00043131D:B02 


ES 208 


525719 


2089.L15.gz43_269943 


M00043132C:D02 


ES 208 


454483 


2089.L22.gz43_270055 


M00043134C:D06 


ES 208 


454518 


2089.M09.gz43J69848 


M00043135C:E07 


ES 208 


45455C 


) 2089.M12.gz43_269896 


M00043135DA11 


ES 208 


45412£ 


i 2089.M13.gz43_269912 


M00043135D:C07 


ES 208 


526575 


; 2089.M14.gz43_269928 
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M00043136A:D03 


ES208 


527361 


2089.M17.gz43_269976 


M00043137C:D02 


ES208 


452936 


2089.N04,gz43_269769 


M00043137D:D10 


ES208 


454438 


2089.N06.g243_269801 


M00043138A:H03 


ES208 


523753 


2089.N09.gz43_269849 


M00043138B:B08 


ES208 


407275 


2089.N10.gz43_269865 


M00043138B:F02 


ES208 


93125 


2089.N12,g243_269897 


M00043138B:G11 


ES 208 


437064 


2089.N13.gz43_269913 


M00043138C:D09 


ES208 


449394 


2089.N 1 5 .gz43_269945 


M00043139C:A05 


ES208 


524622 


2089.N23 .gz43_270073 


M00043139D:A06 


ES 208 


524624 


2089.O02.gz43_269738 


M00043140C:D03 


ES 208 


527446 


2089.O04.gz43_269770 


M00043140C:H11 


ES 208 


530919 


2089.O07.gz43_2698 1 8 


M00043141C:C12 


ES 208 


415326 


2089.0 10.gz43_269866 


M00043141D:A12 


ES208 


454129 


2089.O13.gz43_269914 


M00043144D:H01 


ES208 


454050 


2089.P03.gz43_269755 


M00043146C:D10 


ES 208 


520595 


2089.P09.g243_269851 


M00043146C:F10 


ES208 


453756 


2089.P10.gz43_269867 


M00043146DiI03 


ES208 


455941 


2089.P13.gz43_269915 


M00043147D:H03 


ES 208 


524363 


2089.P15.gz43_269947 


M00043148C:E01 


ES208 


453692 


2089P17.gz43_269979 


M00043149B:A01 


ES208 


453202 


2089.P20.gz43_270027 


M00043149D:F02 


ES208 


522220 


2090.A03,g243_273939 


M00043150A:B12 


ES208 


518949 


2090.A04.gz43_273955 


M00043151B:D02 


ES208 


454460 


2090.A12.gz43_^274083 


M00043152A:F10 


ES208 


454731 


2090A17.gz43_274163 


M00043152A:G08 


ES 208 


456723 


2090A18.gz43_274179 


M00043152B:H04 


ES 208 


530939 


2090.A23 .gz43_274259 


M00043153B:B09 


ES 208 


519378 


2090.B01.gz43_.273908 


M00043156C:E05 


ES208 


528404 


2090.C03.gz43_273941 


M00043158A:F03 


ES208 


522869 


2090.C12.gz43_274085 


M00043159A:C01 


ES 208 


526449 


2090.C18.gz43_274181 


M00043160B:E05 


ES208 


521840 


2090.D02.gz43_273926 


M00043162D:E06 


ES208 


453730 


2090.D 1 7,gz43_274 1 66 


M00043168C:F03 


ES2G8 


446768 


2090J05,gz43_273976 


M00043169A:F05 


ES208 


453804 


2090.F09.gz43_274040 


M00043169A:H08 


ES208 


524100 


2090.F1 1 .gz43_274072 


M00043169C:D10 


ES208 


453569 


2090.F 1 5 .gz43_274136 


m00043171B:G05 


£S 208 






M00043171D:G08 


ES 208 


450784 


2090.G17.gz43_274169 


M00043172A:D08 


ES 208 


401160 


2090.G18.gz43_274185 


M00043172C:B05 


ES 208 


234270 


2090.G23.gz43_274265 


M00043172C:G06 


ES 208 


453946 


2090.H01.gz43_273914 


M00043172D:H03 


ES 208 


128749 


2090.H06.gz43_273994 


M00043173B:F03 


ES208 


453354 


2090,Hll.gz43_274074 
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ClusterlD 


SequenceName 




PC onft 


4j32jO 


209U.rll 3 .gz43_274 1 06 




*CC OAQ 

CO zUo 


CAACAn 


2090.rll 5 .g243_274 1 3 8 


JV1UUU4J 1 /*f A.VjU4 


bo zUcS 


AC AO 1 A 

4j4o10 


AAAA til ^ ^_ifO ATittTA 

2090.rll7.gz43_274170 


MUUU4 J 1 /4n:l>Uo 


"CO 1AO 

bo 208 


A 1 OilAO 

413693 


2090.il 1 8 .gz43_274 186 


JVIUUU431 /4V^:CUD 


CO AAO 

bo 208 


526733 


AAAA TJJAA ^ A^ A'TilAtO 

2090.H20.gz43_2742 1 8 


■K/fAHA/iQ 1 '7/;/^. A A1 

IVlUUU4^1 /0L:AUl 


"CC OAO 

bo 208 


325315 


2090.11 l.g243_274075 




CC AAO 

£S 208 


AC A £.£.A 

454664 


2090.I13.gz43Jd74107 










MUUU425 y2 A:il02 


Eo 209 


CSCW >l A 

539142 


AAAA A A^ -^_ilO AAi4ilO^ 

2092.A07.gz43_274486 


MU0042594C:D02 


£S 209 


455405 


AAAA AAA it A O'YjI'^A^ 

2092 . A22 .gz43274 726 


H/TAAAyl ACAC A .15A^ 


CO *>AA 

bo 209 


A A ^A^O 

447278 


AAAA TiAl ^_>IA AlilAAl 

2092.B01.gz43_274391 


M00042599D:E07 


T7r» ^ AA 

ES 209 


AC C A ^ A 

455460 


AAAA mc jIA ^^A^IC 

2092.B15.gz43_274615 


X if A An >l O ^ A AT\ .D A O 


T?Ci O AA 

ES 209 


455117 


A AAA T>A A A A it <t\C 

2092.B20.gz43_274695 


XAAAAyl ^/lAATN.CI 1 


CO AAA 

ES 209 


i1 A^ AA 

452392 


AAAA TiAl ilA A^JfTII 

2092.B21 .gz43_27471 1 


M00042637C:E12 


T?C AAA 

ES 209 


536171 


AAAA TiAA ^ j4A AtilAA*^ 

2092 .B22 .gz43_274727 


M00042o3/D :B 12 


T7C 1AA 

ES 209 


455814 


AAAA "OAA ilA A^jl^ilA 

2092.B23 .gz43_274743 


X jrAAA>l'^^^OT\./^ 1 A 

M00042o3 6U:Q1 0 


T70 OAA 

ES 209 


A ccno A 

455/64 


AAAA ^AA ^ A A A'VilitAO 

2092,C02.gz43_274408 


Tk if AAA J ■^/'■^ AT\ TTAil 

M00042639D:H04 


T^O AAA 

ES 209 


455880 


AAAA A^AA ilA AA^f AA 

2092.C09.gz43_274520 


X ilAAAyl1^ylA/>.^1 A 

M00042o40C:C10 


T^O AAA 

ES 209 


455201 


2092.C1 l.gz43_274552 


X if AAA >l i* ATV T\At 

MOO 042640D :D0 1 


T^O AAA 

ES 209 


455375 


2092 .C 1 2 .gz43_2745 68 


M00043 1 78C:C0 1 


T70 A A 

ES 209 


y|f >IO A^ 

454324 


AAAA TAA - yf A ^^A^CI 

2090.122 ,g243_27425 1 


11 iTAAAif^ 1 ^O/^ /^A^ 

M00043 J 78C:G06 


T^O A AA 

ES209 


f A Arf j| A 

529742 


AAAA TA >l wlA AA>IADA 

2090.124.gz43_274283 


X if AAAil^ 1 OA/> nA^ 

M000431oOC:B02 


T^O AAA 

ES 209 


452325 


A/\AA TAO if A /%A>tAAO 

2090 JOS .gz43_274028 


M00043181C:C10 


T?0 AAA 

ES 209 


526539 


AAAA il jIA AAillAil 

2090.J14.gz43__274124 


A 4"AAA if O 1 O 1 ^ T^AZ* 

M00043181C:F06 


T^r» AAA 

ES 209 


^ A A AAT 

529037 


AAAA >fA AAiflifA 

2090J15.gz43__274140 


X ifAAAylO 1 C^Ti./^AO 

M00043 1 82B:C02 


T^O AAA 

ES 209 


454311 


AAAA T10 ^_>IA AA>I100 

2090. Jl 8 .gz43_2741 88 


"K if AAA vIO 1 A ./^A>i 

M00043183A:C04 


T^O AAA 

ES 209 


454363 


AAAA T>^AA ^ if O A AAAA A 

2090.K02.gz43_273933 


X if AAA>I O 1 /*«-T% AO 

M00043 1 83C:B08 


•r?0 AAA 

ES 209 


525781 


AAAA ^ A^ A^AAAA 

2090.K06.gz43_273997 


X iTAAA >l O 1 O /I TX. A A^ 

M00043184D:A02 


T-i O '^AA 

ES 209 


447536 


AAAA XT^^ A'i AAill^A 

2090.K17.gz43__274173 


X if A AA >f O 1 O ^ TX f^t\^ 

M00G43 1 84D:G06 


T^CS AAA 

ES 209 


432159 


ArvAA Ti^AA y1 A A'lilAAl 

.2090 .K20 .gz43_27422 1 


X Ki\r\r\. A^ y o cx^ .T\.i\^ 

M00043185B:D02 


in O AAA 

ES 209 


527679 


AAAA T Al ^^A'i AAAAIO 

2090 .LO 1 .gz43_2739 1 8 


XiTAAAilO 1 All 

MU0043 1 86C 1 


CO AAA 

Eb 209 


524721 


AAAA T A^ Mfvifl A*7AA1 A 

2090.L07.gz43_274014 


XirAAA/1'5 1 C^T^. A f\£. 

M00043 1 8dD: AOo 


CO AAA 

Eo 209 


<A ATA^ 

524706 


AAAA T AA ^..AO ATilA/l^ 

209u.L09.gz43_274046 


XifAAAyl'2 1 Oi^T^.TSAA 

M00U43 1 o6D:B09 


CO AAA 

ES 209 


AA<>f C< 

425455 


AAAA T 1A f^r^AI ATAAiCA 

2090XlU.gz43_274062 


Xif AAAilO 1 QTO.r^AO 


CO AAA 

bo 209 


<OAAAA 

530094 


AAAA T lA n^AO ATA AAA 

209U. JLrl 2 .gz43 J274094 


\/f AAA/IO 1 Qnr^*X2(\iL 


CO AAA 

bo 209 


<AQA>^A 

52o3oy 


AAAA T lO r»>»/l^ A'7A1 1 A 

2090. b 1 0 .gZ43__274 1 1 U 


"NyfAAA/lO 1 OTl^.UAyl 

MUUU43 lo /JJtrl04 


CO AAA 

bo 209 


DiUy /I 


A AAA T 1 ^ r».9i4 0 ATAl^C 

209U.blO.gZ43_2/41jo 




C/O 




9000 T 17 P743 974174 


M00043189C:F08 


ES 209 


528981 


2090.M02.gz43_273935 


M00043189D:B11 


ES209 


452231 


2090.M05.gz43_273983 


M00043190A:B10 


ES 209 


454202 


2090.M07.gz43_274015 


M00043191C:G05 


ES 209 


404081 


2090.M17.gz43_274175 


M00043192B:H06 


ES 209 


453983 


2090.M20.gz43_274223 


M00043193C:G11 


ES209 


523674 


2090.N04.g243_273968 
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M00043193C:H09 


ES209 


452775 


2090.N06.gz43_274000 


M00043194A:G06 


ES209 


453890 


2090 .N 1 1 .gz43_274080 


M00043194C:A05 


ES209 


453177 


2090.N14.gz43_274128 


M00043194D;E10 


ES 209 


289316 


2090,N16.gz43_274160 


M00043195D:A05 


ES 209 


518172 


2090.N20.g243_274224 


M00043197D:H12 


ES209 


454007 


2090.O09.gz43_274049 


M00043198A:F01 


ES209 


. 453818 


2090.0 1 1 .gz43_27408 1 


M00043199A:F03 


ES 209 


452182 


2090.0 14.gz43_274 129 


M00043201D:D03 


ES209 


454463 


2090.P01 .g243_273922 


M00043203B:E07 


ES 209 


528616 


2090.P 1 0.gz43_274066 


M00043210C:E08 


ES 209 


454629 


2090.P22.gz43_274258 


M00043417A:H12 


ES 209 


539804 


2092 .C 1 8 .gz43_274664 


M00043417B:F12 


ES209 


455601 


2092.C20.gz43_274696 


M00043417C:F12 


ES209 


447380 


2092.C21 .gz43_274712 


M00043418A:A06 


ES209 


422223 


2092.C23.gz43__274744 


M00043420C:C02 


ES209 


455289 


2092.D09.gz43_274521 


M00043421C:G07 


ES209 


449067 


2092.D 12.g243_274569 


M00043422B:C03 


ES209 


455162 


2092.D13.g2s43_274585 


M00043425CH11 


ES209 


539452 


2092.E07.g243_274490 


M00043427C:E11 


ES 209 


544355 


2092.E10.gz43_274538 


M00043428CA08 


ES209 


531461 


2092.E 1 5 ,gz43_2746 1 8 


M00043428D:C10 


ES209 


455220 


2092.B17.gz43_274650 


M00043428D:E02 


ES 209 


536038 


2092 .E 1 8 .gz43_274666 


M00043430D:C01 


ES209 


455254 


2092.E20.gz43_274698 


M00043433A:F02 


ES209 


537451 


2092.F08,g243_274507 


M00043434A:H02 


ES209 


452128 


2092.F10.gz43_274539 


M00043434B:D06 


ES 209 


535129 


2092.Fll.gz43_274555 


M00043434B:E04 


ES209 


452801 


2092.F 12.gz43__27457 1 


M00043438B:E10 


ES 209 


404461 


2092.G04.gz43_274444 


M00043438C:D12 


ES209 


535436 


2092.G05.gz43_274460 


M00043439C:D05 


ES209 


535123 


2092 .G08 .gz43_274508 


M00043441D:A09 


ES 209 


455132 


2092.G17,gz43_274652 


M00043442A:D02 


ES209 


534519 


2092.G1 8.gz43_274668 


M00043446B:H01 


ES209 


456020 


2092.H09.gz43_274525 


M00043446C:E04 


ES 209 


455808 


2092H1 l.gz43_274557 


M00043446C:E08 


ES209 


400258 


2092.H12.gz43_274573 


M00043446C:E10 


ES209 


456530 


2092.H13.gz43_274589 


M00043446C:G09 


ES 209 


JH/bDZ 




M00043447A:F02 


ES 209 


455572 


2092.H15.gz43_274621 


M00043447CA06 


ES 209 


454994 


2092.H18.gz43_274669 


M00043448B:E08 


ES 209 


455501 


2092JI22.gz43_274733 


M00043448C:D05 


ES 209 


456742 


2092.H23.gz43_274749 


M00043448C:G07 


ES 209 


538582 


2092.H24.gz43_274765 


M00043448D:H09 


ES 209 


451023 


2092.104.gz43_274446 
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FQ TsJa 
Ho JNO 




SeqiienccNam6 






448046 


9009 TOO 07 A'^ 9 74^9 ft 


M0004'^44QD-A06 

i.Vl W J "T^ ^ J-/ . /A W 




447S'^4 


9009 no o^A'X OlAUO 


M00043440D-E0Q 


FS 90Q 

Jut? 


91S^fifi 


9009 Tl 1 o^A'X 974<;Sft 


Mfloo4'^4snR-n 1 


F<s 900 


A^ly)AQ 


9009 Tld o'jAI 97AA0A 
ZUyz.H4.gZ4j_Z /4OU0 




F^ 900 


A^fn^'^ 


9009 Tl ^ o-yA'^ 97AA00 
Z.\jy/. .IID ,gZnD_Z 1 'f OZZ 


Mnon4'^45nr'Pi i 


FQ 900 


A<>A^f^"^ 


9009 T17 oryAl. OlAf^^A 




FQ 900 

JDo ZU7 


A^fk'iM 

HDOxyjj 


9009 T90 rt-yA'^ 00A700 
Zv7Z.lZU.gZ43_Z /4 /UZ 


lYlUUU't j*tJ xD»mJ\)0 


PC OAQ 
Co 


/lAftO^O 
44oZjU 


0000 TO! <V9A^ OOATlft 
zuyz.iz 1 ,gZ4^^Z /4 / lo 




Co <4U7 


44/ZJo 


9000 TO A o-vAQ 00AO</5 
ZUyZ.lZ4.gZ4^^Z /4 /OO 


lylVsJV'rjHj/.lJtiJSjJ 


■CO 000 
CO z.\Jy 


^cofi^n 


9000 TOft OTA A 1 1 
ZliyZ.JUo.gZ40^Z /43 i 1 




"cc OAQ 
Co ZU7 
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We Claim: 

1. M isolated pol)iiucIeotide comprising a niicleolide sequence wUc^^^ 
stringent conditions to a sequence selected from the group consisting of SEQ ID NOS: 1-6010. 

5 

2. An isolated polynucleotide comprising at least 15 contiguous nucleotides of a nucleotide 
sequence having at least 90% sequence identity to a sequence selected from the group consisting of: 
SEQ ID NOS:1-6010, a degenerate variant of SEQ ID NOS:1-6010, an antisense of SEQ ID 
NOS:1-6010, and a conqplement of SEQ ID NOS:1-6010. 

10 

3. An isolated polynucleotide comprising at least 15 contiguous nucleotides of a nucleotide 
^ sequence selected from the group consisting of: SEQIDNOS:1-6010, a degenerate variant of SEQ 

ID NOS:1-6010, an antisense of SEQ ID NOS:1-6010, and a complement of SEQ ID NOS:1-6010. 

15 4. The isolated polynucleotide of claim 3, wherein the polynucleotide comprises at least 

1 00 contiguous nucleotides of the nucleotide sequence. 

5. The isolated polynucleotide of claim 3, wherein the polynucleotide comprises at least 
200 contiguous nucleotides of the selected nucleotide sequence. 

20 

6. An isolated polynucleotide comprismg a nucleotide sequence of at least 90% sequence 
identity to a sequence selected from the group consisting oC SEQ ID NOS: 1-6010, a d^enerate , 
variant of SEQ ID NOS:1-6010, an antisense of SEQ ID NOS:1-6010, and a complement of SEQ 
IDNOS:1-6010. 

25 

7. The isolated polynucleotide of claim 6, wherein the polynucleotide comprises a 
nucleotide sequence of at least 95% sequence identity to the selected nucleotide sequence. 

8. The isolated polynucleotide of claim 6, wherem the polynucleotide comprises a 
30 nucleotide sequence that is identical to the selected nucleotide sequence. 

9. A polynucleotide comprising a nucleotide sequence of an insert contained in a clone 
deposited as ATCC Accession No. PTA-2027, PTA-2028, PTA-2029, PTA-2030, PTA-2031, 
PTA-2032, PTA-2033, PTA.2034, PTA-2035, PTA-2036, PTA-2037, PTA-2038, PTA-2039, PTA- 

35 2040, PTA-2041, PTA-2042, PTA-2043, PTA-2044, PTA-2045, PTA-2046, PTA-2047, PTA.2050, 
PTA-2051, PTA-2052, PTA.2053, PTA-2054, PTA-2055, PTA.2056, PTA.2057, PTA-2058. PTA- 
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2059, PTA-2060, PTA-2061, PTA-2062, PTA-2048, PTA-2049, PTA-2063, PTA-2064, PTA-2065, 
PTA-2066, PTA-2067, or PTA-2068. 

10. An isolated cDNA obtained by the process of amplification using a polynucleotide 

5 comprising at least 1 5 contiguous nucleotides of a nucleotide sequence of a sequence selected fi-om 
the group consisting of SEQ ID NOS: 1-6010. 

1 1 . The isolated cDNA of claim 10, wherein the polynucleotide comprises at least 25 
contiguous nucleotides of the selected nucleotide sequence. 

10 

12. The isolated cDNA of claun 10, vrfierein the polynucleotide conqirises at least 100 
contiguous nucleotides of the selected nucleotide sequence. 

13. The isolated cDNA of claims 10, 11, or 12, wherein amplification is by polymerase 
IS chain reaction (PCR) amplification. 

14. An isolated recombinant host cell containing the polynucleotide according to claims 1, 
2, 3, 6, 9, or 10. 

20 15. An isolated vector comprising the polynucleotide according to claims claims 1, 2, 3, 6, 

9. or 10. 

16. A method for producing a polypeptide, the method comprising the steps of. 
culturing a recombinant host cell containing the polynucleotide according to claims claims 

25 1, 2, 3, 6, 9, or 10., said culturing being under conditions suitable for the expression of an encoded 
polypeptide; 

recovering the polypeptide fi'om the host cell culture. v 

17. An isolated polypeptide encoded by the polynucleotide according to claims claims 1, 2, 
30 3, 6, 9, or 10. 

18. An antibody that specifically binds the polypeptide of claim 17. 
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19. A method of deteaing diflferentially expressed genes correlated with a cancerous state 
of a mammalian cell, the method ccmiprising the step o£ 

detecting at least one differentially expressed gene product in a test sample derived ficm a 
cell suspected of being cancerous, where tiie gene product is encoded by a gene comprising an 
5 identifying sequence of at least one of SEQ ID NOS: 1-6010; 

wherein detection of the differentially pressed gene product-is correlated with a 
cancerous state of the cell fiom which the test sdxaplt was derived. 

20. A library of polynucleotides, wherem at least one of the polynucleotides comprises the 
10 sequence infoimation of the polynucleotide according to claims 1, 2, 3, 6, 9, or 10. 

21 . The library of claim 20, wherein tiie library is provided on a nucleic acid array. 

22. The library of claun 20, wherein the library is provided in a conQ)uter-readable jEbrmat 



15 



20 



23 . A method of inhibiting tumor growth by modulating expression of a gene product, ftiQ 
gene product being encoded by a gene identified by a sequence selected from the groiq) consisting 
ofSEQIDNOS:l-6010. 
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